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Supplementary Figure S1. Effect of GAD546-554 peptide on CTL546.L clone cells at 
different time points. CTL.546.L cells were co-cultured with GAD546-554 pulsed irradiated 
M12C3.B7 B cells and evaluated for IFNγ release. Supernatants were harvested at the indicated 
times after stimulation. One way ANOVA followed by Tukey’s multiple comparison test. n=3, 
***p ≤ 0.01. IFNγ release was normalized to untreated control. 

Hours post stimulation
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Supplementary Figure S2. MALDI-MS data of azide terminated GAD 541-554 peptide 2
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Supplementary Figure S3. HPLC trace of azide terminated GAD 541-554 peptide 2

Vydac C18 column was used with gradient elution (5-60% acetonitrile) with a single peak at 
214 nm (solvent A = 0.085% TFA in water; solvent B = 98% acetonitrile and 0.085% TFA in 
water).
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Supplementary Figure S4. MALDI-MS data of Pam3CysSK4 - GAD 541-554 peptide 
conjugate 2a  
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Supplementary Figure S5. MALDI-MS data of de-protected Pam3CysSK4 - GAD 541-554 
peptide conjugate 2b
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Supplementary Figure S6. MALDI-MS data for azide terminated altered peptide ligand 
(APL) 3
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Supplementary Figure S7. HPLC trace of azide terminated altered peptide ligand (APL) 3

Vydac C18 column was used with gradient elution (5-60% acetonitrile) with a single peak at 
214 nm (solvent A = 0.085% TFA in water; solvent B = 98% acetonitrile and 0.085% TFA in 
water).
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Supplementary Figure S8. MALDI-MS data of Pam3CysSK4 - APL conjugate 3a 
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Supplementary Figure S9. MALDI-MS data of de-protected Pam3CysSK4 - APL conjugate 
3b
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