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Fig. S1. Dendrogram showing the genotypic relatedness of eight S. Typhimurium strains carrying 

qnrE1 gene by pulsed-field gel electrophoresis (PFGE) using XbaI restriction. The dendrogram 

was generated by using Bionumerics software V. 7.6.3 (Applied Maths NV, Keistraat, Belgium) 

with Dice similarity index and unweight pair group method average (UPGMA) cluster analysis. 

Pulsotypes A and B were clustered using a less than 80% similarity cut-off point, whereas 

subclusters were grouped based on a ≥ 80% similarity cut-off. Banding patterns were compared 

with 1% of optimization and 1% of band position tolerance. 

 


