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upstream of Traes 2DS D76AB139C.1 (+, 5’->3’) and its sequencing data
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GITTTG C G GGTTCTCTT T GGCTTC T (CTCGCTGAAGGTTGAGCTTCGGGCTTCCATTCG GTGGGGTTCAGTTTATTTTCTTCCATCGGTT G C C TTCG T GTT TCGTCTGGC TGGTTCTGGGTT TCT CCGGAGGT T (GGGT! 244
TmCIGTTTTG GGTTCTCTT GGCTTC CTCGGT GGTT GCTTCGGGCTTC TTCG GTGGGGTT GTT TTTTCTTC TCGGTT TTCG GTT TCGTCTGGC TGGTTCTGGGTT TCT CCG GGT GGGT 500
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CC TTTTGCTGTTG'G CCTAGT TCGTTATCCCACTCTCG TGCGTC TTG C C T \CGCCCATTCT TTGTC! T TGGTTGC TTG G GTTGNC TCAQTGACGLH CCCT TGTTGTTTTTY C C GG TCG G TGG T G CCCTACCTGTCTCG 494
TTTTGCTGTTG TCGT TCC CTCTCG TGCGTC TTG CGCC TTCT TTGTC TGGTTGC TTG GTTGC TCAQTGACGLH CCCT TGTTGTTTTT TCG TGG CCC CCTGTCTCG 750
.................................................................................................. 65066 50
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TCTCCTCACCCTCCGTCGGCATCTCCCCTGTCACTTGCGGCCCTTLCTY T TGTGCTTTTGGGAGGCCAG § TCGACCTTCCTCTTTGCGC C: TGTTC GT GGT G ICCGGCTTGGCCTCACTTTCC 744
TCTCCT CCCTCCGTCGG TCTCCCCTGT CTTGCGGCCCTTCCT TGTGCTTTTGG GGC TC CCTTCCTCTTTGCGC TGTTC GT GGT (CCGGCTTGGCCTCACTTTCC 1000
40 3 . 0 99
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TCTH (GCTCG GGC T TGATTGTTTTT TCTTTCC TGCT TTTTTCCTTCCTGG T (GCCTTTCTTTGT (CCGGGCTAAGCCCTGGCTTGGCATTTTTAGGTTGGGCTTTTGCGAACCC (GCCTCACCTGGGGTATGTTATGC TGGCGCCTTG 994
TCT GCTCG TTGTTTTT TCTTTCC TGCT TTTTTCCTTCCTGG C GCCTTTCTTTGT CCGGGC GCCCTGGCTTGG TTTTTAGGTTGGGCTTT lGC CCC TC CC GCCT CCTGGGG TGT TGC TGGCGCCTTG 1250
... 1010......1020.. ... 1030......1040......1050......1060......1070......1080......1090......1100...... Lo 11200000 140......1150......1160...... 1170...... 1180......1190......1200...... 50

sk sk ok ok sk sk ok ok ok sk sk ok ok ok ok sk sk ok ok ok ok sk sk sk ok ok sk sk sk sk ok ok sk sk ok sk ok sk sk sk sk ok sk sk sk sk ok ok sk sk sk ok sk ok sk sk sk ok ok sk sk sk ok ok ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk sk ok sk sk sk ok ok sk sk sk ok sk ok sk sk ok sk ok sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk ok ok sk sk sk ok sk ok sk sk ok sk ok sk sk sk ok sk ok sk sk sk sk sk ok sk sk sk sk ok sk sk sk ok sk ok sk sk sk sk ok sk sk sk ok sk ok sk sk sk sk sk sk sk sk sk ok ok sk sk sk ok sk ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk ok ok ok sk sk sk sk ok sk sk sk ok sk ok sk sk sk sk ok sk sk sk sk ok ok sk sk sk ok ok ok sk sk ok sk ok sk sk ok ok ok ok ok sk ok ok R ok

CGCCTTCCCAGCGTTTG TT C CC T TTTGTTTATTGCTATGGGATTGG ' TCTCACGCGACTGG C GTCTCAGTCGATGT TTCGTCTGCTCCATCATTGCACTTGATGT TATTGCTAAGCCTAGCCT T TCCATGTATGGTCACCTGGTGT ICTTGAAGGTCGTGACCCAGCTGCTGAATTGTCCGTGTTGGCC 1244
CGCCTTCC GCGTTTG TTTGTT TTGC TGG TTGG TCT CGC CTGG GTCT GTC TGT TTCGTCTGCTC TTG CTT TGT TTGC GCC GCCTT TC TG TGGT CCTGGTGT CTT GGTCGT CC GCTGCT TTGTCCGTGTTGGCC 1500
1270 1280 1320 10 20 480 1490
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GGCGACGGGAGEG T ICTGCGCACCGGT, C TCGCCTTG ICGCTGACTCCC C C TTCGCACGTABGGA GGF'TGGTGTGEGEG TGGCTCCAGGCGTCCGE G GGT T TCGTTCAATGTTTTGCCGATTTTTGCGT CGC TCGCTCAAGTTGGCCCTGTTG G TG GGTG 1494
GGC CGG GCG CTGCG CCGGT TCGCCTTG CGCT CTCCC TTCGCACGTAAGG] GGF'TGGTGTGEGCG TGGCTC GGCGTCCGC GGT TCGTT TGTTTTGCC TTTTTGCGT CGC TCGCT GTTGGCCCTGTTG GGTG 1750
L1590, .. J1600.. ... 1610......1620......1630......1640......1650......1660......1670...... 1680......1690......1700......1710......1720......1730......1740...... 1750
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TTGOTOTTGGE00TRGECOETRACETGORAET GSCRe cGe TCGETEARGETGAARGETEG CTAACGTTCGACTAATGT TTTGGAGH- - - - - - = = - = = = = = = = = = e o @ e e e o e e e e e e e e e e e e e e e 1638
TTGOTGTTGHEGOTAGECCETCRRCETCMAE TGECH Caach TECETCRRGETOURAGETECE €CTTGG TGTch TGO TG Og T TECE TRCTE GO GBS TGO GEGRTET GEACOT OGQ T Gl G TR T TTCOR T TBAHTH T GOl T CUTAT CGBCSAC TG T T T GERCARCOCACTIA 2000
182 1890
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upstream of Traes 2DS 2CCCA54C1.1 (+, 5’->3’) and 1ts sequencing data
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TGTATTGTGCCTG ICTGCCCGTATTTG G GTGGCCGGAACCCGC C CTTTTGGTCAGTTTTT CT C 105
T TTGTGCCTG CTGCCCG TTTG GTGGCCG CCCGC CTTTTGGT GTTTTT 250
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CGGGACCTGCCTCCTTCACTCCGATTCCCCCCTTCTCTTCCTTCTTCCTCCAGCACTTG C CTCTC! TTTG (GTCTAGCGCCTGGT TTTC TGT TCTGTGTTGTATTTTGTTTH TTG TTTTTTATTGTGACT CGTGCTIGECTCGT 355
CGG CCTGCCTCCTT CTCC TTCCCCCCTTCTCTTCCTTCTTCCTC G CTTG CTCTC TTTG GTC GCGCCTGGT TTTC G TGT TCTGTGTTG TTTTGTTT TTG TTTTT TTGT CT CGTGCTIGCTCGT 500
AAAAAAAAAAAAAA 70, ... ... . e 4600 .. ....470. ... ... 49D p 500
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TTGTTCTTGAGC GC TCGT TTGTGCGCTC C TGCCTCAAGGCCTCATGCTGCTGGGCCGGLC TGCTGGAGGTGAGTCG TG CC GC CG GCC TGGCGTGCGGC G T TTTGGCC TTTCCTCGCAGGCCTGCGTCTGAACH G CCTC G T 605
TTGTTCTTGAGC TCGT TTGTGCGCTC TGCCT GGCCTH TGCTGCTGGGCCGGCC TGCTG GGT GTCG GCC TGGCGTGCGGC TTTGGCC TTTCCTCG GGCCTGCGTCTGAAC CCTC 750
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TGGCACTGCTGAATTGCATICGTGTCACTT|T! CCTGTGTG T TGCGCTGTGGT (GGCT T CTTG (GCGGACTCCC CTCCGTCT! TGTCTY G CTT C GTG GTT TTTTGG C G T C ' TGGCGCGTCCATGCGTAGCTC 855
TGG CTGCT TTG TICGTGTCACTT|T! CCTGTGTG TGCGCTGTGGT GGCT CTTG GCG CTCCC CTCCGTCT TGTCT CTT GTG GTT TTTTGG TGGCGCGTC TGCG GCTC 1000

.............. 780
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GGCTCGGGETG T TGTG G GCTCGTTCCATGTAGTTG T TGTATGGTGCATGTGGACGTATGCGCCTGTTTACTCCGG G GTGCAGGTTAGCTCTTTTACGGTG TTTGTGTTGGGGTT T CCCCC. CTGCGG G T T GGCGATGGTATCCTCTCCTGTAAGGTTATTCTTTTGA| 1105
GGCTCGGGCTG TGTG GCTCGTTC T GTTG T TGGTG TGTG CG TGCGCCTGTT CTCCGG GTG GGT GCTCTTT CGGTG TTTGTGTTGGGGTT CTGCGG GGC TGG TCCTCTCCTG GGT TTCTTTTGA| 1250
109 125
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CGT TC T CCTCT TGTTGCTCTTY GC GGCCT] C TGCT! (GCCGGGC ICTTGTTTTGCCGGCCCGGAGTCGETT TGTTAAGTT GCC TCT TTCCCTY (GCAGGTT C C T T T 1355
CGT CCTCT TGTTGCTCTT GGCCT| TGCT GCCGGGC CTTGTTTTGCCGGCCCG GTCGCTT TGT GCC TCT TTCCCT GGTT T 1500
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CTC T T T CTTGG (GTGG T T TTCG CGTTCCTCTCTCCCACGGGCACC G T GG T CGG T TTC T (GCCCTATTGCCG TGCAGGGCTGGTGT- GGC- - - - - - - - - - - - - - - - - oo - - - 580
CTC C CTTGG GTGG TTCG CGTTCCTCTCTCC CGGGCACC G GG CGG TTC GCCCTATTGCCG TG GGGCTGGTGTTGGCCGTEGC(]TTT!GC'CTCTCICC 1750
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60 ................. 1600. .. ... 1610......1620..... 630......1640...... 1650 .......... 690...... 1700. ... .. 710...... 1720......1730......1740......

---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- 1580

CTTC_TCGGCGGCTTTGTCCGTITlCGTlTCCCC"IITCC-(]TCTIGCTGGC(]ClCCICGGGGCTGGGC](]TCGTGC'TGCCGGGTCCICGTC(]TCGTC]GCC]T(]T.(]C('TC(]C(]TCTGTTTTGC'TGCTTGCTl(]CT-T(]Cl(]T-TTTG(]TGCTTTCTCC(.CTGGC'(ICGGGClCTClTGTG(]GCTGC]CGT(]GCT-TTTTCCCH_HTM 2000
............ 1770......1780... ... ... 1900 ... 1910......1920... ... ... 1990......2000




2_TSS20190326-0532-2486.seq.Co
Traes_2BS_40C683B47.1

2 _TSS20190326-0532-2486.seq.Co
Traes_2BS_40C683B47.1

2 TSS20190326-0532-2486.seq.Co
Traes_2BS_40C683B47.1

2_TSS20190326-0532-2486.seq.Co
Traes_2BS_40C683B47.1

2_TSS20190326-0532-2486.seq.Co
Traes_2BS_40C683B47.1

2 _TSS20190326-0532-2486.seq.Co
Traes_2BS_40C683B47.1

2_TSS20190326-0532-2486.seq.Co
Traes_2BS_40C683B47.1

2_TSS20190326-0532-2486.5¢q.Co
Traes_2BS_40C683B47.1

upstream of Traes 2BS 40C683B47.1 (+, 5’->3") and 1its sequencing data
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........................................................................................................ TGECGGTECGETAGGEGAAGGT TGAECCT O8O GG TR CGEC T T e T AT TR T GT TRCCT TOTRE TCTIOgR G T TECCTEee TO0ETIEATIECTE T TR TR EJogoEmRgas 20
§TCETIORAA T T GOCCA T A TIONC GB GOA G TR ACCT T CONET BT GGQ T TR CTCCTETAGTHTCATGTCA TRRCCGTAT TTTCGGTH GRRRRRCT TTT GAECOTIOC GOCH GO CRACCOCATE TH T GE GG oceaTaTq TTEETECOCR TETATGTTHEGT TGTRETETOEIGTETETO0q TREETCE T OR TECTE T TOETER C CBEEHCG 250
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IGaCTCGCCGCcaGaCGcaC:llICTCCC GGGACG CGFGTTTaGaCCGGTCGG CTCACTCGTGACTGCTCTTGCCTCGTCTTCGTCTCCACGGAGGTCCCTGCCAGCGTCCCGCCGGAGCCCTGCACCCCGTCTACTCCGGCGACCTCCCCTCCCGAAGCGCGTGCAGCCTCAACCC! CTGGTMTQGCTGaGaCCTCC TCCCATGG 500
CTCGCCGCC! CGC CTCCC CQ

=

CGIFGTTT| CCGGTCGGCACTCACTCGTGACTGCTCTTGCCTCGTCTTCGTCTCCACGGAGGTCCCTGCCAGCGTCCCGCCGGAGCCCTGCACCCCTCTACTCCGGCGACCTCCCCTCCGGAAGCGCGTGCAGCCT CCC CTGGT! GCTG TCC TGG 500
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CTTCCAAGTTC C CGCCTGCTCATCCGC GCCGCCCGGTTGGGETGGA C C TGGCTCCCTTAATTTT C TGTCTATCCTACCT, TGGT| TTT CTGCTCCCTCCCCTGT G G GGGTACTG GCTTAGCTCTCACCT GTGGTC TGACCCCTCTGCTC T TTGCACTT! 750
CTTC GTTC CGCCTGCT TCCGC GCCGCCCGGTTGGGCTGGG TGGCTCCCT TTTT TGTC TCC CCT TGGT TTT CTGCTCCCTCCCCTGT GGG CTG GCT GCTCT CCT GTGGTC CCCCTCTGCTC TTG CTT 750
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TGTTATCGCTATGCCTAGCCTT TGCGTGGTCACTTGCTGT T CTTCAAGGTCGTGAGTTTATCCTTCG T GTCGT! GGGTTTATGG TCCCATGGTTGTGCCTCATGTTGGTTG C CGGCTCAGGGTAGCCGATTGTAACCC T G ICTCGCAACTTTCTT! GTCTGTTT G T 1000
TGT TCGC TGCC GCCTT TGCGTGGT CTTGCTGT CTT GGTCGT GTT TCCTTCG GTCGT GGGTT TGG TCC TGGTTGTGCCT TGTTGGTTG CGGCT GGG GCC TTG CCC CTCG CTTTCTT GTCTGTTT T 1000
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TTCGTCGGCTTTGTCG 'TTCGTCG ICTGCGTCCAGCC ' TCGGGCLACGTITACGGCCGGEC (CGCCCGTCGGTGCTGGCCTACGGETGTGCGGECTCGGTCCAGCCTCACTATTCCCACCGTGCGTTT (GGCTCAACCGCT! GCCT CCTCCGTTCT CTT|TCAAC 1250
TTCGTCGGCTTTGTCG TTCGTCG CTGCGTC GCC TCGGGC CGT] CGGCCGGCC CGCCCGTCGGTGCTGGCC CGGCTGTGCGGCCTCGGTC TTCC CCGTGCGTTT GGCT CCGCT GCCT CCTCCGTTCT CTTFCAAC 1250
................................................ R | . 1140......1150 0...... oo 1250
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GGGT} C GTTT GTTTGTG G T TGTT T T C C TTTGATGT! TGTTTG T C TTTGAATTTT GTT CTCTTTY CCTCTCAATGTCC! CC 1500
GGGT GTTT GTTTGTG TGTT T TTT TGT TGTTTG TTT TTTT| GTT CTCTTT G CCTCT TGTCC 1500

sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk ok sk sk ok sk sk ok ok sk sk sk ok sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk ok st sk ok sk sk ok ok sk sk sk ok sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk ok sk sk ok ok sk ok ok sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk ok sk i ok ok sk sk sk sk sk sk sk s sk sk sk sk sk sk sk sk sk sk sk sk sk sk ok sk sk ok sk sk ok ok sk sk sk sk sk s sk sk sk sk sk sk sk sk sl sk sl sk sk sk ok sl sk ok ok sk ok ok sk sk sk ok sk s sk sk sk sk sk sk sk sk st sk sk sk sk sk sk sk sk ok sk sk ok ok sk sk sk sk sk s sk sk sk sk sk sk sk sk sk sk sk sk sk sk ok sk ok ok ok sk ok ok sk sk sk sk sk s sk sk sk sk sk sk sk sk sk sk ok ok ok ok ok ok ok ok ok ok ok ok

 TTGTCCGTGTTGGCGGAAGGCGACGGGAGEG ' TGGCTGCGCACCGGTY C (GCGTGAATCGCCTTG ICGCCGACTCCC TTCG GC CGGTTGATGTT, TGGCTCCAGGCGTTCGE G TG GTGGT TCGTTCAATGTTTTGCCGATTTTTGCGT CGC! TCGCTCAAGTTGGCCCTGTT 1750
TTGTCCGTGTTGGCG GGC CGG GCG TGGCTGCG CCGGT GCGT TCGCCTTG CGCC CTCCC TTCG GC CGGTT TGTT TGGCTC GGCGTTCGC GTGGT TGTTTTGCC TTTTTGCGT CGC TCGCT GTTGGCCCTGTT 1750
............ 1520...... ... 1600. . b 162000 1750

sk sk sk sk ok sk ok sk sk sk sk sk sk okokok ok ok ok ok ok sk ok ok ok ok sk ok ok sk sk ok sk sk sk sk sk sk sk sk sk ksl ok sk sk ok sk ok ok ok ok ok ok sk ok ok ok sk ok sk sk sk sk sk sk sk sk sk sk sk sk sk ok sk ok ok ok ok ok ok ok sk ok ok ok sk ok sk sk sk sk sk sk s sk sk sk sk sk sk sk sk ok ok ok ok ok ok ok sk ok ok ok sk ok ok sk sk sk sk sk sk sk sk sk sk sk skl skok ok ok ok ok ok ok sk ok ok sk sk ok ok sk sk sk sk sk sk sk sk sk sk kol ok ok R o ok ok ok R R R R R SRR SRoRROR SRk sk skl ok okl ok Rk kR kR ok ok

CGTGTTGGTGT TGO GGTAECETORRCET GG GETGOTHC CGCCAAGETGGAAGETC CGEGAGT! TG T GGG TR GCOACE TR T GGRT G GC T GETACTECCRGACT GG GOCHTET CRACCTG QT - < < - o o e e il 2000
CoARC GGTGITCGTGTTGAECGTRGECCETERRCET AT CCCCAACCTCCAACCTEC g ACGEGAGT CGTTGC TOCC TTTTCGATCAGETATCCCTACTCCACACTCGEGATETGRAGOTG TCTTTGGC T TAANTHT GONT CCCATGEACCAC T TC T TGOACRACCCACTIAG 2000
AAAAAA 160“““ e 1790000 . . 1930




1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_5BADS56BB6.1

1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_SBAD56BBG6.1

1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_SBAD56BB6.1

1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_SBAD56BBG6.1

1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_SBAD56BBG6.1

1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_SBAD56BB6.1

1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_SBAD56BBG6.1

1_TSS20190326-0532-2486.seq.Contigl
Traes_6AS_5BADS56BB6.1

upstream of Traes 6AS SBAD56BB6.1 (-, 3’->5") and 1ts sequencing data
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- - -- TTTCCATTT GCCTTTGTAT T GTTTTGT; GETGGG GT GGTTGT) 110
GGGGGCC]CT-C.TTTTTICT.CIT-CGT“TC.TGTGTC.TTT.GTCCTC-CCGGC-GT“ “GT.C.C]GTTT.TT.T.C.CTTTCTT.(.T. -GGTGTTTC TTT T TT GTCTTTGT T GTTTTGT GCT.GG GGTTGT |c] 250
250

s sk sk ok sk sk sk sk sk ok ok sk sk sk sk sk sk ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk kool sk sk sk sk sk ok ok sk sk sk sk sk ok sk sk ke sk sk ok ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk ok ok ok sk sk sk sk sk ok ok sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk ke sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok ok sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok ok sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk ke sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok

GTTCGT! CGG C TCCACCTTTCTCC! CT C CGTTGGCGC T C GT CCT| TGGTTTC GTGTTCTTGC! GTT GG GGTC C GTT TCC 360
GT| GT TCGT CT TTCT CC CGTTGGCGC TTCCT TGGTTTC GTGT TCTTGC GT GGTTT T GGTC TT TTTGTT GT| TCT C GT TCC 500

s sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok ok ok ok ok *********!III'I s sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok sk skosk sk ok ok ok sk sk sk sk ok ok sk skl sk kool sk sk sk sk sk ok sk sk ke sk sk ok ok sk sk sk sk sk ok ok sk sk ke sk sk ok ok sk sk sk sk sk ok sk ok sk ke sk sk ok ok sk sk ke sk sk ok sk sk sk ke sk sk ok ok ok sk ke sk sk ok ok ok sk sk sk ok ok ok ok sk ok ok ok sk ke sk sk ok ok sk sk ke sk sk ok ok sk sk sk sk sk ok ok sk sk ke sk sk ok sk sk sk sk sk sk ok ok sk sk sk sk ok ok ok ok sk ok

GGGTGTTAGCTC GT TC g | GT C GTCCTT! CTT CTCT TCCCTAGGGG GGCCCT T CTTCTGT] T 610
GGGT GTT; GCT CCT i TCT! TCCTT TCTTC CTT, CTCTCT TCCC GGGG GGCCCT T GCT TT CT TCTGT 750
GT GGGCGTTTGTTTT G G CCCTCTC GCCCGEGTGEG 860
TT GTG GGGCGT TTGT TTT, TTTGT CCCTCT CCT GTT GCCCGCGT GCG G 1000
93 . ..

sk ok ok ok sk skoskosk sk sk ok ok ok sk skl sk ok ok ok skokosk ko sk skoskoskoskokokook sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok sk sk sk sk sk ok ok ok sk ke sk sk ok ok ok sk sk sk sk sk ok ok sk ke sk sk ok ok ok sk ke sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok s sk ok ok ok ok sk sk ok ok ok ok sk sk sk ok ok sk sk sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok sk ok sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok

AR T TACAAT TCARACTTACAACTATC AT AT TCACT A TATTT AT TANT MAANCACACATEC TG A T TTTAATCAACTTTAATATAT AN T AR TAACT TTCAACTCCAARTCTACCTTTTTCAT AT TCARAMCAACHCC T TCANT T TCARRARCTOCCT RAANCAT ARANTHCHCC MG ACHCCET ARG TTCHTCACCLTTACCCRCECCTTTCE 1248

1210 1220

s sk ok ok sk sk sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok Ble sk sk sk sk sk sk sk ok ok ok ok sk sk sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok ok sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok ok sk sk sk sk sk ok ok skl sk sk sk ok sk sk ke sk skl sk sk sk sk sk sk sk ok ok sk ok sk ok ok

CTCGCCCGTCATCCT CGTC GGGGCGTG G G GGG G GTCGT 1360
CT CGCCCGT CCT CGTC GGCGCGT G CTT T GT GGG GTCGT TGT TTT 1498
3 10......1320.. . e . 40.

1270

s sk ok ok sk sk sk sk sk ok ok ok sk sk sk sk ok ok sk skosk sk ok ok sk sk s sk sk sk ok ok sk s sk sk ok ok sk sk s sk sk ok ok sk sk s sk sk ok ok sk sk sk sk sk ok ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk ke sk sk ok ok sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk ke sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk sk ok sk sk sk sk sk ok ok i sk s sk sk sk ok ok fl sk sk sk sk ok ok ok sk ok

GCTGTTGGTGTGT GT GT| CGTT TTCTGT| GT GTCTCTCT] GTTGGTCTCTTTCTATGGT G 1536
GCTGTTGGT GTGT TT GT CT TCGT TGT TTCTGT CTAGT CGT GT CTCTCT GTTGGTCTCTTTCTATGGT 1748
16
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upstream of Traes 2BS B6EBC0962.1 (-, 3’->5) and its sequencing data

sk sk ok ok ok ok ok sk sk ok ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok ok sk kR

»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»»» GGETGECGGETCGGEAGECGTATGTACGEG
CCC-CGG(]TCCGT.TCGGC]CGGCGGTCCTCTTCGGCCCCCTGCTGTG(]CCGCGTC(]TICC‘CTGCTC'TCCC](]GCCGT.TCT_GGT.C‘T GO GRRGCRTRCRGREGTRTGTREGRGE

sk sk ok ok ok ok sk sk ki ok sk ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk i ok ok ok sl sk i sk ok sk sk s ok ok ok sk e sk sk ok sk sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk ok R ok R

GGGACTTAGCGGTCGC TGOCGAGGCAGG GGCAGTICTGCCTTTTGTTGCGGET C TTT GGCTGCC GGGTGCCGGCAGCCGTATACG 250
GGGACTTAGCGGTCGC TGOCGAGGCAGG GCAGT] CTGCCTTTTGTTGCGGC TTT T GGCTGCC GGGTGCCG GCCGT G 250
N | AU S 80..f....[190.......200.......210.......220.......230.......240....... 250

sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk kR o ok K

G GCTGCC T TGCGGCTGC TGTG TGC( TGCGGCTGCCTC GGCTACCGTCGGCATCCG GGCTGCCTGGACCCGGCATCCGTATCGGGCGET! CT GGGGTTCCTACGGGTAAGTTTTTATGGTCCTAGTTCT! T GTCCTGGGTG 500
GCTGCC TGCGGCTGC TGCGGCTGCCCC GGCT CGTCG TCCG GGCTGCCGG CCG TCCG TCGGGCGCT GGGGTTCC GGG GTTTT TGGTCC GTTCT GTCCTGGGTG 500

sk sk sk ok sk ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok ok sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk o]

T TTTTBCGGGTTTCTCT GTC O TTTTC TCCGTTTCTTAGT! CGGGTT G
TTTT GGGTTTCTCT GT TTTTC TCCGTTTCT GT CGGGTT

sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok ok sk ok ok

TTTH GCTTG CGTTGT GTTAAGT GCT CCGTC! T GTTTTGTAAGTTCTGIT G TCGGTTCTTTTCTC! T CTCAGGTTCG! 750
TTTH GCTTG CGTTGT GTTAAGT CCGTC GTTTTG GTTCTGTT C TCGGTTCTTTTCTC CT GGTTCG 750
65

sk sk sk ok sk ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk ok ok ok ok

G G CC GCCCCTTTCTH G GCGTTCTTT, GC CTGCGGGT G G TCT GGTCTCTTACAGTAGGAGGTGTTCAAGTAGT TCTCCCTTTAGTACGTGTTCGTAGGTTTCTCATTTTTGAGGG CCGTCGCCTCTGC T T G TCCTAGGTTC! TTCCC GTTCG GT 1000
(e GCCCCTTTCT GCGTTCTTT CTGCGGGT TCT GGTCTCT GTGTTCG GGTTTCT TTTTT GGG CCGTCGCCTCTGC TCC GGTTC TTCCC GTTCG GT 1000
...................................................................... 0 9 10

G GTTCCGAAGTTTCT] G TCC GGGTTGCTCGGTATCCCTCAGGGT T GCGGT] GTGCH T CTTCG G G GTGCC G GGGGTGTGTGT| G G TGG CGGTTACTTCCGCGTTTC TGTT GTC b! TCCTGC 1250
GTTCC GTTTC TCC GGGTTGCTCGG TCCCT GGGT GCGG GTGCH CTTCG GTGCC GGGGTGTGTGT TGG CGGT TTCCGCGTTTC TGTT GTC. TCCTGC 1250
....... 1110......1120..... s 124000000125

sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk kR ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk ok R R ok R

GGTTCCGGTGH T (GTGACCCCGCCGTATGT GGGTC CTCGGCCTGGTTTCTTTTCGGGC GTT CTG GCCGCCCTGCTACTCTCC CTCATGTGGCGAAGCCTCCTGTGCTGGCTGAATTGTTCGTTTCAAGCTGGT T TGT! CTTTTTTTTTATGTCTGCCACCTACGG 1500
GGTTCCGGTG GT CCCGCCG TGT GGGTC GC CTCGGCCTGGTTTCTTTTCGGGC TC CTG GCCGCCCTGC TCTCC CT TGTGGC GCCTCCTGTGCTGGCT TTGTTCGTTT GCTGGT TGTH CTTTTTTTT TGTCTGC C GG 1500
O 143 1440 1470 1480 490 1

sk sk sk ok sk ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk R ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk R ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk ok ok R ok R

CG GGGGH GTTCTTCGGTCCGAGTG GTCGCAGGGTCGACGCCT CGGCTTCCGCTGCCCTCGEGTTC T GCGTGGCCAGTTTTGCTCC T CTTGTTGCGTGTG C GGTCC T T T T TTCCGGTTTGC GGTGCGTGTG C GGTCCGCAGGC 1750
GGGG GTTCTTCGGTCC GTG GTC GGGTC GCCT CGGCTTCCGCTGCCCTCGCGTTC GCGTGGC! GTTTTGCTCC CTTGTTGCGTGTG GGTCC TTCCGGTTTGC GGTGCGTGTG GGTCC GGC 1750

............ 620......

sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok ok sk sk sk ok ok ok sk sk sk sk ok ok ok sk sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk sk ok ok ok sk sk sk ok ok ok ok sk sk sk ok ok ok ok sk sk sk ok

TCGTACCTT TTTTTTETCTC G CRTTTTGRCGT TRTETETRCERGT TEReecaTD TCGC T GG TCCACC T TOCAECOCGTCOHTTCOCRACC TRCGTACOEUETCORACG, - oo e 2000
TEGTACETT CITTTTTETETET ATTTCRGGTTETETE ACTTORACCGGTE ATECCTAGTTOCHOCTTEGRECCEGTCCRTTEG e T GGG GGG TTHT TE GGG TG T ACCGT TR TS GCTICAT GO EGT T HAC (B0CHTGGGETACET TR CTEGHTATRGET 2000
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upstream of Traes 1AS 6C84785B3.2 (+, 5°->3’) and 1ts sequencing data

stk ok ok o oo ook ok ok ok o oo sk ks ko o sk Rk sk o s sk ok sk ok o oo kR ko o sk ok ko s ook ko ko sk Rk ok sk ok s KRk ksl ko o s s KR ok kK ok ok ok ok ok

(CCTCG TGGT C TTTTTTGTAATTT! T TCCG TCCTT TCGTCCGACCTT TTT C (GCCCCGT 123
CCTCG TGGT TTTTTTG TTT TCCG TCCTT TCGTCC CCTT TTT (GCCCCGT 250

.............................................. 250

sk sk ok ok sk ok ok ok ok kbl ok ok ok ok sk B sk sk ok sk sk sk ok sk ok stk sk sk ok sk sk sk sk ok ok stk ok sk ok okl sk sk ok ok sk sk sk sk ok sk sk k sk sk ok stk sk sk ok ok sk sk ok sk ok skl sk sk ok ok skl sk ok ok ok sk sk sk ok ok skl sk ok ok skl sk ok sk ok kol sk sk ok ok ko sk ok ok kol sk ok ok ok Rk sk ok R Rk ok ok ok sk sk ok ok sk sk ok ok ok ok sk ok sk ok ok sk sk ok ok sk ok stk sk sk ok ok sk k ok ok ok skl sk sk ok ok skl sk sk ok sk sk ok ok sk ok skl sk sk ok ok skl sk ok ok sk sk sk sk ok ok stk sk sk ok ok skl ok sk ok skl sk sk ok ok skl sk sk ok ok sk k sk sk ok skl sk sk ok ok kol sk sk ok ko ok sk ok R Rk sk Rk ok

TC T TTTTGATGGCAACTTT GCCC T ICGTTGGCGGTT TCTCTACTCCGGCTAACGC T (GCTCGCCCGGLE- - - - - - - - (CCACGCCCGTCCGTCCATGCCGGECGGCCGGECGEGTEGTCCACCCCGGL GCG (GCGACGGAGGTGCTAGCTAGCTAGCTCGCTTTTGGATGGATTC GGCTAG 365
TTTT TGG CTTT GCCC C CGTTGGCGGTT TCTC CTCCGGC CGC GCTCGCCCGGCCGCCCGGC C GCCCGTCCGTC TGCCGGCCGGCCGGCCGCGTCGTC CCCGGC GCG GC CG GGTGCT GCTAGC GCTCGCTTTTG TG TTC GC GGC G 500
39 40

sk sk ok ok sk sk ok ok ok sk sk ok ok ok sk sk sk ok ok ok sk sk sk ok ok ok sk sk sk sk ok skl sk ok ok ok sk sk ok sk ok sk sk sk ok sk ok sk sk sk ok sk sk sk sk sk sk ok sk sk sk ok ok ok sk sk ok sk ok skl sk ok sk ok sk sk sk ok sk ok sk sk sk ok ok sk sk sk ok sk ok sk sk ok sk ok sk sk sk ok ok ok sk sk sk ok sk sk sk sk sk ok ok sk sk sk ok sk ok sk sk ok sk ok sk sk sk ok sk ok sk sk sk sk sk ok sk sk sk ok ok sk sk sk ok ok ok sk sk ok sk ok sk sk sk ok sk ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk ok ok ok sk sk ok sk ok sk sk sk ok sk ok sk sk sk sk ok sk sk sk sk ok ok sk sk sk ok ok ok sk sk ok sk ok sk sk sk sk ok ok sk sk sk sk ok sk sk sk sk ok ok sk sk sk ok ok ok sk sk ok sk ok sk ok ok ok R Rk ok ok R ok

CTAGCTAGCTCGCTCCTG TTG G GCTCTT TTC G TCCCGCGGCTCTATTTTTGACCGTTTCGTGTGTTATTTGTCGATTTTGCGGAAGCAAGCTAGCT T TGT TTCCGTTT GTT TTTGAGGGGTCTGTTCTGCCG G 615
CTAGC GCTCGCTCCTG TTG GCT GCT GC GCTCTTH TTC TCCCGCGGCTCT TTTTT CGTTTCGTGTGT TTTGTCGATTTTGCGGAAG GCT GCT CT TG TGT TTCCGTTT GTT TTT GGGGTCTGTTCTGCCG 750
e .. 550. .. . 600 ..620.......630.. .. .. .. 720

.710.

sk sk ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk ok st sk sk sk sk sk sk sk sk sk ok ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk ok sk sk sk sk sk sk sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk sk sk sk sk sk sk ok st sk sk sk sk sk sk sk sk sk ok ok sk sk sk sk ok sk sk sk sk sk sk sk sk sk sk Bl st sk sk sk sk sk sk sk sk sk ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk ok st sk sk sk sk sk sk sk sk sk ok ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk ok st sk sk sk sk sk sk sk sk sk ok ok sk sk sk sk ok sk sk sk sk sk ok sk sk sk sk ok st sk sk sk sk sk sk sk sk sk ok ok sk sk sk sk ok sk sk sk B sk ok sk sk e sk ok st sk sk sk sk sk sk sk sk sk ok ok sk sk sk ok ok sk sk sk sk sk ok sk sk sk sk ok ok sk sk ok ok ok ok

C TCCT ICGCGTTTTT T GTGTTTTGCGGATCG G TAGGGTCTGC TGCTCT GTCG CCTTC( ' TCGGGGCGGCAATCCTCTC T (GCTGCT! G CTTGCGCTTG C TCC C CGCTTGC T C GC uC GGCTTTTCCCTTAACTCTCTTTTTGTCATTTTAG 865
CGCGTTTTT GTGTTTTGCG TCG GGGTCTGC TGCTCT CCTTC( TCGGGGCGG TCCTCTC GCTGCT CTTGCGCTTG TCC CGCTTGC GGCTTTTCCCT CTCTCTTTTTGTCATTTTAG 1000
980 990 1000

sk sk sk stk sk ok ok ke sk ok ok ok ok ok sk ok ok o ok ok ok ok ok ok ok ok sk ok sk ok otk ok ok stk ok sk ok ke ok ok ok ook ok sk sk ok ok ook ok ok ok ok ok sk ok sk ook ok ok skl ok sk kol ok ok o ok ok sk sk sk ok ok ook ok ok ok ok ok ok sk ok ok stk ok ok skl ok ok ook ok o ook sk ke sk ok ok ok ok ok ok ok ok ok ok sk ok ok ok otk ok ok sk sk ok ok ko ok ok o ook ok ke sk ok ok ok ok ok ok ok ok ok sk ok ok ok ok ok ok sk ke ok ok ok ook ok s ok sk ke sk ok ok ok ok ok ok ok ok ok ok sk ok ok ok sk ook sk ke ok ok o sk ok ok s ok ke sk ok ok ok ok ko sk ok ko ok ok ok ok sk ko ok sk ke sk ok o ok ok ok sk ok ok ok ok ok ok sk ok ok ok ok ok o

TTTTTGCTCATTTTACTTATGCCACTC TT TTTTACTTTT C TTTTTTGCTTT T CGTGG TGTTTTATTTCACTTTTGCCATTCTTAACTTTT! T TTGTCACTT TATTTTGTTTTTGC TGG GTGG T T TGTH TTC GTGG 1115
TTTTTGCTCATTTTACTTATGCCACTC TT TTTTACTTTTACCATTTTTTGCTTT CGTGG TGTTT TTTCACTTTTGCCATTCT CTTTT TTGTCACTT! TATTTTGTTTTTGC TGG GTGG GT l‘ TGT| TTC GTGG 1250
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G GTG (GTGG GTTTTCCCTC ICTGTTTTCCCTC CTT GTCTGGGTCGATTTCTG CTT GTTCTTTTTC G TGCGCTGAATTTATTTTT TGTGTTGGCCTTAAGGCGGT T TCTTGTGC TTTTTCCTTTTATTT! G 1365
GTG GC GTGG GTTTTCCCTC CTGTTTTCCCTC CTT GTCTGGGTC TTTCTG GTTCTTTTTC TGCGCT TT TTTTT TGTGTTGGCCT GGCGGT TCTTGTG C. TTTTTCCTTT TTTH G 1500
1400 .
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GGTTTCC GTTGATCTGCAATGCT] G TCGGCG (GCTCG TG TC (GCTCCCGGTG G TGC C C T ICGTG{C T GTCTCTCTCGAGTCTT CTG T TCTAT T G T 1615
GGTTTCC GTT TCTG TGCT TCGGCG GCTCG GCTCCCGGTG TGC TACGTG JCT GTCTCTCTC GTCTT CTG TCTAT 1750
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TTAACT GAT CCCATICACGOAT GCTIOC TRARCCTCC AT CTTCGACCCTT- (0 R T T T T i T T ———— 1679
¢ ch cc TGCTCC CCTCC CTTC CCCTTT CCCCTG(]GTICGG(-(-GC-GTTlGClCGGCClTGCITC]CC-CCGGCCIG(]C-T(-C]TlTCITT(]GTICTT-TC]GCC]CTlG(]GClGTC(]TClGTT(]TCITTI(]CT-G(.GGCGCGTGTGCITGCCGTGTT(]TTTGTGTTTTGTTC(-C(-GGGCC'(]C 2000
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