Supplementary Figure S1
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Supplementary Figure 1. Heatmap of genes related to oxidative phosphorylation (A), oxidative stress (B), and RT-gPCR for Cybb

expression (C) were conducted. Bars sharing a common letter are not significantly different (P > 0.05). *, P < 0.05.



Supplementary Figure S2
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Supplementary Figure 2. The effect of TGFB1 on mitochondrial respiration in LX-2 cells. LX-2 cells were treated with

4 ng/mL of TGFB1 for 6 or 12 h to conduct Mitostress test. *, P < 0.05.



