
AtMP/ARF5
AqMP/ARF5

MONOPTEROS/AUXIN RESPONSE FACTOR 5

Supplemental Figure 1A



AtANT

AtAIL6

AqANT.1

AqANT.2

AqAIL6

AqAIL5
AtAIL5

AINTEGUMENTA and AINTEGUMENTA-LIKE GENES

Supplemental Figure 1B



GROWTH  REGULATING FACTOR GENES

AtGRF1

AtGRF2

AqGRF-like

AqGRF-like

Supplemental Figure 1C



AtBB

AqBB.1
AqBB.2

BIG BROTHER GENES

Supplemental Figure 1D



DA1 GENES

AtDA1

AtDAR1

AqDA1

Supplemental Figure 1E



KIP RELATED PROTEIN GENES

AtKRP2

AtKRP1

AqKRP2-like

AtKRP4

AqKRP4

AqKRP-like

Supplemental Figure 1F



STYLISH homologs

Supplemental Figure 2 
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Supplemental Figure 3 
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Aqcoe2G096600.1
sodium/calcium exchanger
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EF hand/ion channel
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sugar transporter
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O−methyltransferase/dimerisation
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protein kinase domain
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alpha mannosidase/glycosyl hydrolase
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ovate transcriptional repressor
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DUF547/leucine−zipper MIP1
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Image demonstrating how the nectar spur is exposed to light at later 
developmental stages

Supplemental Figure 4 
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