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Supplementary Data 17. Sequence alignment of the TB1 binding region in the tb1 
Hopscotch region (A), prolificacy locus (B) and tga1 promoter (C).  Pink square 
frames represent the GGNCCC TB1 binding motif at the summit of each peak. 
The sequence of Zea mays landraces, Zea mays ssp. parviglumis and  Zea mays 
ssp. mexicana in (A) are downloaded from Studer et al., 2011; the sequence of 
Zea mays cultivars and Zea mays ssp. parviglumis in (B) are downloaded from 
Wills et al., 2013; and the sequence of Zea diploperennis, Z. mays ssp. parviglu-
mis and Zea mays cultivars in (C) are downloaded from Wang et al., 2005. 
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