
Significant in NumFunGenes DEGs_both_Pso_AD_x DEGs_both_Pso_AD_p DEGs_both_Pso_AD_FDR DEGs_both_Pso_AD_FC DEGs_both_Pso_AD_ DEGs_only_Pso_x DEGs_only_Pso_p DEGs_only_Pso_FDR DEGs_only_Pso_FC DEGs_onlyDEGs_only_AD_x DEGs_only_AD_p DEGs_only_AD_FDR DEGs_only_AD_FC DEGs_onlyDEGs_Pso_AD_x DEGs_Pso_AD_p DEGs_Pso_AD_FDR DEGs_Pso_AD_FC DEGs_Pso_AD_genes
ACETYLCHOLINE_ACTIVATED_CATION_SELE DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 CHRNA3; CHRNA5; CH   0 8.63E-01 9.80E-01 0.00 1 1.06E-01 6.85E-01 4.67 CHRNE 0 7.61E-01 1.00E+00 0.00
ACETYLCHOLINE_BINDING_AND_DOWNST DEGs_Pso_&_AD 12 5 1.82E-03 2.95E-02 4.44 CHRNA3; CHRNA5; CH   0 8.35E-01 9.80E-01 0.00 1 9.14E-02 6.85E-01 5.45 CHRNE 0 7.34E-01 1.00E+00 0.00
ACETYLCHOLINE_GATED_CHANNEL_COMPL DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 CHRNA3; CHRNA5; CH   0 8.63E-01 9.80E-01 0.00 1 1.06E-01 6.85E-01 4.67 CHRNE 0 7.61E-01 1.00E+00 0.00
ACETYLCHOLINE_RECEPTOR_ACTIVITY DEGs_Pso_&_AD 17 7 2.96E-04 7.04E-03 4.39 CHRM1; CHRM2; CHR     0 8.96E-01 9.84E-01 0.00 1 1.29E-01 6.88E-01 3.85 CHRNE 1 4.04E-01 8.05E-01 1.15 CHRM3
ACTIVATION_OF_E2F_TARGET_GENES_AT_ DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 RRM2; CDC45; CCNA1   4 1.74E-02 4.53E-01 3.24 DHFR; ORC   0 5.97E-01 8.52E-01 0.00 0 7.61E-01 1.00E+00 0.00
ACTIVATION_OF_NICOTINIC_ACETYLCHOLINDEGs_Pso_&_AD 12 5 1.82E-03 2.95E-02 4.44 CHRNA3; CHRNA5; CH   0 8.35E-01 9.80E-01 0.00 1 9.14E-02 6.85E-01 5.45 CHRNE 0 7.34E-01 1.00E+00 0.00
ACUTE_INFLAMMATORY_RESPONSE DEGs_Pso_&_AD 48 10 8.20E-03 9.24E-02 2.22 F12; F3; IL22; IL6; PLS      2 8.71E-01 9.80E-01 0.47 KLKB1; SAA 2 1.02E-01 6.85E-01 2.72 PTGES; VC 6 2.29E-02 1.85E-01 2.44 APOL2; FN1; GATA3; IL1B; PTGER3; VNN1
ACUTE_PHASE_RESPONSE DEGs_Pso_&_AD 28 7 8.06E-03 9.11E-02 2.66 IL22; IL6; PLSCR1; SAA    1 8.23E-01 9.80E-01 0.40 SAA1 0 6.75E-01 8.52E-01 0.00 4 3.29E-02 2.27E-01 2.78 APOL2; FN1; IL1B; PTGER3
ACYL_CHAIN_REMODELLING_OF_PC DEGs_Pso_&_AD 21 6 6.45E-03 7.70E-02 3.05 PLA2G4E; PLA2G4D; P    2 4.23E-01 9.08E-01 1.08 PLA2G5; P 0 6.38E-01 8.52E-01 0.00 1 4.81E-01 8.87E-01 0.93 PLA2G2A
ADAPTIVE_IMMUNE_RESPONSE_BASED_O DEGs_Pso_&_AD 106 21 5.19E-04 1.12E-02 2.11 BATF; BCL3; C6; C7; C                 8 6.64E-01 9.58E-01 0.86 C1QB; C1Q       7 7.16E-04 2.08E-01 4.32 CD27; CD4      1 9.86E-01 1.00E+00 0.18 GATA3
ADHERENS_JUNCTIONS_INTERACTIONS DEGs_Pso_&_AD 27 7 6.51E-03 7.73E-02 2.76 CDH2; CDH3; CDH4; C    2 5.66E-01 9.22E-01 0.84 CDH7; CDH 1 2.02E-01 8.01E-01 2.42 CDH18 0 8.80E-01 1.00E+00 0.00
ALLOGRAFT_REJECTION DEGs_Pso_&_AD 22 8 3.27E-04 7.59E-03 3.88 GZMB; FASLG; IL10; I     2 4.48E-01 9.08E-01 1.03 IL5; PRF1 3 2.35E-03 3.02E-01 8.91 CD40LG; T  2 2.07E-01 6.31E-01 1.77 IFNG; ITGB3
ALPHA_BETA_T_CELL_ACTIVATION DEGs_Pso_&_AD 38 10 1.31E-03 2.24E-02 2.81 BATF; BCL3; BLM; FO       2 7.62E-01 9.80E-01 0.60 BCL2; EOM 3 1.14E-02 3.88E-01 5.16 DOCK2; RE  2 4.48E-01 8.51E-01 1.03 GATA3; IFNG
ALPHA_BETA_T_CELL_DIFFERENTIATION DEGs_Pso_&_AD 33 10 3.81E-04 8.68E-03 3.23 BATF; BCL3; BLM; FO       2 6.84E-01 9.70E-01 0.69 BCL2; EOM 2 5.20E-02 6.62E-01 3.96 RELB; TNF 2 3.75E-01 7.81E-01 1.18 GATA3; IFNG
AMINE_LIGAND_BINDING_RECEPTORS DEGs_Pso_&_AD 27 9 3.18E-04 7.50E-03 3.55 HRH3; CHRM1; CHRM       2 5.66E-01 9.22E-01 0.84 ADRA1A; H 1 2.02E-01 8.01E-01 2.42 HRH1 4 2.91E-02 2.11E-01 2.89 CHRM3; ADRA2B; ADRB2; DRD1
AMINE_TRANSPORT DEGs_Pso_&_AD 15 5 5.66E-03 6.98E-02 3.55 APBA1; AQP9; DDC; F  2 2.64E-01 8.30E-01 1.51 CACNB4; X 0 6.03E-01 8.52E-01 0.00 2 1.08E-01 4.27E-01 2.60 SLC22A16; SLC6A1
ANCHORED_TO_MEMBRANE DEGs_Pso_&_AD 120 27 9.08E-06 4.35E-04 2.40 ALPL; CD177; CD2; CD                        13 2.16E-01 7.91E-01 1.23 BST2; CEAC            2 4.14E-01 8.52E-01 1.09 CA4; GGT5 18 2.51E-05 3.11E-03 2.92 ACHE; CEACAM5; CNTN3; FCGR3B; FOLR1; GFRA3; GPC3; GPC6; LYPD2; MDGA2; MFI2; NTNG2; PSCA; RGMA; RTN4RL2; THY1; VNN1; VNN2
ANIONANION_ANTIPORTER_ACTIVITY DEGs_Pso_&_AD 18 7 4.50E-04 9.91E-03 4.15 SLC22A8; SLC26A3; SL     3 1.38E-01 7.54E-01 1.89 SLC4A1; SL  0 6.21E-01 8.52E-01 0.00 2 1.49E-01 5.12E-01 2.17 SLC26A7; SLC4A4
ANTIGEN_BINDING DEGs_Pso_&_AD 39 12 9.47E-05 2.95E-03 3.28 CD48; IGHA1; IGHA2          5 1.92E-01 7.89E-01 1.45 IGHG3; LA    1 2.86E-01 8.52E-01 1.68 CD209 1 7.37E-01 1.00E+00 0.50 CD1C
AUTOIMMUNE_THYROID_DISEASE DEGs_Pso_&_AD 17 8 3.63E-05 1.35E-03 5.02 CTLA4; GZMB; FASLG      2 3.18E-01 8.80E-01 1.33 IL5; PRF1 1 1.29E-01 6.88E-01 3.85 CD40LG 0 7.96E-01 1.00E+00 0.00
BICARBONATE_TRANSPORT DEGs_Pso_&_AD 27 10 5.60E-05 1.92E-03 3.95 CA1; CA13; CA3; CA9;      4 1.48E-01 7.71E-01 1.68 CA6; SLC4A   1 2.02E-01 8.01E-01 2.42 CA4 4 2.91E-02 2.11E-01 2.89 CA2; PTGER3; SLC26A7; SLC4A4
BILE_ACID_AND_BILE_SALT_METABOLISM DEGs_Pso_&_AD 23 8 4.65E-04 1.01E-02 3.71 CYP8B1; ALB; FABP6;     4 9.32E-02 7.10E-01 1.97 SLC27A2; C   0 6.49E-01 8.52E-01 0.00 0 8.51E-01 1.00E+00 0.00
BILE_ACID_AND_BILE_SALT_TRANSPORT DEGs_Pso_&_AD 17 6 1.95E-03 3.11E-02 3.76 ABCB11; ALB; AQP9;   1 6.21E-01 9.45E-01 0.67 ABCC3 0 6.15E-01 8.52E-01 0.00 0 7.96E-01 1.00E+00 0.00
BILE_ACID_METABOLIC_PROCESS DEGs_Pso_&_AD 34 8 7.49E-03 8.73E-02 2.51 ABCB11; ACOX2; ALB;     6 5.05E-02 5.95E-01 2.00 ABCC3; CY     0 7.04E-01 8.52E-01 0.00 0 9.17E-01 1.00E+00 0.00
BINDING_AND_UPTAKE_OF_LIGANDS_BY_ DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 ALB; HBA2; HBB; APO 1 4.11E-01 9.08E-01 1.13 HPX 1 7.63E-02 6.85E-01 6.54 AMBP 0 7.05E-01 1.00E+00 0.00
BIOSYNTHESIS_OF_UNSATURATED_FATTY DEGs_Pso_&_AD 19 6 3.71E-03 5.19E-02 3.37 FADS1; PECR; SCD; AC   0 9.14E-01 9.85E-01 0.00 0 6.27E-01 8.52E-01 0.00 0 8.16E-01 1.00E+00 0.00
CALCIUM_INDEPENDENT_CELL_CELL_ADHE DEGs_Pso_&_AD 19 6 3.71E-03 5.19E-02 3.37 CLDN1; CLDN14; CLD    1 6.68E-01 9.58E-01 0.60 CLDN7 0 6.27E-01 8.52E-01 0.00 3 4.25E-02 2.64E-01 3.08 CLDN10; CLDN17; CLDN18
CALCIUM_ION_HOMEOSTASIS DEGs_Pso_&_AD 216 44 4.23E-07 2.89E-05 2.17 ADCYAP1; ADM; AGT                                          26 5.29E-02 6.08E-01 1.36 ADRA1A; B                         3 5.33E-01 8.52E-01 0.91 CCL23; HR  19 1.17E-02 1.32E-01 1.71 ANK2; ATP2B2; ATP6V1B1; CCKBR; CCL1; CCL13; CCR3; CCR8; CRHR1; CXCL12; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
CALCIUM_ION_TRANSPORT_INTO_CYTOSO DEGs_Pso_&_AD 37 9 3.88E-03 5.35E-02 2.59 CCL19; CCL3; CCR5; CC      3 5.30E-01 9.17E-01 0.92 ADRA1A; F  0 7.18E-01 8.52E-01 0.00 2 4.34E-01 8.38E-01 1.05 JPH2; SLC8A3
CARBOHYDRATE_DERIVATIVE_BINDING DEGs_Pso_&_AD 172 34 1.52E-05 6.57E-04 2.11 APOE; BGN; CCL2; CC                               24 1.27E-02 4.16E-01 1.58 ANG; C1QB                       6 3.28E-02 5.67E-01 2.28 ACAN; CCL     28 3.31E-08 1.97E-04 3.17 ABI3BP; ADAMTS8; ADIPOQ; BMP4; CFH; DPYSL3; FBLN7; FGF10; FGF7; FGFR1; FN1; HAPLN1; ITGAM; L1CAM; LAMC2; LYVE1; PCOLCE2; PGLYRP4; POSTN; PRELP; RSPO4; SFRP1; SLIT2; ST8SIA2; THBS1; THBS4; TNFAIP6; TNXB
CARDIAC_LEFT_VENTRICLE_MORPHOGENE DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 CPE; FOXF1; NPY5R; T 1 4.11E-01 9.08E-01 1.13 SFRP2 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
CARGO_RECEPTOR_ACTIVITY DEGs_Pso_&_AD 59 15 1.71E-04 4.73E-03 2.71 CD36; CD5L; CD6; HP            4 6.91E-01 9.70E-01 0.77 ENDOU; E   0 7.99E-01 8.73E-01 0.00 3 4.74E-01 8.84E-01 0.99 COLEC12; DMBT1; TMPRSS2
C_C_CHEMOKINE_BINDING DEGs_Pso_&_AD 12 6 2.06E-04 5.34E-03 5.33 CCR1; CCR2; CCR4; CC   0 8.35E-01 9.80E-01 0.00 1 9.14E-02 6.85E-01 5.45 ZFP36 2 7.22E-02 3.42E-01 3.25 CCR3; CCR8
C_C_CHEMOKINE_RECEPTOR_ACTIVITY DEGs_Pso_&_AD 10 5 6.58E-04 1.32E-02 5.33 CCR1; CCR2; CCR4; CC  0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 2 5.12E-02 2.87E-01 3.90 CCR3; CCR8
CCR_CHEMOKINE_RECEPTOR_BINDING DEGs_Pso_&_AD 13 9 1.44E-07 1.07E-05 7.38 CCL19; CCL2; CCL3; CC      0 8.50E-01 9.80E-01 0.00 1 9.90E-02 6.85E-01 5.03 CCL23 1 3.19E-01 7.23E-01 1.50 CCRL2
CD4_POSITIVE__ALPHA_BETA_T_CELL_ACT DEGs_Pso_&_AD 21 7 1.32E-03 2.24E-02 3.55 BATF; BCL3; FOXP3; F    0 9.28E-01 9.89E-01 0.00 1 1.59E-01 7.38E-01 3.11 RELB 1 4.81E-01 8.87E-01 0.93 GATA3
CD4_POSITIVE__ALPHA_BETA_T_CELL_DIFF DEGs_Pso_&_AD 19 7 6.63E-04 1.32E-02 3.93 BATF; BCL3; FOXP3; F    0 9.14E-01 9.85E-01 0.00 1 1.44E-01 7.06E-01 3.44 RELB 1 4.44E-01 8.44E-01 1.03 GATA3
CELL_ACTIVATION_INVOLVED_IN_IMMUNE DEGs_Pso_&_AD 80 17 6.93E-04 1.37E-02 2.27 BATF; BCL3; CCL3; FC              6 6.43E-01 9.50E-01 0.85 CPLX2; EOM     4 2.09E-02 4.59E-01 3.27 CD40LG; D   4 4.93E-01 9.01E-01 0.97 CD1C; GATA3; IFNG; TLR7
CELL_ADHESION_MOLECULES_CAMS DEGs_Pso_&_AD 105 29 4.20E-08 4.02E-06 2.94 CDH2; CDH3; CDH4; C                          10 3.85E-01 9.08E-01 1.08 CLDN7; VC         4 5.00E-02 6.58E-01 2.49 ITGB2; SEL   9 6.66E-02 3.37E-01 1.67 CNTNAP2; CLDN17; ITGAM; L1CAM; CLDN18; SDC2; CLDN10; NRXN3; NRXN1
CELL_CHEMOTAXIS DEGs_Pso_&_AD 103 26 1.34E-06 8.19E-05 2.69 ADAM8; AGTR1; AMI                        12 1.58E-01 7.71E-01 1.32 ARHGEF16            6 3.02E-03 3.02E-01 3.81 CCL23; HR     9 6.04E-02 3.17E-01 1.70 CCL13; CCR3; CXCR2; EDN2; IFNG; IL1B; ITGAM; NR4A1; TNFSF11
CELL_KILLING DEGs_Pso_&_AD 33 15 4.04E-08 3.93E-06 4.85 ALB; APOL1; CAMP; C            2 6.84E-01 9.70E-01 0.69 PRDX1; RA 1 2.45E-01 8.52E-01 1.98 NCF1 1 6.68E-01 1.00E+00 0.59 DCD
CELL_RECOGNITION DEGs_Pso_&_AD 65 16 1.63E-04 4.56E-03 2.62 CCL19; CCR7; CD226;             9 8.70E-02 7.01E-01 1.57 CLGN; DSC        2 1.70E-01 7.54E-01 2.01 CD209; DO 5 1.78E-01 5.71E-01 1.50 CNTNAP2; CNTNAP3; COLEC12; DSCAM; SEMA3A
CELL_SURFACE_BINDING DEGs_Pso_&_AD 36 10 8.25E-04 1.59E-02 2.96 ALB; CD2; CD36; CD48       3 5.11E-01 9.17E-01 0.94 ANGPTL3;  3 9.77E-03 3.75E-01 5.45 SELPLG; TG  5 2.24E-02 1.83E-01 2.71 ADIPOQ; DMBT1; NDP; PDGFC; THBS1
CELL_SURFACE_INTERACTIONS_AT_THE_V DEGs_Pso_&_AD 87 21 2.61E-05 1.04E-03 2.57 MERTK; SLC7A9; AMI                   3 9.70E-01 1.00E+00 0.39 ATP1B3; S  5 6.45E-03 3.58E-01 3.76 ITGB2; GP    8 5.59E-02 3.01E-01 1.79 FN1; SLC7A11; GRB14; ITGAM; ITGB3; L1CAM; ATP1B1; ATP1B2
CELLULAR_CALCIUM_ION_HOMEOSTASIS DEGs_Pso_&_AD 203 42 4.88E-07 3.16E-05 2.21 ADCYAP1; ADM; AGT                                        23 1.07E-01 7.54E-01 1.28 ADRA1A; B                      3 4.90E-01 8.52E-01 0.97 CCL23; HR  18 1.27E-02 1.35E-01 1.73 ANK2; ATP2B2; CCKBR; CCL1; CCL13; CCR3; CCR8; CRHR1; CXCL12; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
CELLULAR_DEFENSE_RESPONSE DEGs_Pso_&_AD 45 12 4.26E-04 9.44E-03 2.84 CCR2; CCR5; CD300C;         3 6.71E-01 9.60E-01 0.76 NCF2; PRF  3 1.81E-02 4.35E-01 4.36 NCF1; TCIR  3 3.04E-01 7.19E-01 1.30 CCR3; CXCR2; LSP1
CELLULAR_DIVALENT_INORGANIC_CATION DEGs_Pso_&_AD 213 44 2.80E-07 2.02E-05 2.20 ADCYAP1; ADM; AGT                                          24 1.07E-01 7.54E-01 1.28 ADRA1A; B                       3 5.24E-01 8.52E-01 0.92 CCL23; HR  18 1.99E-02 1.73E-01 1.65 ANK2; ATP2B2; CCKBR; CCL1; CCL13; CCR3; CCR8; CRHR1; CXCL12; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
CELLULAR_RESPONSE_TO_BIOTIC_STIMULUDEGs_Pso_&_AD 102 29 2.06E-08 2.11E-06 3.03 CCL2; CCL3; CCL5; CCR                          7 7.47E-01 9.80E-01 0.78 AXL; CYP17      1 6.29E-01 8.52E-01 0.64 TGFB1 8 1.16E-01 4.48E-01 1.53 ARG1; FZD5; IFNG; IL1B; KLRK1; NR1D1; RARA; STAT1
CELLULAR_RESPONSE_TO_INTERFERON_G DEGs_Pso_&_AD 67 22 5.39E-08 4.93E-06 3.50 CCL2; CCL3; CCL5; GAP                   6 4.63E-01 9.11E-01 1.01 AQP4; FCG     1 4.59E-01 8.52E-01 0.98 VCAM1 6 9.19E-02 4.02E-01 1.75 CAMK2A; CAMK2B; FCGR1B; GBP1; IFNG; STAT1
CELLULAR_RESPONSE_TO_INTERLEUKIN_1 DEGs_Pso_&_AD 38 10 1.31E-03 2.24E-02 2.81 APOE; CCL2; CCL3; CC       3 5.49E-01 9.21E-01 0.89 HIF1A; IRA  0 7.22E-01 8.52E-01 0.00 6 7.49E-03 1.01E-01 3.08 HAS2; IL17A; IRAK3; KLF2; PTGIS; SFRP1
CELLULAR_RESPONSE_TO_LIPID DEGs_Pso_&_AD 196 38 8.27E-06 4.03E-04 2.07 ADCYAP1; APOE; CCL2                                    14 7.94E-01 9.80E-01 0.81 AQP4; AXL             3 4.66E-01 8.52E-01 1.00 AKR1C3; C  22 3.26E-04 1.85E-02 2.19 ARG1; BMP4; CYP24A1; DYNAP; GPLD1; IFNG; IL1B; ISL1; KLRK1; KRT13; NR1D1; NTRK3; PTGDR; PTGER2; RARA; RET; SFRP1; STAT1; STRA8; TESC; WNT7B; WNT9A
CELLULAR_RESPONSE_TO_LIPOPOLYSACCH DEGs_Pso_&_AD 86 27 5.77E-09 7.47E-07 3.35 CCL2; CCL3; CCL5; CCR                        6 7.13E-01 9.80E-01 0.79 AXL; CYP17     1 5.58E-01 8.52E-01 0.76 TGFB1 7 1.13E-01 4.39E-01 1.59 ARG1; IFNG; IL1B; KLRK1; NR1D1; RARA; STAT1
CELLULAR_RESPONSE_TO_MOLECULE_OF_ DEGs_Pso_&_AD 91 28 5.12E-09 7.08E-07 3.28 CCL2; CCL3; CCL5; CCR                         6 7.64E-01 9.80E-01 0.75 AXL; CYP17     1 5.81E-01 8.52E-01 0.72 TGFB1 8 6.93E-02 3.42E-01 1.71 ARG1; FZD5; IFNG; IL1B; KLRK1; NR1D1; RARA; STAT1
CELLULAR_RESPONSE_TO_TYPE_I_INTERFE DEGs_Pso_&_AD 47 22 1.73E-11 6.03E-09 4.99 IFI27; IFI35; IFI6; IFI                   2 8.62E-01 9.80E-01 0.48 GBP2; PSM 1 3.39E-01 8.52E-01 1.39 IFNAR2 2 5.69E-01 9.77E-01 0.83 IFIT1; STAT1
CHEMOKINE_ACTIVITY DEGs_Pso_&_AD 39 21 1.46E-12 7.98E-10 5.74 CCL17; CCL18; CCL19;                  2 7.76E-01 9.80E-01 0.58 CCL24; PF4 1 2.86E-01 8.52E-01 1.68 CCL23 6 8.53E-03 1.11E-01 3.00 CCL1; CCL13; CCL26; CCL3L1; CXCL12; CXCL5
CHEMOKINE_BINDING DEGs_Pso_&_AD 17 8 3.63E-05 1.35E-03 5.02 CCR1; CCR2; CCR4; CC     0 8.96E-01 9.84E-01 0.00 1 1.29E-01 6.88E-01 3.85 ZFP36 3 3.15E-02 2.23E-01 3.44 CCR3; CCR8; CXCR2
CHEMOKINE_MEDIATED_SIGNALING_PATH DEGs_Pso_&_AD 19 8 9.70E-05 2.99E-03 4.49 CCL2; CCL5; CCR1; CCR     1 6.68E-01 9.58E-01 0.60 XCR1 0 6.27E-01 8.52E-01 0.00 5 1.26E-03 3.82E-02 5.13 CCR3; CCR8; CCRL2; CXCL12; GPR17
CHEMOKINE_RECEPTOR_ACTIVITY DEGs_Pso_&_AD 20 8 1.50E-04 4.28E-03 4.26 CCR1; CCR2; CCR4; CC     2 3.97E-01 9.08E-01 1.13 CXCR6; XCR 0 6.33E-01 8.52E-01 0.00 5 1.62E-03 4.21E-02 4.87 CCR3; CCR8; CCRL2; CXCR2; GPR17
CHEMOKINE_RECEPTOR_BINDING DEGs_Pso_&_AD 46 23 1.05E-12 6.94E-10 5.33 CCL17; CCL18; CCL19;                    4 4.86E-01 9.17E-01 0.99 CCL24; PF4   1 3.32E-01 8.52E-01 1.42 CCL23 7 5.32E-03 8.69E-02 2.97 CCL1; CCL13; CCL26; CCL3L1; CCRL2; CXCL12; CXCL5
CHEMOKINE_RECEPTORS_BIND_CHEMOKI DEGs_Pso_&_AD 44 26 1.59E-16 3.15E-13 6.30 CXCL13; CCR1; CCR4; C                       3 6.55E-01 9.56E-01 0.77 CXCR6; XCR  0 7.46E-01 8.55E-01 0.00 6 1.53E-02 1.52E-01 2.66 CCR3; CCR8; CXCR2; CCL3L1; CXCL5; CXCL12
CHEMOKINE_SIGNALING_PATHWAY DEGs_Pso_&_AD 173 38 3.36E-07 2.33E-05 2.34 RASGRP2; CXCL13; CC                                    8 9.81E-01 1.00E+00 0.52 CXCR6; TIA       6 3.37E-02 5.67E-01 2.27 DOCK2; PI     14 4.72E-02 2.86E-01 1.58 CCL26; ADCY2; ADCY8; CCR3; CCR8; SHC2; CXCR2; PLCB4; CCL1; CCL3L1; CCL13; CXCL5; CXCL12; STAT1
CLASS_A_1_RHODOPSIN_LIKE_RECEPTORS DEGs_Pso_&_AD 212 57 7.65E-14 6.06E-11 2.87 CXCL13; CYSLTR1; HR                                                       21 2.82E-01 8.58E-01 1.12 CXCR6; RR                    6 7.60E-02 6.85E-01 1.85 GPR4; HRH     27 8.06E-06 1.28E-03 2.48 PTGDR2; CHRM3; CCR3; CCR8; ADRA2B; ADRB2; DRD1; EDN2; FPR2; GPR17; FFAR4; CXCR2; MC5R; MTNR1A; NTS; OXTR; PTGDR; PTGER2; PTGER3; RLN2; CCL3L1; CXCL5; CXCL12; TACR3; GALR2; CCKBR; P2RY14
COLLAGEN_BINDING DEGs_Pso_&_AD 43 10 3.57E-03 5.05E-02 2.48 COMP; DCN; ECM2; M       4 4.31E-01 9.08E-01 1.05 COL14A1;   1 3.13E-01 8.52E-01 1.52 GP6 6 1.37E-02 1.43E-01 2.72 ABI3BP; ACHE; FN1; PCOLCE2; THBS1; TNXB
COMPLEMENT_AND_COAGULATION_CASCADEGs_Pso_&_AD 55 12 2.86E-03 4.23E-02 2.33 CFD; F3; F12; SERPIN         6 2.83E-01 8.58E-01 1.24 F2R; F10; K    1 3.89E-01 8.52E-01 1.19 PROC 2 6.61E-01 1.00E+00 0.71 F13A1; CFH
CORNIFIED_ENVELOPE DEGs_Pso_&_AD 22 14 3.15E-10 6.24E-08 6.78 CNFN; FLG; IVL; LOR;          1 7.30E-01 9.80E-01 0.52 CST6 0 6.44E-01 8.52E-01 0.00 1 5.00E-01 9.04E-01 0.89 CSTA
COSTIMULATION_BY_THE_CD28_FAMILY DEGs_Pso_&_AD 54 12 2.43E-03 3.75E-02 2.37 CTLA4; CD274; ICOS;         1 9.76E-01 1.00E+00 0.21 ICOSLG 1 3.83E-01 8.52E-01 1.21 GRAP2 1 8.57E-01 1.00E+00 0.36 MAP3K14
CYTOKINE_ACTIVITY DEGs_Pso_&_AD 168 57 6.35E-19 1.89E-15 3.62 AREG; BMP3; BMP5;                                                      11 8.51E-01 9.80E-01 0.74 C1QTNF4;          11 3.32E-05 3.95E-02 4.28 CCL23; CD4          24 3.32E-06 7.35E-04 2.78 ADIPOQ; BMP4; CCL1; CCL13; CCL26; CCL3L1; CD70; CLCF1; CXCL12; CXCL5; FAM3D; IFNG; IL13; IL17A; IL17F; IL1B; IL23A; IL33; IL36RN; IL9; NDP; TNFSF11; TNFSF12; TNFSF9
CYTOKINE_BINDING DEGs_Pso_&_AD 64 18 9.59E-06 4.55E-04 3.00 CCR1; CCR2; CCR4; CC               6 4.18E-01 9.08E-01 1.06 CHRD; IFN     3 4.56E-02 6.39E-01 3.06 IFNAR2; IL  8 1.07E-02 1.28E-01 2.44 CCR3; CCR8; CXCR2; IL17F; IL1RL1; IL23R; IL31RA; THBS1
CYTOKINE_BIOSYNTHETIC_PROCESS DEGs_Pso_&_AD 14 6 5.82E-04 1.21E-02 4.57 CD28; IL12B; IRF7; IR   1 5.40E-01 9.17E-01 0.81 CMA1 0 5.97E-01 8.52E-01 0.00 1 3.41E-01 7.42E-01 1.39 IL17F
CYTOKINE_CYTOKINE_RECEPTOR_INTERAC DEGs_Pso_&_AD 229 73 5.53E-22 3.29E-18 3.40 CXCL13; IL24; CCR1; C                                                                      17 7.69E-01 9.80E-01 0.84 CXCR6; FIG                17 5.10E-08 3.03E-04 4.85 IL22RA2; C                27 3.30E-05 3.71E-03 2.30 CCL26; EDAR; CCR3; CCR8; IL23R; CLCF1; IFNG; IL1B; IL9; CXCR2; IL11RA; IL13; IL17A; LIFR; IL23A; PDGFC; CCL1; CCL3L1; CCL13; CXCL5; CXCL12; BMP4; BMPR1B; TNFSF11; TNFSF12; TNFSF9; CD70
CYTOKINE_MEDIATED_SIGNALING_PATHW DEGs_Pso_&_AD 258 57 4.00E-10 7.21E-08 2.36 AIM2; CCL2; CCL5; CC                                                      18 8.54E-01 9.80E-01 0.79 BBS2; EIF4                 4 4.60E-01 8.52E-01 1.01 DUOX1; IF   24 2.66E-03 5.56E-02 1.81 ADIPOQ; CAMK2A; CAMK2B; CCR3; CCR8; CCRL2; CLCF1; CXCL12; CXCR2; EDN2; FCGR1B; GBP1; GPR17; IFIT1; IFNG; IL13RA2; IL1B; IL23R; IL31RA; IRAK3; KRT18; LIFR; STAT1; TNFSF11
CYTOKINE_METABOLIC_PROCESS DEGs_Pso_&_AD 17 6 1.95E-03 3.11E-02 3.76 CD28; IL12B; IRF7; IR   2 3.18E-01 8.80E-01 1.33 CMA1; STA 0 6.15E-01 8.52E-01 0.00 1 4.04E-01 8.05E-01 1.15 IL17F
CYTOKINE_PRODUCTION DEGs_Pso_&_AD 90 27 1.73E-08 1.87E-06 3.20 AIM2; BATF; CCL19; C                        8 4.72E-01 9.11E-01 1.01 CMA1; EOM       1 5.76E-01 8.52E-01 0.73 CAMK4 4 5.89E-01 9.99E-01 0.87 GATA3; IL17F; IL1B; VTCN1
CYTOKINE_RECEPTOR_ACTIVITY DEGs_Pso_&_AD 72 23 4.95E-08 4.60E-06 3.41 CCR1; CCR2; CCR4; CC                    5 6.96E-01 9.76E-01 0.79 CXCR6; IFN    3 6.12E-02 6.85E-01 2.72 IFNAR2; IL  12 1.71E-04 1.22E-02 3.25 CCR3; CCR8; CCRL2; CXCR2; GPR17; IL11RA; IL13RA2; IL1RL1; IL23R; IL27RA; IL31RA; LIFR
CYTOKINE_RECEPTOR_BINDING DEGs_Pso_&_AD 182 46 1.75E-10 4.31E-08 2.69 CCL17; CCL18; CCL19;                                           10 9.50E-01 9.94E-01 0.62 CCL24; FIG         12 1.42E-05 2.82E-02 4.31 BAMBI; CC           25 4.37E-06 8.95E-04 2.68 CCL1; CCL13; CCL26; CCL3L1; CCRL2; CD70; CLCF1; CXCL12; CXCL5; GATA3; IFNG; IL13; IL17F; IL1B; IL23A; IL23R; IL36RN; IL9; ITGB3; LIFR; NTF3; STAT1; TNFSF11; TNFSF12; TNFSF9
CYTOKINE_SECRETION DEGs_Pso_&_AD 26 10 3.82E-05 1.40E-03 4.10 AIM2; CCL19; CCR7; K       1 7.96E-01 9.80E-01 0.44 MS4A2 0 6.65E-01 8.52E-01 0.00 2 2.67E-01 6.90E-01 1.50 GATA3; VTCN1
CYTOKINE_SIGNALING_IN_IMMUNE_SYSTE DEGs_Pso_&_AD 215 42 2.39E-06 1.39E-04 2.08 IRF9; IFITM3; USP18;                                       17 6.73E-01 9.62E-01 0.90 IFI30; FCG                2 7.43E-01 8.55E-01 0.61 IFNAR2; V 11 4.86E-01 8.92E-01 1.00 GBP4; CISH; GBP6; FCGR1B; GBP1; IFIT1; IFNG; IL1B; STAT1; CAMK2A; CAMK2B
CYTOLYSIS DEGs_Pso_&_AD 19 7 6.63E-04 1.32E-02 3.93 APOL1; C6; C7; GZMA    2 3.71E-01 9.08E-01 1.19 GZMM; PR 1 1.44E-01 7.06E-01 3.44 MICB 1 4.44E-01 8.44E-01 1.03 GZMH
CYTOPLASMIC_MEMBRANE_BOUNDED_VE DEGs_Pso_&_AD 55 12 2.86E-03 4.23E-02 2.33 ALB; CFD; EGF; FASLG         8 7.92E-02 6.87E-01 1.65 ACTN2; AL       4 5.70E-03 3.51E-01 4.75 ACTN1; TG   5 1.06E-01 4.27E-01 1.77 F13A1; FN1; PCSK2; THBS1; TIMP1
CYTOSOLIC_CALCIUM_ION_HOMEOSTASIS DEGs_Pso_&_AD 134 30 3.44E-06 1.88E-04 2.39 ADCYAP1; ADM; AGT                            13 3.48E-01 9.07E-01 1.10 ADRA1A; C            1 7.43E-01 8.54E-01 0.49 HRH1 14 6.28E-03 9.43E-02 2.04 ATP2B2; CCKBR; CCR3; CCR8; CRHR1; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
CYTOSOLIC_CALCIUM_ION_TRANSPORT DEGs_Pso_&_AD 38 9 4.70E-03 6.18E-02 2.52 CCL19; CCL3; CCR5; CC      3 5.49E-01 9.21E-01 0.89 ADRA1A; F  0 7.22E-01 8.52E-01 0.00 2 4.48E-01 8.51E-01 1.03 JPH2; SLC8A3
CYTOSOLIC_DNA_SENSING_PATHWAY DEGs_Pso_&_AD 40 9 6.76E-03 8.00E-02 2.40 POLR3G; TMEM173; I       2 7.89E-01 9.80E-01 0.57 DDX58; PY 0 7.30E-01 8.53E-01 0.00 2 4.77E-01 8.86E-01 0.97 IL1B; IL33
DEFENSE_RESPONSE_TO_BACTERIUM DEGs_Pso_&_AD 97 31 2.84E-10 5.82E-08 3.41 ACP5; BCL3; CAMP; CC                            5 9.03E-01 9.84E-01 0.58 HIST1H2B     2 3.12E-01 8.52E-01 1.35 NCF1; TNF 10 1.89E-02 1.69E-01 2.01 DCD; DMBT1; IFNG; IL23A; IL23R; IL27RA; KLRK1; MMP7; PGLYRP4; PLA2G2A
DEFENSE_RESPONSE_TO_FUNGUS DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 COTL1; GNLY; S100A1   0 8.19E-01 9.80E-01 0.00 2 6.12E-03 3.51E-01 11.89 NCF1; TGF 1 2.73E-01 6.90E-01 1.77 DCD
DEFENSE_RESPONSE_TO_GRAM_NEGATIV DEGs_Pso_&_AD 16 7 1.87E-04 5.02E-03 4.66 CAMP; IL12B; IL6; NO    1 5.96E-01 9.30E-01 0.71 PYCARD 0 6.09E-01 8.52E-01 0.00 3 2.67E-02 2.01E-01 3.65 IL23A; IL23R; MMP7
DEFENSE_RESPONSE_TO_GRAM_POSITIVE DEGs_Pso_&_AD 33 10 3.81E-04 8.68E-03 3.23 ACP5; CAMP; CD36; F       0 9.76E-01 1.00E+00 0.00 2 5.20E-02 6.62E-01 3.96 NCF1; TNF 5 1.57E-02 1.53E-01 2.95 IL27RA; KLRK1; MMP7; PGLYRP4; PLA2G2A
DEFENSE_RESPONSE_TO_PROTOZOAN DEGs_Pso_&_AD 12 6 2.06E-04 5.34E-03 5.33 BATF; BCL3; CLEC7A;   0 8.35E-01 9.80E-01 0.00 0 5.84E-01 8.52E-01 0.00 2 7.22E-02 3.42E-01 3.25 BATF2; IFNG
DEFENSE_RESPONSE_TO_VIRUS DEGs_Pso_&_AD 123 34 3.10E-09 4.60E-07 2.95 APOBEC3A; APOBEC3                                 12 3.46E-01 9.01E-01 1.11 ABCC9; AP           0 9.25E-01 9.40E-01 0.00 7 3.71E-01 7.78E-01 1.11 DMBT1; GBP1; IFIT1; IFNG; IL23A; STAT1; TLR7
DEFENSINS DEGs_Pso_&_AD 10 5 6.58E-04 1.32E-02 5.33 DEFB4A; DEFB103B;   0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
DENDRITIC_CELL_CHEMOTAXIS DEGs_Pso_&_AD 15 8 1.12E-05 5.07E-04 5.69 CCL19; CCL5; CCR1; CC     0 8.75E-01 9.80E-01 0.00 0 6.03E-01 8.52E-01 0.00 1 3.62E-01 7.64E-01 1.30 CXCR2
DENDRITIC_CELL_DIFFERENTIATION DEGs_Pso_&_AD 11 6 1.10E-04 3.34E-03 5.81 BATF3; CCL19; CCR7;   1 4.45E-01 9.08E-01 1.03 AXL 0 5.78E-01 8.52E-01 0.00 0 7.20E-01 1.00E+00 0.00
DENDRITIC_CELL_MIGRATION DEGs_Pso_&_AD 17 8 3.63E-05 1.35E-03 5.02 CCL19; CCL5; CCR1; CC     0 8.96E-01 9.84E-01 0.00 0 6.15E-01 8.52E-01 0.00 1 4.04E-01 8.05E-01 1.15 CXCR2
DENDRITIC_SPINE_DEVELOPMENT DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 EPHB1; EPHB2; PAK3; 1 4.11E-01 9.08E-01 1.13 SRGAP2 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
DENDRITIC_SPINE_ORGANIZATION DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 EPHB1; EPHB2; PAK3; 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
DETECTION_OF_CHEMICAL_STIMULUS DEGs_Pso_&_AD 45 10 5.07E-03 6.57E-02 2.37 DRGX; KCNMB4; NOD        4 4.68E-01 9.11E-01 1.01 CASQ2; KC   0 7.50E-01 8.56E-01 0.00 1 7.93E-01 1.00E+00 0.43 SOD2
DETECTION_OF_MECHANICAL_STIMULUS_ DEGs_Pso_&_AD 21 6 6.45E-03 7.70E-02 3.05 ASIC2; CHRNA9; HPN    3 1.95E-01 7.89E-01 1.62 GRIN2B; K  1 1.59E-01 7.38E-01 3.11 PCDH15 2 1.92E-01 6.01E-01 1.86 ATP2B2; COL11A1
DETECTION_OF_STIMULUS_INVOLVED_IN_ DEGs_Pso_&_AD 48 12 8.06E-04 1.57E-02 2.66 ASIC2; CHRNA9; EPH          8 4.01E-02 5.63E-01 1.89 CACNA1F;       1 3.45E-01 8.52E-01 1.36 PCDH15 3 3.41E-01 7.42E-01 1.22 ATP2B2; COL11A1; RBP4
DISRUPTION_OF_CELLS_OF_OTHER_ORGA DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 ALB; APOL1; CAMP; G  0 8.19E-01 9.80E-01 0.00 1 8.39E-02 6.85E-01 5.94 NCF1 1 2.73E-01 6.90E-01 1.77 DCD
DIVALENT_INORGANIC_CATION_HOMEOST DEGs_Pso_&_AD 228 46 3.17E-07 2.22E-05 2.15 ADCYAP1; ADM; AGT                                            27 5.86E-02 6.24E-01 1.34 ADRA1A; B                          3 5.72E-01 8.52E-01 0.86 CCL23; HR  19 1.98E-02 1.73E-01 1.62 ANK2; ATP2B2; ATP6V1B1; CCKBR; CCL1; CCL13; CCR3; CCR8; CRHR1; CXCL12; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
DOWNSTREAM_TCR_SIGNALING DEGs_Pso_&_AD 21 6 6.45E-03 7.70E-02 3.05 LCK; PRKCQ; CD3D; CD   0 9.28E-01 9.89E-01 0.00 1 1.59E-01 7.38E-01 3.11 TRAT1 0 8.35E-01 1.00E+00 0.00
DRUG_METABOLISM___CYTOCHROME_P4 DEGs_Pso_&_AD 59 15 1.71E-04 4.73E-03 2.71 UGT2A1; ADH1B; AD             7 2.04E-01 7.90E-01 1.34 CYP2A6; CY      3 3.71E-02 5.87E-01 3.32 CYP2C9; CY  3 4.74E-01 8.84E-01 0.99 CYP2C18; GSTA3; CYP3A43
DRUG_METABOLISM___OTHER_ENZYMES DEGs_Pso_&_AD 38 9 4.70E-03 6.18E-02 2.52 CES1; UGT2A1; TYMP       3 5.49E-01 9.21E-01 0.89 UPP2; CYP2  0 7.22E-01 8.52E-01 0.00 1 7.26E-01 1.00E+00 0.51 CYP3A43
ELEVATION_OF_CYTOSOLIC_CALCIUM_ION_DEGs_Pso_&_AD 121 28 3.55E-06 1.92E-04 2.47 ADCYAP1; ADM; AGT                          10 5.69E-01 9.23E-01 0.94 ADRA1A; C         1 7.01E-01 8.52E-01 0.54 HRH1 13 6.40E-03 9.43E-02 2.09 CCKBR; CCR3; CCR8; CRHR1; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
EMBRYO_IMPLANTATION DEGs_Pso_&_AD 33 8 6.17E-03 7.47E-02 2.58 FBLN1; LIF; MMP9; PC     4 2.47E-01 8.22E-01 1.37 GRN; KLF9   1 2.45E-01 8.52E-01 1.98 CST3 1 6.68E-01 1.00E+00 0.59 IL1B
EMBRYONIC_SKELETAL_JOINT_DEVELOPM DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 HOXA11; HOXC11; NO   0 8.63E-01 9.80E-01 0.00 0 5.97E-01 8.52E-01 0.00 2 9.58E-02 4.02E-01 2.78 BMP4; WNT9A
EMBRYONIC_SKELETAL_JOINT_MORPHOGE DEGs_Pso_&_AD 12 5 1.82E-03 2.95E-02 4.44 HOXA11; HOXC11; NO   0 8.35E-01 9.80E-01 0.00 0 5.84E-01 8.52E-01 0.00 1 2.96E-01 7.09E-01 1.62 BMP4
EPIDERMAL_CELL_DIFFERENTIATION DEGs_Pso_&_AD 102 31 1.16E-09 1.78E-07 3.24 CNFN; EPHA2; FA2H;                            2 9.97E-01 1.00E+00 0.22 ABCA12; H 1 6.29E-01 8.52E-01 0.64 AKR1C3 8 1.16E-01 4.48E-01 1.53 CSTA; DSG4; FOXI1; FOXI2; FOXI3; GLI2; KRT2; SPRR4
EPIDERMAL_GROWTH_FACTOR_RECEPTOR DEGs_Pso_&_AD 20 6 4.94E-03 6.43E-02 3.20 BTC; EGF; EPGN; ERB   2 3.97E-01 9.08E-01 1.13 EFEMP1; S 0 6.33E-01 8.52E-01 0.00 2 1.77E-01 5.71E-01 1.95 LINGO1; TGFA
EPITHELIAL_CELL_DIFFERENTIATION DEGs_Pso_&_AD 242 46 1.84E-06 1.11E-04 2.03 AR; CNFN; DHRS9; EH                                           12 9.88E-01 1.00E+00 0.56 ABCA12; E           6 1.23E-01 6.88E-01 1.62 AKR1C3; FZ     19 3.40E-02 2.33E-01 1.53 BMP4; CRHR1; CSTA; DMBT1; DMD; DSG4; FGF10; FOXA1; GATA3; GATA5; GDNF; ID1; KRT2; MESP1; MSI1; SPDEF; SPRR4; TNMD; WNT7B
EXCITATORY_EXTRACELLULAR_LIGAND_GA DEGs_Pso_&_AD 43 10 3.57E-03 5.05E-02 2.48 CHRNA3; CHRNA5; CH        4 4.31E-01 9.08E-01 1.05 GRID1; GR   1 3.13E-01 8.52E-01 1.52 CHRNE 3 2.79E-01 7.02E-01 1.36 GRIA2; GRIK3; GRIN2A
EXCITATORY_SYNAPSE DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 NETO1; NLGN4X; SHA   1 5.96E-01 9.30E-01 0.71 NLGN3 0 6.09E-01 8.52E-01 0.00 1 3.83E-01 7.81E-01 1.22 NTRK2
EXCRETION DEGs_Pso_&_AD 45 10 5.07E-03 6.57E-02 2.37 AQP3; AQP5; AQP9; C       6 1.50E-01 7.71E-01 1.51 ABCG5; AD     0 7.50E-01 8.56E-01 0.00 4 1.39E-01 4.96E-01 1.73 AQP7; ATP6V0A4; ATP6V1B1; SCNN1G
EXPRESSION_OF_IFNG_STIMULATED_GEN DEGs_Pso_&_AD 32 12 9.72E-06 4.55E-04 4.00 IRF9; GBP5; ICAM1; I         4 2.29E-01 8.02E-01 1.42 IFI30; FCG   1 2.38E-01 8.41E-01 2.04 VCAM1 4 5.09E-02 2.87E-01 2.44 GBP4; GBP6; FCGR1B; GBP1
EXPRESSION_OF_IFN_INDUCED_GENES DEGs_Pso_&_AD 32 19 1.49E-12 7.98E-10 6.33 IRF9; IFITM3; IFI6; IR                1 8.68E-01 9.80E-01 0.35 GBP2 0 6.95E-01 8.52E-01 0.00 1 6.55E-01 1.00E+00 0.61 IFIT1
EXTERNAL_SIDE_OF_PLASMA_MEMBRANE DEGs_Pso_&_AD 182 53 1.59E-14 1.89E-11 3.10 AMOT; APOE; CCR1; C                                                  19 2.18E-01 7.95E-01 1.18 ALCAM; AQ                  5 1.04E-01 6.85E-01 1.80 CA4; CD27    18 4.22E-03 7.58E-02 1.93 ANPEP; CXCL12; EPHA5; FCGR3A; GFRA3; IFNG; IL13; IL17A; IL1RL1; ITGAM; KLRK1; L1CAM; RTN4RL2; SCNN1G; SLC2A4; THBS1; THY1; VTCN1
EXTRACELLULAR_LIGAND_GATED_ION_CH DEGs_Pso_&_AD 59 13 1.83E-03 2.97E-02 2.35 CHRNA3; CHRNA5; CH           5 5.13E-01 9.17E-01 0.96 GABRR1; G    1 4.13E-01 8.52E-01 1.11 CHRNE 6 5.58E-02 3.01E-01 1.98 GABRB2; GABRG3; GABRP; GRIA2; GRIK3; GRIN2A
FATTY_ACID_BINDING DEGs_Pso_&_AD 25 9 1.62E-04 4.56E-03 3.84 ALB; ALOX5AP; APOC       1 7.81E-01 9.80E-01 0.45 SNCA 0 6.60E-01 8.52E-01 0.00 1 5.51E-01 9.57E-01 0.78 FFAR4
FIBRINOLYSIS DEGs_Pso_&_AD 15 6 9.04E-04 1.72E-02 4.26 F12; PLAT; PLAU; PLA   1 5.68E-01 9.22E-01 0.76 KLKB1 0 6.03E-01 8.52E-01 0.00 0 7.73E-01 1.00E+00 0.00
G_ALPHA_I_SIGNALLING_EVENTS DEGs_Pso_&_AD 139 33 2.83E-07 2.02E-05 2.53 CXCL13; HRH3; CHRM                               12 5.16E-01 9.17E-01 0.98 CXCR6; RR           4 1.13E-01 6.85E-01 1.88 GNG10; PD   16 1.41E-03 3.95E-02 2.24 ADCY2; PTGDR2; ADCY8; CCR3; CCR8; ADRA2B; FPR2; GPR17; CXCR2; MTNR1A; PTGER3; CXCL5; CXCL12; GALR2; GABBR2; P2RY14
GENERATION_OF_SECOND_MESSENGER_MDEGs_Pso_&_AD 20 7 9.47E-04 1.78E-02 3.73 ITK; LCK; LCP2; CD3D;   0 9.21E-01 9.88E-01 0.00 1 1.51E-01 7.27E-01 3.27 GRAP2 0 8.26E-01 1.00E+00 0.00
GLUTATHIONE_TRANSFERASE_ACTIVITY DEGs_Pso_&_AD 22 8 3.27E-04 7.59E-03 3.88 ALOX5AP; GSTM2; GS      2 4.48E-01 9.08E-01 1.03 GSTO1; GS 0 6.44E-01 8.52E-01 0.00 1 5.00E-01 9.04E-01 0.89 GSTA3
GLYCOSAMINOGLYCAN_BINDING DEGs_Pso_&_AD 155 32 1.04E-05 4.77E-04 2.20 APOE; BGN; CCL2; CC                             23 7.00E-03 3.20E-01 1.68 ANG; C1QB                      5 6.09E-02 6.85E-01 2.11 ACAN; CCL    25 2.05E-07 2.03E-04 3.14 ABI3BP; ADAMTS8; BMP4; CFH; DPYSL3; FBLN7; FGF10; FGF7; FGFR1; FN1; HAPLN1; ITGAM; LAMC2; LYVE1; PCOLCE2; PGLYRP4; POSTN; PRELP; RSPO4; SFRP1; SLIT2; THBS1; THBS4; TNFAIP6; TNXB
GOLGI_LUMEN DEGs_Pso_&_AD 61 12 6.97E-03 8.22E-02 2.10 BGN; DCN; DEFB103A          6 3.73E-01 9.08E-01 1.11 F10; FURIN     5 1.35E-03 2.26E-01 5.36 ACAN; MU    12 3.13E-05 3.65E-03 3.83 CSPG4; GPC3; GPC6; MUC1; MUC12; MUC16; MUC5B; MUC6; MUC7; MUCL1; PRELP; SDC2
GPCR_LIGAND_BINDING DEGs_Pso_&_AD 274 67 8.15E-14 6.06E-11 2.61 CXCL13; CYSLTR1; HR                                                                 28 2.04E-01 7.90E-01 1.16 CXCR6; RR                           9 1.75E-02 4.35E-01 2.15 FZD2; GPR        33 3.12E-06 7.35E-04 2.35 PTGDR2; CHRM3; CCR3; CCR8; CRHR1; ADRA2B; ADRB2; DRD1; EDN2; FPR2; GCGR; GPR17; FFAR4; CXCR2; MC5R; MTNR1A; NTS; OXTR; PTGDR; PTGER2; PTGER3; RLN2; CCL3L1; CXCL5; CXCL12; TACR3; WNT7B; WNT9A; FZD5; GALR2; CCKBR; GABBR2; P2RY14
G_PROTEIN_COUPLED_ACETYLCHOLINE_RE DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 CDK5R1; CHRM1; CHR   0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 0 7.20E-01 1.00E+00 0.00
G_PROTEIN_COUPLED_AMINE_RECEPTOR_ DEGs_Pso_&_AD 28 10 8.05E-05 2.53E-03 3.81 ADRB1; CHRM1; CHR        2 5.88E-01 9.30E-01 0.81 ADRA1A; H 1 2.09E-01 8.06E-01 2.33 HRH1 3 1.12E-01 4.38E-01 2.09 ADRA2B; ADRB2; CHRM3
G_PROTEIN_COUPLED_CHEMOATTRACTAN DEGs_Pso_&_AD 20 8 1.50E-04 4.28E-03 4.26 CCR1; CCR2; CCR4; CC     2 3.97E-01 9.08E-01 1.13 CXCR6; XCR 0 6.33E-01 8.52E-01 0.00 5 1.62E-03 4.21E-02 4.87 CCR3; CCR8; CCRL2; CXCR2; GPR17
G_PROTEIN_COUPLED_RECEPTOR_BINDIN DEGs_Pso_&_AD 161 37 1.41E-07 1.07E-05 2.45 ADCYAP1; ADM; ADR                                   10 8.81E-01 9.81E-01 0.70 C1QBP; CC         4 1.67E-01 7.46E-01 1.62 BAMBI; CC   14 2.81E-02 2.07E-01 1.69 CCKBR; CCL1; CCL13; CCL26; CCL3L1; CCRL2; CLIC6; CXCL12; CXCL5; MRAP2; NDP; SFRP1; WNT7B; WNT9A
GRAFT_VERSUS_HOST_DISEASE DEGs_Pso_&_AD 21 7 1.32E-03 2.24E-02 3.55 GZMB; FASLG; IL6; CD    2 4.23E-01 9.08E-01 1.08 KLRC1; PRF 2 2.21E-02 4.68E-01 6.23 TGFB1; TG 3 5.53E-02 3.00E-01 2.78 IFNG; IL1B; IL13
HEMATOPOIETIC_CELL_LINEAGE DEGs_Pso_&_AD 73 15 1.91E-03 3.08E-02 2.19 CSF2; FCER2; IL2RA; I            5 7.08E-01 9.80E-01 0.78 FCGR1A; I    1 4.92E-01 8.52E-01 0.90 CSF1 8 2.25E-02 1.83E-01 2.14 ANPEP; IL1B; IL11RA; ITGAM; ITGB3; CD1A; CD1C; CD1E
HEPARAN_SULFATE_SULFOTRANSFERASE_ DEGs_Pso_&_AD 10 6 5.37E-05 1.88E-03 6.40 HS3ST1; HS3ST2; HS3    0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 HS3ST4 0 7.05E-01 1.00E+00 0.00
HEPARIN_BINDING DEGs_Pso_&_AD 116 23 2.94E-04 7.04E-03 2.11 APOE; CCL2; CCL7; CC                    18 9.50E-03 3.59E-01 1.76 ANG; CCDC                 4 6.76E-02 6.85E-01 2.25 CCL23; CEC   20 1.03E-06 4.72E-04 3.36 ABI3BP; ADAMTS8; BMP4; CFH; FBLN7; FGF10; FGF7; FGFR1; FN1; ITGAM; LAMC2; PCOLCE2; POSTN; PRELP; RSPO4; SFRP1; SLIT2; THBS1; THBS4; TNXB
HETEROPHILIC_CELL_CELL_ADHESION DEGs_Pso_&_AD 26 8 1.18E-03 2.07E-02 3.28 AMICA1; CADM3; CD      2 5.44E-01 9.17E-01 0.87 IL1RAPL1; 2 3.33E-02 5.67E-01 5.03 CD209; VC 3 9.42E-02 4.02E-01 2.25 L1CAM; NRXN1; PTPRD
HUMORAL_IMMUNE_RESPONSE DEGs_Pso_&_AD 86 21 2.16E-05 8.80E-04 2.60 AIRE; BCL3; C6; C7; CC                 12 5.62E-02 6.24E-01 1.58 BCL2; BLN           0 8.68E-01 9.03E-01 0.00 6 2.16E-01 6.52E-01 1.36 CFH; DMBT1; GATA3; IFNG; MMP7; ST6GAL1
IMMUNOLOGICAL_SYNAPSE DEGs_Pso_&_AD 23 9 7.57E-05 2.43E-03 4.17 CD3E; CD53; GZMA; G      0 9.40E-01 9.93E-01 0.00 0 6.49E-01 8.52E-01 0.00 0 8.51E-01 1.00E+00 0.00
IMMUNOREGULATORY_INTERACTIONS_BE DEGs_Pso_&_AD 53 18 4.46E-07 2.98E-05 3.62 CD96; LILRB2; CD226                3 7.79E-01 9.80E-01 0.64 LILRB3; KL  4 4.98E-03 3.32E-01 4.93 ITGB2; MI   3 4.02E-01 8.05E-01 1.10 CD200R1; FCGR3A; KLRK1
INORGANIC_ANION_EXCHANGER_ACTIVITY DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 SLC22A8; SLC4A11; SL   3 3.91E-02 5.61E-01 3.09 SLC4A1; SL  0 5.78E-01 8.52E-01 0.00 1 2.73E-01 6.90E-01 1.77 SLC4A4
INTERFERON_ALPHA_BETA_SIGNALING DEGs_Pso_&_AD 43 20 1.58E-10 4.09E-08 4.96 IRF9; IFITM3; USP18;                 1 9.42E-01 9.94E-01 0.26 GBP2 1 3.13E-01 8.52E-01 1.52 IFNAR2 2 5.18E-01 9.21E-01 0.91 IFIT1; STAT1
INTERFERON_GAMMA_MEDIATED_SIGNAL DEGs_Pso_&_AD 48 13 2.17E-04 5.45E-03 2.89 ICAM1; IRF1; IRF7; IR          4 5.21E-01 9.17E-01 0.94 FCGR1A; G   1 3.45E-01 8.52E-01 1.36 VCAM1 6 2.29E-02 1.85E-01 2.44 CAMK2A; CAMK2B; FCGR1B; GBP1; IFNG; STAT1
INTERFERON_GAMMA_SIGNALING DEGs_Pso_&_AD 48 12 8.06E-04 1.57E-02 2.66 IRF9; GBP5; ICAM1; I         5 3.33E-01 8.98E-01 1.18 IFI30; FCG    1 3.45E-01 8.52E-01 1.36 VCAM1 8 1.74E-03 4.41E-02 3.25 GBP4; GBP6; FCGR1B; GBP1; IFNG; STAT1; CAMK2A; CAMK2B
INTERFERON_SIGNALING DEGs_Pso_&_AD 122 26 3.58E-05 1.35E-03 2.27 IRF9; IFITM3; USP18;                       9 7.02E-01 9.79E-01 0.84 IFI30; FCG        2 4.23E-01 8.52E-01 1.07 IFNAR2; V 9 1.36E-01 4.88E-01 1.44 GBP4; GBP6; FCGR1B; GBP1; IFIT1; IFNG; STAT1; CAMK2A; CAMK2B
IRON_ION_BINDING DEGs_Pso_&_AD 141 27 1.79E-04 4.92E-03 2.04 ACP5; CH25H; CYP1A1                         20 1.75E-02 4.53E-01 1.61 AGMO; AO                   3 2.68E-01 8.52E-01 1.39 CYP2C9; CY  18 2.14E-04 1.40E-02 2.49 ADGB; ALOX12B; ALOX15; CDO1; CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; CYP4Z1; CYP4Z2P; FADS2P1; MB; MFI2; PTGIS
JAK_STAT_CASCADE DEGs_Pso_&_AD 44 12 3.39E-04 7.84E-03 2.91 CCL2; CCR2; EGF; JAK3         3 6.55E-01 9.56E-01 0.77 F2R; IRS1; 1 3.19E-01 8.52E-01 1.49 IFNAR2 4 1.31E-01 4.81E-01 1.77 CISH; CLCF1; IL31RA; STAT1
JAK_STAT_CASCADE_INVOLVED_IN_GROW DEGs_Pso_&_AD 20 6 4.94E-03 6.43E-02 3.20 JAK3; LYN; PRLR; SOC   2 3.97E-01 9.08E-01 1.13 IRS1; IRS2 0 6.33E-01 8.52E-01 0.00 2 1.77E-01 5.71E-01 1.95 CISH; STAT1
JAK_STAT_SIGNALING_PATHWAY DEGs_Pso_&_AD 125 32 6.47E-08 5.74E-06 2.73 IRF9; IL24; CNTFR; CS                             5 9.79E-01 1.00E+00 0.45 SPRY2; IFN    5 2.78E-02 5.22E-01 2.61 IL22RA2; P    11 4.17E-02 2.62E-01 1.71 CISH; IL23R; CLCF1; IFNG; IL9; IL11RA; IL13; IL13RA2; LIFR; IL23A; STAT1
KERATINIZATION DEGs_Pso_&_AD 44 22 3.19E-12 1.35E-09 5.33 CNFN; HRNR; IVL; KR                   1 9.47E-01 9.94E-01 0.26 ABCA12 0 7.46E-01 8.55E-01 0.00 2 5.31E-01 9.38E-01 0.89 KRT2; SPRR4
KERATINOCYTE_DIFFERENTIATION DEGs_Pso_&_AD 87 29 3.32E-10 6.36E-08 3.55 CNFN; EPHA2; FLG; H                          1 9.98E-01 1.00E+00 0.13 ABCA12 1 5.62E-01 8.52E-01 0.75 AKR1C3 4 5.61E-01 9.70E-01 0.90 CSTA; DSG4; KRT2; SPRR4
KILLING_OF_CELLS_OF_OTHER_ORGANISM DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 ALB; APOL1; CAMP; G  0 8.19E-01 9.80E-01 0.00 1 8.39E-02 6.85E-01 5.94 NCF1 1 2.73E-01 6.90E-01 1.77 DCD
LEUKOCYTE_ACTIVATION_INVOLVED_IN_IMDEGs_Pso_&_AD 80 17 6.93E-04 1.37E-02 2.27 BATF; BCL3; CCL3; FC              6 6.43E-01 9.50E-01 0.85 CPLX2; EOM     4 2.09E-02 4.59E-01 3.27 CD40LG; D   4 4.93E-01 9.01E-01 0.97 CD1C; GATA3; IFNG; TLR7
LEUKOCYTE_CELL_CELL_ADHESION DEGs_Pso_&_AD 36 10 8.25E-04 1.59E-02 2.96 CCL5; ICAM1; ITGAL;       1 9.02E-01 9.84E-01 0.31 TNIP1 7 5.40E-07 1.61E-03 12.71 CD209; CD      4 7.33E-02 3.44E-01 2.17 CERCAM; IL1B; ITGAM; L1CAM
LEUKOCYTE_CHEMOTAXIS DEGs_Pso_&_AD 82 23 6.95E-07 4.44E-05 2.99 ADAM8; AMICA1; CCL                     8 3.68E-01 9.08E-01 1.11 CCL24; EDN       6 9.27E-04 2.14E-01 4.78 CCL23; HR     8 4.16E-02 2.62E-01 1.90 CCL13; CCR3; CXCR2; EDN2; IFNG; IL1B; ITGAM; TNFSF11
LEUKOCYTE_MEDIATED_CYTOTOXICITY DEGs_Pso_&_AD 24 10 1.65E-05 7.07E-04 4.44 CLEC2A; CRTAM; CTSC        2 4.97E-01 9.17E-01 0.94 PRDX1; RA 1 1.81E-01 7.66E-01 2.72 NCF1 0 8.59E-01 1.00E+00 0.00
LEUKOCYTE_MEDIATED_IMMUNITY DEGs_Pso_&_AD 120 28 2.99E-06 1.69E-04 2.49 BATF; BCL3; C6; C7; C                        11 4.32E-01 9.08E-01 1.04 C1QB; C1Q          5 2.37E-02 4.85E-01 2.72 CD27; CD4    1 9.93E-01 1.00E+00 0.16 GATA3
LEUKOCYTE_MIGRATION DEGs_Pso_&_AD 195 45 6.18E-09 7.82E-07 2.46 ADAM8; AMICA1; CCL                                           15 7.03E-01 9.79E-01 0.87 ARTN; ATP              12 2.84E-05 3.95E-02 4.02 CCL23; DO           18 8.57E-03 1.11E-01 1.80 ATP1B1; ATP1B2; CCL13; CCR3; CXCR2; EDN2; FN1; GATA3; GRB14; IFNG; IL1B; ITGAM; ITGB3; L1CAM; RET; SLC7A11; TBX21; TNFSF11
LIGAND_GATED_ION_CHANNEL_TRANSPO DEGs_Pso_&_AD 16 6 1.35E-03 2.28E-02 4.00 GABRA2; GABRB3; G    1 5.96E-01 9.30E-01 0.71 GABRR1 0 6.09E-01 8.52E-01 0.00 2 1.21E-01 4.56E-01 2.44 GABRB2; GABRG3
LIPOPOLYSACCHARIDE_MEDIATED_SIGNAL DEGs_Pso_&_AD 26 7 5.18E-03 6.67E-02 2.87 CCL2; CCL3; CCL5; IRA    1 7.96E-01 9.80E-01 0.44 IRAK1 1 1.95E-01 7.89E-01 2.51 TGFB1 2 2.67E-01 6.90E-01 1.50 IL1B; STAT1
LIPOPROTEIN_PARTICLE_RECEPTOR_ACTIVI DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 CD36; LDLR; LRP1B; L  0 8.63E-01 9.80E-01 0.00 0 5.97E-01 8.52E-01 0.00 0 7.61E-01 1.00E+00 0.00
LONG_CHAIN_FATTY_ACID_BINDING DEGs_Pso_&_AD 12 5 1.82E-03 2.95E-02 4.44 ALOX5AP; PPARD; S10   1 4.78E-01 9.11E-01 0.94 SNCA 0 5.84E-01 8.52E-01 0.00 0 7.34E-01 1.00E+00 0.00
LOW_DENSITY_LIPOPROTEIN_RECEPTOR_A DEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 CD36; LDLR; LRP1B; O 0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 0 7.20E-01 1.00E+00 0.00
LYMPHOCYTE_ACTIVATION DEGs_Pso_&_AD 263 60 3.54E-11 1.05E-08 2.43 BATF; BCL3; BLM; CA                                                         14 9.83E-01 1.00E+00 0.60 AXL; BAK1;            10 4.92E-03 3.32E-01 2.49 CD40LG; D         11 7.51E-01 1.00E+00 0.82 CD1C; CLCF1; CXCL12; DPP4; FZD5; GATA3; IFNG; IL23A; ITGAM; KLRK1; TBX21
LYMPHOCYTE_ACTIVATION_INVOLVED_IN_ DEGs_Pso_&_AD 51 11 4.48E-03 5.93E-02 2.30 BATF; BCL3; GPR183;        3 7.55E-01 9.80E-01 0.67 EOMES; EX  2 1.13E-01 6.85E-01 2.56 CD40LG; R 3 3.78E-01 7.81E-01 1.15 CD1C; GATA3; IFNG
LYMPHOCYTE_CHEMOTAXIS DEGs_Pso_&_AD 14 7 6.50E-05 2.15E-03 5.33 ADAM8; CCL2; CCL3; C    1 5.40E-01 9.17E-01 0.81 SAA1 0 5.97E-01 8.52E-01 0.00 0 7.61E-01 1.00E+00 0.00
LYMPHOCYTE_COSTIMULATION DEGs_Pso_&_AD 54 14 2.17E-04 5.45E-03 2.76 CARD11; CCL19; CD24            2 9.12E-01 9.85E-01 0.42 ICOSLG; TR 1 3.83E-01 8.52E-01 1.21 GRAP2 3 4.14E-01 8.21E-01 1.08 DPP4; KLRK1; MAP3K14
LYMPHOCYTE_DIFFERENTIATION DEGs_Pso_&_AD 151 30 4.10E-05 1.47E-03 2.12 BATF; BCL3; BLM; CA                           9 8.96E-01 9.84E-01 0.68 AXL; BAK1;       8 1.40E-03 2.26E-01 3.46 CD40LG; D       5 8.43E-01 1.00E+00 0.65 CLCF1; FZD5; GATA3; IFNG; TBX21
LYMPHOCYTE_MEDIATED_IMMUNITY DEGs_Pso_&_AD 96 23 1.30E-05 5.73E-04 2.55 BATF; BCL3; C6; C7; C                   9 4.08E-01 9.08E-01 1.06 C1QB; C1Q        3 1.21E-01 6.86E-01 2.04 CD27; CD4  1 9.77E-01 1.00E+00 0.20 GATA3
LYMPHOCYTE_MIGRATION DEGs_Pso_&_AD 20 8 1.50E-04 4.28E-03 4.26 ADAM8; CCL2; CCL3; C     2 3.97E-01 9.08E-01 1.13 ARTN; SAA 0 6.33E-01 8.52E-01 0.00 3 4.87E-02 2.87E-01 2.92 GATA3; RET; TBX21
LYMPHOCYTE_PROLIFERATION DEGs_Pso_&_AD 53 11 6.11E-03 7.41E-02 2.21 CRIP3; CRTAM; CXCR4         1 9.74E-01 1.00E+00 0.21 BCL2 4 4.98E-03 3.32E-01 4.93 CD40LG; D   3 4.02E-01 8.05E-01 1.10 CXCL12; IL23A; ITGAM
MALARIA DEGs_Pso_&_AD 47 14 4.11E-05 1.47E-03 3.18 COMP; HBA1; HBA2;           2 8.62E-01 9.80E-01 0.48 HGF; KLRB 5 4.03E-04 1.71E-01 6.95 ITGB2; TG    6 2.08E-02 1.79E-01 2.49 KLRK1; IFNG; IL1B; SDC2; THBS1; THBS4
MALE_GENITALIA_DEVELOPMENT DEGs_Pso_&_AD 20 6 4.94E-03 6.43E-02 3.20 AR; GJB2; HOXD13; L   2 3.97E-01 9.08E-01 1.13 PDGFRA; T 0 6.33E-01 8.52E-01 0.00 1 4.63E-01 8.65E-01 0.97 FGF10
MAMMARY_GLAND_ALVEOLUS_DEVELOPMDEGs_Pso_&_AD 17 6 1.95E-03 3.11E-02 3.76 AGAP2; AR; CCND1; E   1 6.21E-01 9.45E-01 0.67 HIF1A 2 1.46E-02 4.11E-01 7.69 HOXA5; VE 2 1.35E-01 4.85E-01 2.29 TGFA; TNFSF11
MAMMARY_GLAND_LOBULE_DEVELOPME DEGs_Pso_&_AD 17 6 1.95E-03 3.11E-02 3.76 AGAP2; AR; CCND1; E   1 6.21E-01 9.45E-01 0.67 HIF1A 2 1.46E-02 4.11E-01 7.69 HOXA5; VE 2 1.35E-01 4.85E-01 2.29 TGFA; TNFSF11
MAST_CELL_ACTIVATION DEGs_Pso_&_AD 16 7 1.87E-04 5.02E-03 4.66 CD48; FCER1G; LAT2;    2 2.91E-01 8.58E-01 1.42 CPLX2; KIT 1 1.21E-01 6.86E-01 4.09 MILR1 0 7.85E-01 1.00E+00 0.00
METABOLISM_OF_XENOBIOTICS_BY_CYTO DEGs_Pso_&_AD 57 16 2.89E-05 1.14E-03 2.99 UGT2A1; ADH1B; AD              4 6.63E-01 9.58E-01 0.80 CYP3A4; A   3 3.39E-02 5.67E-01 3.44 CYP2C9; CY  4 2.51E-01 6.86E-01 1.37 CYP1B1; CYP2C18; GSTA3; CYP3A43
METALLOENDOPEPTIDASE_INHIBITOR_ACT DEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 RECK; TIMP3; TIMP4; 4 6.79E-03 3.17E-01 4.12 BST2; SPO   0 5.78E-01 8.52E-01 0.00 2 6.14E-02 3.17E-01 3.54 COL4A3; TIMP1
METALLOENZYME_INHIBITOR_ACTIVITY DEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 RECK; TIMP3; TIMP4; 4 6.79E-03 3.17E-01 4.12 BST2; SPO   0 5.78E-01 8.52E-01 0.00 2 6.14E-02 3.17E-01 3.54 COL4A3; TIMP1
MHC_CLASS_I_PROTEIN_COMPLEX DEGs_Pso_&_AD 15 5 5.66E-03 6.98E-02 3.55 RAET1G; RAET1L; ULB   0 8.75E-01 9.80E-01 0.00 1 1.14E-01 6.85E-01 4.36 MICB 1 3.62E-01 7.64E-01 1.30 CD1A
MHC_PROTEIN_COMPLEX DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 RAET1G; RAET1L; ULB   0 8.86E-01 9.81E-01 0.00 1 1.21E-01 6.86E-01 4.09 MICB 1 3.83E-01 7.81E-01 1.22 CD1A
MODIFICATION_OF_MORPHOLOGY_OR_PH DEGs_Pso_&_AD 48 12 8.06E-04 1.57E-02 2.66 ALB; APOL1; CAMP; C         2 8.71E-01 9.80E-01 0.47 HDAC1; TN 2 1.02E-01 6.85E-01 2.72 NCF1; TGF 3 3.41E-01 7.42E-01 1.22 DCD; NTRK3; TLR7
MODULATION_OF_GROWTH_OF_SYMBIONDEGs_Pso_&_AD 13 9 1.44E-07 1.07E-05 7.38 CAMP; CD36; IL10; IL      0 8.50E-01 9.80E-01 0.00 0 5.91E-01 8.52E-01 0.00 1 3.19E-01 7.23E-01 1.50 IFNG
MONOCARBOXYLIC_ACID_BINDING DEGs_Pso_&_AD 48 13 2.17E-04 5.45E-03 2.89 ALB; ALOX5AP; APOC           3 7.15E-01 9.80E-01 0.71 CYP26B1; S  0 7.62E-01 8.60E-01 0.00 3 3.41E-01 7.42E-01 1.22 CRABP2; FFAR4; RARA
MONOCYTE_CHEMOTAXIS DEGs_Pso_&_AD 14 6 5.82E-04 1.21E-02 4.57 CCL2; CCL3; CCL5; CCL   1 5.40E-01 9.17E-01 0.81 PDGFB 2 9.96E-03 3.75E-01 9.34 CCL23; PTP 1 3.41E-01 7.42E-01 1.39 TNFSF11
MONONUCLEAR_CELL_PROLIFERATION DEGs_Pso_&_AD 55 11 8.16E-03 9.21E-02 2.13 CRIP3; CRTAM; CXCR4         1 9.77E-01 1.00E+00 0.21 BCL2 5 8.42E-04 2.09E-01 5.94 CD40LG; D    3 4.27E-01 8.27E-01 1.06 CXCL12; IL23A; ITGAM
MULTICELLULAR_ORGANISMAL_RESPONSE DEGs_Pso_&_AD 48 11 2.71E-03 4.09E-02 2.44 ADCYAP1; ADRB1; CC         5 3.33E-01 8.98E-01 1.18 ADCYAP1R     0 7.62E-01 8.60E-01 0.00 5 6.67E-02 3.37E-01 2.03 CRHR1; DRD1; RET; SCN9A; SLC6A2
MYELOID_LEUKOCYTE_ACTIVATION DEGs_Pso_&_AD 68 15 8.88E-04 1.70E-02 2.35 BATF; BATF3; CCL3; C            6 4.78E-01 9.11E-01 1.00 CD93; CPLX     6 3.37E-04 1.54E-01 5.77 CAMK4; CS     4 3.67E-01 7.70E-01 1.15 BATF2; CXCR2; EDN2; TLR7
NATURAL_KILLER_CELL_ACTIVATION DEGs_Pso_&_AD 26 10 3.82E-05 1.40E-03 4.10 CD2; IL12B; IL21R; KL       2 5.44E-01 9.17E-01 0.87 AXL; RAB2 1 1.95E-01 7.89E-01 2.51 IKZF1 1 5.67E-01 9.75E-01 0.75 KLRK1
NATURAL_KILLER_CELL_MEDIATED_CYTOT DEGs_Pso_&_AD 113 26 8.49E-06 4.10E-04 2.45 CLEC2A; KLRF2; RAET                        8 7.33E-01 9.80E-01 0.80 PRDX1; RA       6 4.78E-03 3.32E-01 3.47 PIK3R5; IF     6 4.43E-01 8.44E-01 1.03 FCGR3A; FCGR3B; KLRK1; SHC2; IFNG; NFATC1
NATURAL_KILLER_CELL_MEDIATED_IMMU DEGs_Pso_&_AD 17 8 3.63E-05 1.35E-03 5.02 CLEC2A; KLRF2; RAET      2 3.18E-01 8.80E-01 1.33 PRDX1; RA 0 6.15E-01 8.52E-01 0.00 0 7.96E-01 1.00E+00 0.00
NEGATIVE_REGULATION_OF_ADAPTIVE_IMDEGs_Pso_&_AD 16 7 1.87E-04 5.02E-03 4.66 FOXP3; IL7R; LILRB1;    0 8.86E-01 9.81E-01 0.00 0 6.09E-01 8.52E-01 0.00 2 1.21E-01 4.56E-01 2.44 IL1RL1; IL33
NEGATIVE_REGULATION_OF_ADAPTIVE_IMDEGs_Pso_&_AD 14 6 5.82E-04 1.21E-02 4.57 FOXP3; IL7R; LILRB1;   0 8.63E-01 9.80E-01 0.00 0 5.97E-01 8.52E-01 0.00 2 9.58E-02 4.02E-01 2.78 IL1RL1; IL33
NEGATIVE_REGULATION_OF_BLOOD_COA DEGs_Pso_&_AD 30 8 3.27E-03 4.69E-02 2.84 APOE; F12; PLAT; PLA     4 1.95E-01 7.89E-01 1.51 CD34; KLKB   1 2.24E-01 8.21E-01 2.18 PROC 1 6.27E-01 1.00E+00 0.65 CYP4F2
NEGATIVE_REGULATION_OF_CELL_ACTIVA DEGs_Pso_&_AD 106 23 7.04E-05 2.29E-03 2.31 APOE; CCR2; CD274; C                    8 6.64E-01 9.58E-01 0.86 AXL; HMOX       2 3.53E-01 8.52E-01 1.23 MILR1; TG 6 3.82E-01 7.81E-01 1.10 BMP4; IL31RA; PGLYRP4; SFRP1; SOX11; VTCN1
NEGATIVE_REGULATION_OF_CELLULAR_RE DEGs_Pso_&_AD 22 6 8.27E-03 9.24E-02 2.91 MZB1; PRKCB; PRKCQ    2 4.48E-01 9.08E-01 1.03 ENPP1; IRS 0 6.44E-01 8.52E-01 0.00 1 5.00E-01 9.04E-01 0.89 IL1B
NEGATIVE_REGULATION_OF_COAGULATIO DEGs_Pso_&_AD 34 9 2.06E-03 3.26E-02 2.82 APOE; F12; HS3ST5; P      4 2.65E-01 8.30E-01 1.33 CD34; KLKB   1 2.52E-01 8.52E-01 1.92 PROC 1 6.80E-01 1.00E+00 0.57 CYP4F2
NEGATIVE_REGULATION_OF_CYTOKINE_SE DEGs_Pso_&_AD 21 7 1.32E-03 2.24E-02 3.55 FOXP3; IL10; IL6; LILR    1 7.10E-01 9.80E-01 0.54 CD34 0 6.38E-01 8.52E-01 0.00 2 1.92E-01 6.01E-01 1.86 C1QTNF3; FFAR4
NEGATIVE_REGULATION_OF_GROWTH_OF DEGs_Pso_&_AD 13 9 1.44E-07 1.07E-05 7.38 CAMP; CD36; IL10; IL      0 8.50E-01 9.80E-01 0.00 0 5.91E-01 8.52E-01 0.00 1 3.19E-01 7.23E-01 1.50 IFNG
NEGATIVE_REGULATION_OF_GROWTH_OF DEGs_Pso_&_AD 13 9 1.44E-07 1.07E-05 7.38 CAMP; CD36; IL10; IL      0 8.50E-01 9.80E-01 0.00 0 5.91E-01 8.52E-01 0.00 1 3.19E-01 7.23E-01 1.50 IFNG
NEGATIVE_REGULATION_OF_HEMOSTASIS DEGs_Pso_&_AD 30 8 3.27E-03 4.69E-02 2.84 APOE; F12; PLAT; PLA     4 1.95E-01 7.89E-01 1.51 CD34; KLKB   1 2.24E-01 8.21E-01 2.18 PROC 1 6.27E-01 1.00E+00 0.65 CYP4F2
NEGATIVE_REGULATION_OF_IMMUNE_EF DEGs_Pso_&_AD 51 12 1.44E-03 2.42E-02 2.51 CCR2; FOXF1; FOXP3;         3 7.55E-01 9.80E-01 0.67 BST2; C1Q  3 2.53E-02 5.00E-01 3.85 MICB; TGF  3 3.78E-01 7.81E-01 1.15 IFIT1; IRAK3; PGLYRP4
NEGATIVE_REGULATION_OF_IMMUNE_RE DEGs_Pso_&_AD 51 14 1.11E-04 3.35E-03 2.93 ADCYAP1; CCR2; FOX            1 9.69E-01 1.00E+00 0.22 GPX2 3 2.53E-02 5.00E-01 3.85 AMBP; TG  4 1.92E-01 6.02E-01 1.53 IL1RL1; IL27RA; IL33; IRAK3
NEGATIVE_REGULATION_OF_IMMUNE_SY DEGs_Pso_&_AD 166 32 4.42E-05 1.57E-03 2.05 ADCYAP1; APOD; BM                              10 9.02E-01 9.84E-01 0.68 AXL; BST2;        5 7.70E-02 6.85E-01 1.97 AMBP; MIC    15 1.76E-02 1.65E-01 1.76 BMP4; IFIT1; IL1RL1; IL27RA; IL31RA; IL33; IRAK3; NR1D1; PGLYRP4; SFRP1; SLIT2; SOX11; THBS1; THY1; VTCN1
NEGATIVE_REGULATION_OF_INFLAMMATODEGs_Pso_&_AD 63 12 9.07E-03 9.93E-02 2.03 ACP5; ADCYAP1; APO          5 5.75E-01 9.30E-01 0.90 AOAH; GB    0 8.11E-01 8.77E-01 0.00 7 2.83E-02 2.09E-01 2.17 ADIPOQ; C1QTNF3; FFAR4; GATA3; ISL1; MEFV; PTGIS
NEGATIVE_REGULATION_OF_INFLAMMATODEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 ADCYAP1; IL10; IL12B  1 4.11E-01 9.08E-01 1.13 GPX2 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
NEGATIVE_REGULATION_OF_INTERFERON DEGs_Pso_&_AD 22 6 8.27E-03 9.24E-02 2.91 FOXP3; IL10; LILRB1;   2 4.48E-01 9.08E-01 1.03 AXL; C1QB 0 6.44E-01 8.52E-01 0.00 5 2.56E-03 5.41E-02 4.43 GATA3; IL1RL1; IL33; PGLYRP4; RARA
NEGATIVE_REGULATION_OF_INTERLEUKIN DEGs_Pso_&_AD 12 6 2.06E-04 5.34E-03 5.33 ACP5; IL10; JAK3; NO   1 4.78E-01 9.11E-01 0.94 C1QBP 0 5.84E-01 8.52E-01 0.00 3 1.17E-02 1.32E-01 4.87 IRAK3; MEFV; THBS1
NEGATIVE_REGULATION_OF_LEUKOCYTE_ DEGs_Pso_&_AD 98 22 5.74E-05 1.94E-03 2.39 CCR2; CD274; CDKN2A                    6 8.23E-01 9.80E-01 0.69 AXL; HMOX     2 3.17E-01 8.52E-01 1.33 MILR1; TG 6 3.13E-01 7.23E-01 1.19 BMP4; IL31RA; PGLYRP4; SFRP1; SOX11; VTCN1
NEGATIVE_REGULATION_OF_LEUKOCYTE_ DEGs_Pso_&_AD 25 11 3.43E-06 1.88E-04 4.69 AURKB; CCL19; CCL5;        2 5.21E-01 9.17E-01 0.91 AXL; IRS2 0 6.60E-01 8.52E-01 0.00 2 2.52E-01 6.86E-01 1.56 BMP4; CXCL12
NEGATIVE_REGULATION_OF_LEUKOCYTE_ DEGs_Pso_&_AD 12 6 2.06E-04 5.34E-03 5.33 FOXP3; IL7R; LILRB1;   0 8.35E-01 9.80E-01 0.00 0 5.84E-01 8.52E-01 0.00 0 7.34E-01 1.00E+00 0.00
NEGATIVE_REGULATION_OF_LEUKOCYTE_ DEGs_Pso_&_AD 49 12 9.84E-04 1.84E-02 2.61 CD274; CDKN2A; CTLA          2 8.79E-01 9.80E-01 0.46 GSTP1; PR 1 3.52E-01 8.52E-01 1.33 TGFB1 2 5.94E-01 1.00E+00 0.80 BMP4; SOX11
NEGATIVE_REGULATION_OF_LYMPHOCYTE DEGs_Pso_&_AD 86 19 2.12E-04 5.45E-03 2.36 CD274; CDKN2A; CTLA                 5 8.34E-01 9.80E-01 0.66 AXL; LAG3;   1 5.58E-01 8.52E-01 0.76 TGFB1 5 3.66E-01 7.70E-01 1.13 BMP4; PGLYRP4; SFRP1; SOX11; VTCN1
NEGATIVE_REGULATION_OF_LYMPHOCYTE DEGs_Pso_&_AD 15 5 5.66E-03 6.98E-02 3.55 AURKB; CCL5; IDO1; J  1 5.68E-01 9.22E-01 0.76 IRS2 0 6.03E-01 8.52E-01 0.00 1 3.62E-01 7.64E-01 1.30 BMP4
NEGATIVE_REGULATION_OF_LYMPHOCYTE DEGs_Pso_&_AD 12 6 2.06E-04 5.34E-03 5.33 FOXP3; IL7R; LILRB1;   0 8.35E-01 9.80E-01 0.00 0 5.84E-01 8.52E-01 0.00 0 7.34E-01 1.00E+00 0.00
NEGATIVE_REGULATION_OF_LYMPHOCYTE DEGs_Pso_&_AD 46 12 5.31E-04 1.13E-02 2.78 CD274; CDKN2A; CTLA          1 9.54E-01 9.96E-01 0.25 PRDM1 1 3.32E-01 8.52E-01 1.42 TGFB1 2 5.57E-01 9.63E-01 0.85 BMP4; SOX11
NEGATIVE_REGULATION_OF_MONONUCLE DEGs_Pso_&_AD 46 12 5.31E-04 1.13E-02 2.78 CD274; CDKN2A; CTLA          1 9.54E-01 9.96E-01 0.25 PRDM1 1 3.32E-01 8.52E-01 1.42 TGFB1 2 5.57E-01 9.63E-01 0.85 BMP4; SOX11
NEGATIVE_REGULATION_OF_MULTI_ORGA DEGs_Pso_&_AD 52 22 2.02E-10 4.49E-08 4.51 APOBEC3A; CAMP; CC                    4 5.87E-01 9.30E-01 0.87 APOBEC3G    1 3.70E-01 8.52E-01 1.26 MICB 3 3.90E-01 7.92E-01 1.12 IFIT1; IFNG; SLPI
NEGATIVE_REGULATION_OF_PROTEIN_SEC DEGs_Pso_&_AD 33 9 1.64E-03 2.71E-02 2.91 DRD4; FOXP3; IL10; I      2 6.84E-01 9.70E-01 0.69 CD34; F2R 0 7.00E-01 8.52E-01 0.00 4 5.60E-02 3.01E-01 2.36 C1QTNF3; FFAR4; IL33; SRCIN1
NEGATIVE_REGULATION_OF_REPRODUCTI DEGs_Pso_&_AD 76 18 1.18E-04 3.51E-03 2.52 APOBEC3A; CCL3; CCL                6 5.91E-01 9.30E-01 0.89 APOBEC3G      2 2.18E-01 8.14E-01 1.72 GPR149; H 5 2.73E-01 6.90E-01 1.28 BMP4; IFIT1; SLPI; SULF1; TIMP1
NEGATIVE_REGULATION_OF_SEQUESTERINDEGs_Pso_&_AD 28 8 2.02E-03 3.21E-02 3.05 CCL19; CCL3; CCR5; CC     2 5.88E-01 9.30E-01 0.81 F2R; XCR1 0 6.75E-01 8.52E-01 0.00 0 8.86E-01 1.00E+00 0.00
NEGATIVE_REGULATION_OF_T_CELL_ACTIVDEGs_Pso_&_AD 62 14 9.93E-04 1.84E-02 2.41 CD274; CDKN2A; CTLA            2 9.49E-01 9.94E-01 0.37 LAG3; PTP 1 4.31E-01 8.52E-01 1.05 TGFB1 2 7.29E-01 1.00E+00 0.63 BMP4; VTCN1
NEGATIVE_REGULATION_OF_T_CELL_PROL DEGs_Pso_&_AD 37 9 3.88E-03 5.35E-02 2.59 CD274; CDKN2A; FOX       0 9.84E-01 1.00E+00 0.00 1 2.72E-01 8.52E-01 1.77 TGFB1 1 7.15E-01 1.00E+00 0.53 BMP4
NEGATIVE_REGULATION_OF_VIRAL_GENO DEGs_Pso_&_AD 33 12 1.41E-05 6.10E-04 3.88 APOBEC3A; CCL5; HM          3 4.49E-01 9.08E-01 1.03 APOBEC3G   0 7.00E-01 8.52E-01 0.00 2 3.75E-01 7.81E-01 1.18 IFIT1; SLPI
NEGATIVE_REGULATION_OF_VIRAL_REPRODEGs_Pso_&_AD 33 12 1.41E-05 6.10E-04 3.88 APOBEC3A; CCL5; HM          3 4.49E-01 9.08E-01 1.03 APOBEC3G   0 7.00E-01 8.52E-01 0.00 2 3.75E-01 7.81E-01 1.18 IFIT1; SLPI
NEGATIVE_REGULATION_OF_VIRAL_TRAN DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 CCL3; CCL4; CCL5; HM  1 5.40E-01 9.17E-01 0.81 HDAC1 0 5.97E-01 8.52E-01 0.00 0 7.61E-01 1.00E+00 0.00
NEGATIVE_T_CELL_SELECTION DEGs_Pso_&_AD 13 5 2.77E-03 4.13E-02 4.10 CCR7; CD28; CD3E; PT  0 8.50E-01 9.80E-01 0.00 1 9.90E-02 6.85E-01 5.03 DOCK2 0 7.48E-01 1.00E+00 0.00
NEUROACTIVE_LIGAND_RECEPTOR_INTERADEGs_Pso_&_AD 231 46 4.70E-07 3.10E-05 2.12 CYSLTR1; HRH3; CHR                                            23 2.66E-01 8.30E-01 1.13 ADCYAP1R                       5 2.12E-01 8.13E-01 1.41 CHRNE; GR    27 3.86E-05 4.02E-03 2.28 CHRM3; CRHR1; ADRA2B; ADRB2; DRD1; EDN2; FPR2; GABRB2; GABRG3; GABRP; GCGR; GRIA2; GRIK3; GRIN2A; MC5R; MTNR1A; NTS; OXTR; PTGDR; PTGER2; PTGER3; TACR3; VIPR1; GALR2; CCKBR; GABBR2; P2RY14
NEUROMUSCULAR_SYNAPTIC_TRANSMISS DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 CHAT; CHRM1; CHRN   0 8.86E-01 9.81E-01 0.00 0 6.09E-01 8.52E-01 0.00 2 1.21E-01 4.56E-01 2.44 DTNA; NTF3
NEURON_RECOGNITION DEGs_Pso_&_AD 28 7 8.06E-03 9.11E-02 2.66 CDK5R1; CNTN2; CNT     3 3.43E-01 8.98E-01 1.21 DSCAML1;  0 6.75E-01 8.52E-01 0.00 3 1.12E-01 4.38E-01 2.09 CNTNAP2; DSCAM; SEMA3A
NEUROTRANSMITTER_RECEPTOR_ACTIVITY DEGs_Pso_&_AD 50 12 1.19E-03 2.09E-02 2.56 CHRM1; CHRM2; CHR          3 7.42E-01 9.80E-01 0.68 GALR1; GA  1 3.58E-01 8.52E-01 1.31 CHRNE 7 8.49E-03 1.11E-01 2.73 CCKBR; CHRM3; DRD1; GALR2; SORCS1; SORCS3; TACR3
NEUTROPHIL_CHEMOTAXIS DEGs_Pso_&_AD 36 9 3.17E-03 4.61E-02 2.66 AMICA1; CCL2; CCL3;      4 3.01E-01 8.69E-01 1.26 EDN3; ITG   2 6.10E-02 6.85E-01 3.63 ITGB2; TG 5 2.24E-02 1.83E-01 2.71 CXCR2; EDN2; IFNG; IL1B; ITGAM
NOD_LIKE_RECEPTOR_SIGNALING_PATHW DEGs_Pso_&_AD 60 12 6.07E-03 7.38E-02 2.13 NLRP3; PYDC1; CXCL1          1 9.85E-01 1.00E+00 0.19 PYCARD 1 4.19E-01 8.52E-01 1.09 MAPK11 5 1.40E-01 4.99E-01 1.62 IL1B; MEFV; CARD18; CCL13; CASP5
NUCLEOSOME DEGs_Pso_&_AD 54 11 7.08E-03 8.33E-02 2.17 HIST1H1A; HIST1H2A          8 7.26E-02 6.70E-01 1.68 H2AFJ; H2       0 7.83E-01 8.67E-01 0.00 1 8.57E-01 1.00E+00 0.36 HILS1
OXIDOREDUCTASE_ACTIVITY__ACTING_ON DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 ACOX2; CYP1A2; RRM  2 1.35E-01 7.54E-01 2.27 AOX1; CYP 1 7.63E-02 6.85E-01 6.54 CYP2C9 0 7.05E-01 1.00E+00 0.00
PATTERN_RECOGNITION_RECEPTOR_ACTIV DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 CD36; CLEC7A; PGLYR   0 8.86E-01 9.81E-01 0.00 0 6.09E-01 8.52E-01 0.00 3 2.67E-02 2.01E-01 3.65 COLEC12; DMBT1; PGLYRP4
PD_1_SIGNALING DEGs_Pso_&_AD 12 7 1.74E-05 7.22E-04 6.22 CD274; LCK; PDCD1; C    0 8.35E-01 9.80E-01 0.00 0 5.84E-01 8.52E-01 0.00 0 7.34E-01 1.00E+00 0.00
PEPTIDASE_INHIBITOR_ACTIVITY DEGs_Pso_&_AD 138 27 1.23E-04 3.65E-03 2.09 BIRC5; CST7; CSTB; O                        16 1.29E-01 7.54E-01 1.31 BST2; COL2               5 4.02E-02 6.01E-01 2.37 AMBP; CD2    16 1.30E-03 3.82E-02 2.26 A2ML1; BIRC7; CARD17; CARD18; COL4A3; CST2; CSTA; GPC3; PAPLN; SERPINB12; SERPINB7; SLPI; TFPI2; TIMP1; WFDC2; WFDC3
PEPTIDE_CROSS_LINKING DEGs_Pso_&_AD 27 13 1.30E-07 1.04E-05 5.13 BGN; DCN; IVL; LOR;         2 5.66E-01 9.22E-01 0.84 MAMDC2; 0 6.70E-01 8.52E-01 0.00 5 6.58E-03 9.43E-02 3.61 CSTA; F13A1; FN1; SPRR4; THBS1
PEPTIDE_LIGAND_BINDING_RECEPTORS DEGs_Pso_&_AD 120 35 3.73E-10 6.94E-08 3.11 CXCL13; CCR1; CCR4; C                                13 2.16E-01 7.91E-01 1.23 CXCR6; ED            2 4.14E-01 8.52E-01 1.09 PDYN; CCL 15 8.19E-04 2.97E-02 2.44 CCR3; CCR8; EDN2; FPR2; CXCR2; MC5R; NTS; OXTR; RLN2; CCL3L1; CXCL5; CXCL12; TACR3; GALR2; CCKBR
PEPTIDYL_TYROSINE_PHOSPHORYLATION DEGs_Pso_&_AD 63 12 9.07E-03 9.93E-02 2.03 EGF; EPHB2; ERBB4;         6 4.03E-01 9.08E-01 1.08 DDR2; EFE     1 4.36E-01 8.52E-01 1.04 EPHA1 1 9.03E-01 1.00E+00 0.31 FGFR1
PERICARDIUM_DEVELOPMENT DEGs_Pso_&_AD 15 5 5.66E-03 6.98E-02 3.55 HAND2; MECOM; TBX   0 8.75E-01 9.80E-01 0.00 0 6.03E-01 8.52E-01 0.00 0 7.73E-01 1.00E+00 0.00
PHASE_1___FUNCTIONALIZATION_OF_COMDEGs_Pso_&_AD 62 14 9.93E-04 1.84E-02 2.41 ADH1B; ADH6; ADH7            10 3.13E-02 5.35E-01 1.83 CYP4F8; CY         3 4.21E-02 6.13E-01 3.16 CYP2C9; CY  9 2.65E-03 5.56E-02 2.83 CYP1B1; CYP2C18; CYP4A11; CYP4B1; CYP19A1; CYP24A1; PTGIS; CYP3A43; CYP4F2
PHENOL_CONTAINING_COMPOUND_META DEGs_Pso_&_AD 62 12 7.97E-03 9.04E-02 2.06 ASIP; DDC; DIO3; DR         6 3.88E-01 9.08E-01 1.10 BCL2; CYP1     4 8.73E-03 3.73E-01 4.22 DUOX1; PM   7 2.62E-02 2.01E-01 2.20 DIO2; DRD1; GATA3; GRIN2A; NPR1; SLC5A5; SULT1B1
PHOSPHATIDYLCHOLINE_ACYL_CHAIN_REMDEGs_Pso_&_AD 22 6 8.27E-03 9.24E-02 2.91 LPCAT1; PLA2G2F; PLA    2 4.48E-01 9.08E-01 1.03 PLA2G10; 0 6.44E-01 8.52E-01 0.00 2 2.07E-01 6.31E-01 1.77 PLA2G2A; PLA2G4B
PHOSPHORYLATED_SHC1_RECRUITS_GRB2 DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 CSF2; CSF2RB; IL2RA;  3 3.91E-02 5.61E-01 3.09 IL5; IL5RA; 0 5.78E-01 8.52E-01 0.00 0 7.20E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_ACUTE_INFLAMDEGs_Pso_&_AD 21 9 3.18E-05 1.24E-03 4.57 ADAM8; ALOX5AP; CC       0 9.28E-01 9.89E-01 0.00 0 6.38E-01 8.52E-01 0.00 3 5.53E-02 3.00E-01 2.78 IL1B; PTGER3; TNFSF11
POSITIVE_REGULATION_OF_ADAPTIVE_IM DEGs_Pso_&_AD 48 15 1.19E-05 5.32E-04 3.33 CCR2; CD226; FCER1G             3 7.15E-01 9.80E-01 0.71 HPX; PYCA  0 7.62E-01 8.60E-01 0.00 4 1.65E-01 5.45E-01 1.62 IL1B; IL23A; IL23R; IL27RA
POSITIVE_REGULATION_OF_ADAPTIVE_IM DEGs_Pso_&_AD 45 15 4.85E-06 2.46E-04 3.55 CCR2; CD226; FCER1G             2 8.44E-01 9.80E-01 0.50 HPX; TAP1 0 7.50E-01 8.56E-01 0.00 4 1.39E-01 4.96E-01 1.73 IL1B; IL23A; IL23R; IL27RA
POSITIVE_REGULATION_OF_ALPHA_BETA_ DEGs_Pso_&_AD 43 17 6.93E-08 5.97E-06 4.21 BLM; CCL19; CCR2; CD              1 9.42E-01 9.94E-01 0.26 ITPKB 1 3.13E-01 8.52E-01 1.52 IKZF1 3 2.79E-01 7.02E-01 1.36 IL23A; IL23R; RARA
POSITIVE_REGULATION_OF_ALPHA_BETA_ DEGs_Pso_&_AD 29 8 2.58E-03 3.92E-02 2.94 CCL19; CD80; CD83; F     1 8.35E-01 9.80E-01 0.39 ITPKB 1 2.16E-01 8.13E-01 2.25 IKZF1 1 6.13E-01 1.00E+00 0.67 RARA
POSITIVE_REGULATION_OF_ALPHA_BETA_ DEGs_Pso_&_AD 15 9 8.64E-07 5.35E-05 6.40 BLM; CCR2; CD28; CD      0 8.75E-01 9.80E-01 0.00 0 6.03E-01 8.52E-01 0.00 1 3.62E-01 7.64E-01 1.30 IL23A
POSITIVE_REGULATION_OF_ANTIGEN_REC DEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 CCR7; LCK; PRKCB; PT 0 8.19E-01 9.80E-01 0.00 2 6.12E-03 3.51E-01 11.89 TESPA1; TR 0 7.20E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_B_CELL_MEDIADEGs_Pso_&_AD 13 6 3.56E-04 8.18E-03 4.92 CD226; FCER1G; FCER    1 5.10E-01 9.17E-01 0.87 HPX 0 5.91E-01 8.52E-01 0.00 0 7.48E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_BEHAVIOR DEGs_Pso_&_AD 83 18 3.85E-04 8.73E-03 2.31 ALB; CCL19; CCL2; CCL               9 2.52E-01 8.30E-01 1.23 ARTN; C1Q        2 2.49E-01 8.52E-01 1.58 TGFB1; VE 12 6.64E-04 2.69E-02 2.82 CXCL12; DSCAM; EDN2; FGF10; IL23A; NTF3; NTRK3; SGIP1; SLIT2; STRA6; THBS1; THBS4
POSITIVE_REGULATION_OF_CALCIUM_MED DEGs_Pso_&_AD 22 8 3.27E-04 7.59E-03 3.88 CCL3; CCL4; CD3E; CD     0 9.35E-01 9.91E-01 0.00 1 1.66E-01 7.41E-01 2.97 TRAT1 1 5.00E-01 9.04E-01 0.89 L1CAM
POSITIVE_REGULATION_OF_CARTILAGE_D DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 SOX5; SOX6; WNT5A; 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 1 2.50E-01 6.86E-01 1.95 BMP4
POSITIVE_REGULATION_OF_CD4_POSITIVE DEGs_Pso_&_AD 19 9 1.17E-05 5.26E-04 5.05 CCL19; CD80; CD83; F      0 9.14E-01 9.85E-01 0.00 0 6.27E-01 8.52E-01 0.00 1 4.44E-01 8.44E-01 1.03 RARA
POSITIVE_REGULATION_OF_CD4_POSITIVE DEGs_Pso_&_AD 17 7 2.96E-04 7.04E-03 4.39 CCL19; CD80; CD83; F    0 8.96E-01 9.84E-01 0.00 0 6.15E-01 8.52E-01 0.00 1 4.04E-01 8.05E-01 1.15 RARA
POSITIVE_REGULATION_OF_CELL_ACTIVAT DEGs_Pso_&_AD 218 52 1.22E-10 3.31E-08 2.54 ADAM8; BLM; CARD1                                                  13 9.38E-01 9.92E-01 0.68 AXL; BCL2;           7 3.49E-02 5.75E-01 2.10 CD27; GRA      21 3.04E-03 6.11E-02 1.88 CLCF1; CRHR1; DPP4; FGF10; GATA3; GLI2; IFNG; IL13; IL1B; IL1RL1; IL23A; IL23R; IL33; KLRK1; MAP3K14; RARA; TBX21; THBS1; THY1; TNFSF11; VNN1
POSITIVE_REGULATION_OF_CELL_KILLING DEGs_Pso_&_AD 29 10 1.13E-04 3.39E-03 3.68 CD226; CRTAM; FCER        3 3.64E-01 9.08E-01 1.17 LAG3; NCR  0 6.80E-01 8.52E-01 0.00 4 3.70E-02 2.42E-01 2.69 IFNG; IL23A; IL23R; KLRK1
POSITIVE_REGULATION_OF_CHEMOTAXIS DEGs_Pso_&_AD 74 17 2.62E-04 6.39E-03 2.45 CCL19; CCL2; CCL3; CC              9 1.59E-01 7.71E-01 1.38 ARTN; C1Q        2 2.09E-01 8.06E-01 1.77 TGFB1; VE 10 2.84E-03 5.83E-02 2.63 CXCL12; DSCAM; EDN2; FGF10; IL23A; NTF3; NTRK3; SLIT2; THBS1; THBS4
POSITIVE_REGULATION_OF_CYCLIC_NUCLE DEGs_Pso_&_AD 59 12 5.27E-03 6.74E-02 2.17 ADCYAP1; ADM; ADR          4 6.91E-01 9.70E-01 0.77 ADCYAP1R    1 4.13E-01 8.52E-01 1.11 FZD2 8 6.54E-03 9.43E-02 2.64 ADRB2; CRHR1; DRD1; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
POSITIVE_REGULATION_OF_CYTOKINE_BIO DEGs_Pso_&_AD 53 15 4.45E-05 1.58E-03 3.02 BCL3; CARD11; CCR2;            4 6.03E-01 9.40E-01 0.86 HMOX1; IC   0 7.79E-01 8.66E-01 0.00 5 9.38E-02 4.02E-01 1.84 IFNG; IL1B; IL9; THBS1; TLR7
POSITIVE_REGULATION_OF_CYTOKINE_PR DEGs_Pso_&_AD 192 46 1.17E-09 1.78E-07 2.55 ADAM8; ADCYAP1; A                                            10 9.68E-01 1.00E+00 0.59 CD34; DDX         3 4.52E-01 8.52E-01 1.02 CD40LG; N  23 9.18E-05 7.80E-03 2.33 ADIPOQ; FZD5; GATA3; HPSE; IFNG; IL13; IL17A; IL17F; IL1B; IL1RL1; IL23A; IL23R; IL27RA; IL33; ISL1; KLRK1; LURAP1; RARA; SULF1; SULF2; THBS1; TLR7; TWIST1
POSITIVE_REGULATION_OF_CYTOKINE_PR DEGs_Pso_&_AD 20 8 1.50E-04 4.28E-03 4.26 CD36; FCER1G; NOD2      1 6.90E-01 9.70E-01 0.57 SEMA7A 0 6.33E-01 8.52E-01 0.00 0 8.26E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_CYTOKINE_SEC DEGs_Pso_&_AD 53 16 1.04E-05 4.77E-04 3.22 AIM2; CCL19; CCL3; C             6 2.54E-01 8.30E-01 1.28 CD34; F2R     0 7.79E-01 8.66E-01 0.00 7 1.16E-02 1.32E-01 2.57 C1QTNF3; CLEC4E; GATA3; IFNG; IL1RL1; IL33; TWIST1
POSITIVE_REGULATION_OF_DEFENSE_RES DEGs_Pso_&_AD 219 43 1.59E-06 9.67E-05 2.09 ADAM8; AGTR1; AIM                                         15 8.50E-01 9.80E-01 0.78 CCL24; CD4              4 3.38E-01 8.52E-01 1.19 ITGB2; MA   15 1.28E-01 4.72E-01 1.33 COLEC12; DMBT1; FOS; IL1B; IL1RL1; IL23A; IL33; IRAK3; ITGAM; KLRK1; PLA2G2A; PTGER3; TLR7; TNFSF11; TRIL
POSITIVE_REGULATION_OF_DEFENSE_RES DEGs_Pso_&_AD 15 6 9.04E-04 1.72E-02 4.26 AIM2; IL12B; IL12RB1    2 2.64E-01 8.30E-01 1.51 APOBEC3G  0 6.03E-01 8.52E-01 0.00 2 1.08E-01 4.27E-01 2.60 IL23A; IL23R
POSITIVE_REGULATION_OF_DENDRITIC_SP DEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 LRP8; PALM; RELN; SH 1 4.45E-01 9.08E-01 1.03 LPAR1 0 5.78E-01 8.52E-01 0.00 1 2.73E-01 6.90E-01 1.77 CAMK2B
POSITIVE_REGULATION_OF_EPIDERMAL_C DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 CYP27B1; IL20; SFRP4  0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_HUMORAL_IM DEGs_Pso_&_AD 12 7 1.74E-05 7.22E-04 6.22 C6; CCR7; FCER2; LTA    1 4.78E-01 9.11E-01 0.94 HPX 0 5.84E-01 8.52E-01 0.00 0 7.34E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_IMMUNE_EFF DEGs_Pso_&_AD 96 32 4.29E-11 1.21E-08 3.55 C6; CCL19; CCL2; CCR2                             7 6.87E-01 9.70E-01 0.83 HMOX1; H      1 6.03E-01 8.52E-01 0.68 TGFB1 10 1.76E-02 1.65E-01 2.03 CLCF1; CRHR1; IFNG; IL13; IL1B; IL23A; IL23R; KLRK1; RARA; TBX21
POSITIVE_REGULATION_OF_IMMUNOGLOBDEGs_Pso_&_AD 13 6 3.56E-04 8.18E-03 4.92 CD226; FCER1G; FCER    1 5.10E-01 9.17E-01 0.87 HPX 0 5.91E-01 8.52E-01 0.00 0 7.48E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_INFLAMMATO DEGs_Pso_&_AD 66 23 7.54E-09 9.00E-07 3.71 ADAM8; AGTR1; ALO                     3 8.92E-01 9.84E-01 0.52 CCL24; CD4  0 8.20E-01 8.80E-01 0.00 8 1.28E-02 1.35E-01 2.36 IL1B; IL1RL1; IL23A; IL33; PLA2G2A; PTGER3; TLR7; TNFSF11
POSITIVE_REGULATION_OF_INTERFERON_ DEGs_Pso_&_AD 29 10 1.13E-04 3.39E-03 3.68 BCL3; CCR2; CD3E; IL1       1 8.35E-01 9.80E-01 0.39 PYCARD 0 6.80E-01 8.52E-01 0.00 7 3.02E-04 1.73E-02 4.70 FZD5; IL1B; IL23A; IL23R; IL27RA; ISL1; KLRK1
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 13 7 3.50E-05 1.35E-03 5.74 CD83; FCER1G; IL12B     1 5.10E-01 9.17E-01 0.87 CD34 0 5.91E-01 8.52E-01 0.00 1 3.19E-01 7.23E-01 1.50 IL23A
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 22 8 3.27E-04 7.59E-03 3.88 CCL19; CCR7; CD36; ID     0 9.35E-01 9.91E-01 0.00 1 1.66E-01 7.41E-01 2.97 CD40LG 4 1.43E-02 1.46E-01 3.54 IFNG; IL23A; IL23R; ISL1
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 23 9 7.57E-05 2.43E-03 4.17 AIM2; CCL19; CCL3; IF      3 2.36E-01 8.02E-01 1.48 NLRP2; PA  0 6.49E-01 8.52E-01 0.00 2 2.22E-01 6.59E-01 1.69 IFNG; ISL1
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 17 8 3.63E-05 1.35E-03 5.02 AIM2; CCL19; CCL3; N     3 1.21E-01 7.54E-01 2.00 NLRP2; PA  0 6.15E-01 8.52E-01 0.00 1 4.04E-01 8.05E-01 1.15 IFNG
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 25 9 1.62E-04 4.56E-03 3.84 AIM2; CCL19; CCL3; IF      4 1.19E-01 7.54E-01 1.81 NLRP2; PA   0 6.60E-01 8.52E-01 0.00 2 2.52E-01 6.86E-01 1.56 IFNG; ISL1
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 18 8 6.06E-05 2.02E-03 4.74 AIM2; CCL19; CCL3; N     4 4.26E-02 5.73E-01 2.52 NLRP2; PA   0 6.21E-01 8.52E-01 0.00 1 4.24E-01 8.24E-01 1.08 IFNG
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 13 5 2.77E-03 4.13E-02 4.10 CARD11; CD28; CD3E   0 8.50E-01 9.80E-01 0.00 0 5.91E-01 8.52E-01 0.00 1 3.19E-01 7.23E-01 1.50 IL1B
POSITIVE_REGULATION_OF_INTERLEUKIN_ DEGs_Pso_&_AD 30 9 7.68E-04 1.51E-02 3.20 ADCYAP1; CD36; FCER       1 8.47E-01 9.80E-01 0.38 PYCARD 0 6.85E-01 8.52E-01 0.00 4 4.13E-02 2.62E-01 2.60 IL1B; IL33; ISL1; TLR7
POSITIVE_REGULATION_OF_JAK_STAT_CAS DEGs_Pso_&_AD 47 14 4.11E-05 1.47E-03 3.18 AGAP2; CCL5; CSF2; E           4 5.03E-01 9.17E-01 0.96 F2R; HPX;  0 7.58E-01 8.59E-01 0.00 7 6.01E-03 9.23E-02 2.90 CLCF1; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1
POSITIVE_REGULATION_OF_LEUKOCYTE_A DEGs_Pso_&_AD 208 50 2.04E-10 4.49E-08 2.56 ADAM8; BLM; CARD1                                                13 9.09E-01 9.85E-01 0.71 AXL; BCL2;           6 7.07E-02 6.85E-01 1.89 CD27; GRA     21 1.72E-03 4.40E-02 1.97 CLCF1; CRHR1; DPP4; FGF10; GATA3; GLI2; IFNG; IL13; IL1B; IL1RL1; IL23A; IL23R; IL33; KLRK1; MAP3K14; RARA; TBX21; THBS1; THY1; TNFSF11; VNN1
POSITIVE_REGULATION_OF_LEUKOCYTE_A DEGs_Pso_&_AD 16 7 1.87E-04 5.02E-03 4.66 ADAM8; CCL5; CDKN2     0 8.86E-01 9.81E-01 0.00 0 6.09E-01 8.52E-01 0.00 0 7.85E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_LEUKOCYTE_C DEGs_Pso_&_AD 50 16 4.47E-06 2.39E-04 3.41 CCL19; CCL2; CCL3; CC             5 3.66E-01 9.08E-01 1.13 C1QBP; CA    1 3.58E-01 8.52E-01 1.31 VEGFA 5 7.69E-02 3.57E-01 1.95 CXCL12; EDN2; IL23A; THBS1; THBS4
POSITIVE_REGULATION_OF_LEUKOCYTE_D DEGs_Pso_&_AD 87 19 2.49E-04 6.11E-03 2.33 ADAM8; CCL19; CCR1                 6 7.24E-01 9.80E-01 0.78 AXL; IL5; IT    4 2.76E-02 5.20E-01 3.01 CD27; CSF   11 3.20E-03 6.23E-02 2.46 CA2; GATA3; GLI2; IFNG; IL17A; IL23A; IL23R; RARA; TESC; TNFSF11; VNN1
POSITIVE_REGULATION_OF_LEUKOCYTE_M DEGs_Pso_&_AD 26 9 2.29E-04 5.67E-03 3.69 CD226; CRTAM; IL12B       3 2.99E-01 8.69E-01 1.31 LAG3; NCR  0 6.65E-01 8.52E-01 0.00 3 9.42E-02 4.02E-01 2.25 IL23A; IL23R; KLRK1
POSITIVE_REGULATION_OF_LEUKOCYTE_M DEGs_Pso_&_AD 45 15 4.85E-06 2.46E-04 3.55 CD226; CRTAM; FCER             4 4.68E-01 9.11E-01 1.01 HPX; LAG3   0 7.50E-01 8.56E-01 0.00 4 1.39E-01 4.96E-01 1.73 IL1B; IL23A; IL23R; KLRK1
POSITIVE_REGULATION_OF_LEUKOCYTE_M DEGs_Pso_&_AD 63 21 7.84E-08 6.66E-06 3.55 ADAM8; CCL19; CCL2;                  6 4.03E-01 9.08E-01 1.08 C1QBP; CA     1 4.36E-01 8.52E-01 1.04 VEGFA 5 1.62E-01 5.41E-01 1.55 CXCL12; EDN2; IL23A; THBS1; THBS4
POSITIVE_REGULATION_OF_LEUKOCYTE_P DEGs_Pso_&_AD 98 29 7.57E-09 9.00E-07 3.15 BLM; CARD11; CCL19;                          7 7.08E-01 9.80E-01 0.81 BCL2; ICOS      2 3.17E-01 8.52E-01 1.33 CSF1; VCA 7 1.84E-01 5.87E-01 1.39 CLCF1; FGF10; IFNG; IL13; IL1B; IL23A; IL23R
POSITIVE_REGULATION_OF_LIPID_KINASE_ DEGs_Pso_&_AD 26 7 5.18E-03 6.67E-02 2.87 CCL19; CCR7; EPHA8;    4 1.33E-01 7.54E-01 1.74 IRS1; KIT;  1 1.95E-01 7.89E-01 2.51 TGFB1 0 8.73E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_LYMPHOCYTE_ DEGs_Pso_&_AD 193 45 4.39E-09 6.21E-07 2.49 ADAM8; BLM; CARD1                                           12 9.03E-01 9.84E-01 0.70 AXL; BCL2;          6 5.28E-02 6.70E-01 2.03 CD27; GRA     17 1.58E-02 1.55E-01 1.72 CLCF1; DPP4; FGF10; GATA3; GLI2; IFNG; IL13; IL1B; IL23A; IL23R; KLRK1; MAP3K14; RARA; TBX21; THY1; TNFSF11; VNN1
POSITIVE_REGULATION_OF_LYMPHOCYTE_ DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 ADAM8; CCL5; IL10; W 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_LYMPHOCYTE_ DEGs_Pso_&_AD 59 16 4.62E-05 1.62E-03 2.89 ADAM8; CCL19; CD80              3 8.40E-01 9.80E-01 0.58 AXL; ITPKB  3 3.71E-02 5.87E-01 3.32 CD27; IKZF  6 5.58E-02 3.01E-01 1.98 GATA3; GLI2; IL23A; IL23R; RARA; VNN1
POSITIVE_REGULATION_OF_LYMPHOCYTE_ DEGs_Pso_&_AD 45 15 4.85E-06 2.46E-04 3.55 CD226; CRTAM; FCER             4 4.68E-01 9.11E-01 1.01 HPX; LAG3   0 7.50E-01 8.56E-01 0.00 4 1.39E-01 4.96E-01 1.73 IL1B; IL23A; IL23R; KLRK1
POSITIVE_REGULATION_OF_LYMPHOCYTE_ DEGs_Pso_&_AD 16 10 1.28E-07 1.04E-05 6.66 ADAM8; CCL3; CCL4; C       1 5.96E-01 9.30E-01 0.71 PYCARD 0 6.09E-01 8.52E-01 0.00 0 7.85E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_LYMPHOCYTE_ DEGs_Pso_&_AD 95 28 1.48E-08 1.63E-06 3.14 BLM; CARD11; CCL19;                         7 6.76E-01 9.66E-01 0.83 BCL2; ICOS      1 5.99E-01 8.52E-01 0.69 VCAM1 7 1.65E-01 5.45E-01 1.44 CLCF1; FGF10; IFNG; IL13; IL1B; IL23A; IL23R
POSITIVE_REGULATION_OF_MONOCYTE_C DEGs_Pso_&_AD 10 5 6.58E-04 1.32E-02 5.33 CCL5; CCR1; CCR2; S10  1 4.11E-01 9.08E-01 1.13 S100A14 0 5.71E-01 8.52E-01 0.00 1 2.50E-01 6.86E-01 1.95 CXCL12
POSITIVE_REGULATION_OF_MONONUCLEA DEGs_Pso_&_AD 96 28 1.92E-08 2.03E-06 3.11 BLM; CARD11; CCL19;                         7 6.87E-01 9.70E-01 0.83 BCL2; ICOS      2 3.08E-01 8.52E-01 1.36 CSF1; VCA 7 1.71E-01 5.63E-01 1.42 CLCF1; FGF10; IFNG; IL13; IL1B; IL23A; IL23R
POSITIVE_REGULATION_OF_NF_KAPPAB_T DEGs_Pso_&_AD 104 21 3.96E-04 8.92E-03 2.15 ADAM8; AIM2; AR; CA                  8 6.42E-01 9.50E-01 0.87 ALK; IRAK1       2 3.44E-01 8.52E-01 1.26 NFKB2; TG 4 7.05E-01 1.00E+00 0.75 CAMK2A; IL1B; IRAK3; TNFSF11
POSITIVE_REGULATION_OF_NITRIC_OXIDE DEGs_Pso_&_AD 10 5 6.58E-04 1.32E-02 5.33 CCL2; FCER2; NAMPT;  0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_NUCLEOTIDE_ DEGs_Pso_&_AD 62 13 2.94E-03 4.33E-02 2.24 ADCYAP1; ADM; ADR           5 5.60E-01 9.22E-01 0.91 ADCYAP1R     1 4.31E-01 8.52E-01 1.05 FZD2 8 8.83E-03 1.12E-01 2.51 ADRB2; CRHR1; DRD1; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
POSITIVE_REGULATION_OF_PEPTIDYL_TYR DEGs_Pso_&_AD 114 23 2.25E-04 5.60E-03 2.15 AFAP1L2; CCK; CCL5; C                    6 9.15E-01 9.85E-01 0.60 HGF; HPX;    1 6.76E-01 8.52E-01 0.57 VEGFA 17 4.40E-05 4.15E-03 2.91 ADIPOQ; ADRA2B; CLCF1; CSPG4; FGF10; FGF7; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1; ITGB3; NTF3; SRCIN1; TGFA; THBS4
POSITIVE_REGULATION_OF_PHOSPHATIDY DEGs_Pso_&_AD 25 7 4.08E-03 5.46E-02 2.98 CCL19; CCR7; EPHA8;    4 1.19E-01 7.54E-01 1.81 IRS1; KIT;  1 1.88E-01 7.78E-01 2.61 TGFB1 0 8.66E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_PRODUCTION_ DEGs_Pso_&_AD 25 8 8.81E-04 1.69E-02 3.41 CD36; FCER1G; NOD2      2 5.21E-01 9.17E-01 0.91 HPX; SEMA 0 6.60E-01 8.52E-01 0.00 2 2.52E-01 6.86E-01 1.56 CLCF1; IL13
POSITIVE_REGULATION_OF_PROTEIN_PRO DEGs_Pso_&_AD 12 6 2.06E-04 5.34E-03 5.33 ADAM8; C6; CLEC3B;   2 1.85E-01 7.79E-01 1.89 KLKB1; PLG 0 5.84E-01 8.52E-01 0.00 1 2.96E-01 7.09E-01 1.62 NKD2
POSITIVE_REGULATION_OF_PROTEIN_SECRDEGs_Pso_&_AD 79 19 6.31E-05 2.10E-03 2.56 ADAM8; AIM2; CCL19                 9 2.08E-01 7.90E-01 1.29 ANG; CD34        2 2.31E-01 8.27E-01 1.65 TGFB1; TG 10 4.62E-03 7.99E-02 2.47 ACHE; C1QTNF3; CLEC4E; GATA3; IFNG; IL13; IL1RL1; IL33; RBP4; TWIST1
POSITIVE_REGULATION_OF_PURINE_NUCL DEGs_Pso_&_AD 61 13 2.52E-03 3.86E-02 2.27 ADCYAP1; ADM; ADR           5 5.44E-01 9.17E-01 0.93 ADCYAP1R     1 4.25E-01 8.52E-01 1.07 FZD2 8 8.01E-03 1.06E-01 2.56 ADRB2; CRHR1; DRD1; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
POSITIVE_REGULATION_OF_RESPONSE_TO DEGs_Pso_&_AD 145 35 8.21E-08 6.88E-06 2.57 ADAM8; AGTR1; ALO                                 12 5.77E-01 9.30E-01 0.94 ARTN; C1Q           2 5.18E-01 8.52E-01 0.90 TGFB1; VE 17 8.43E-04 3.00E-02 2.28 CXCL12; DSCAM; EDN2; FGF10; IL1B; IL1RL1; IL23A; IL33; NTF3; NTRK3; PLA2G2A; PTGER3; SLIT2; THBS1; THBS4; TLR7; TNFSF11
POSITIVE_REGULATION_OF_T_CELL_ACTIV DEGs_Pso_&_AD 147 39 8.73E-10 1.40E-07 2.83 ADAM8; BLM; CARD1                                     5 9.94E-01 1.00E+00 0.39 CD47; ICOS    4 1.32E-01 6.95E-01 1.78 GRAP2; IKZ   13 2.91E-02 2.11E-01 1.72 DPP4; GATA3; GLI2; IFNG; IL1B; IL23A; IL23R; KLRK1; MAP3K14; RARA; THY1; TNFSF11; VNN1
POSITIVE_REGULATION_OF_T_CELL_DIFFE DEGs_Pso_&_AD 49 16 3.31E-06 1.84E-04 3.48 ADAM8; CCL19; CD80              1 9.64E-01 1.00E+00 0.23 ITPKB 2 1.06E-01 6.85E-01 2.67 IKZF1; TES 6 2.51E-02 1.97E-01 2.39 GATA3; GLI2; IL23A; IL23R; RARA; VNN1
POSITIVE_REGULATION_OF_T_CELL_MEDIA DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 IL12B; IL12RB1; PTPR   1 5.40E-01 9.17E-01 0.81 TAP1 0 5.97E-01 8.52E-01 0.00 2 9.58E-02 4.02E-01 2.78 IL23A; IL23R
POSITIVE_REGULATION_OF_T_CELL_MEDIA DEGs_Pso_&_AD 26 8 1.18E-03 2.07E-02 3.28 FOXP3; IL12B; IL12RB      1 7.96E-01 9.80E-01 0.44 TAP1 0 6.65E-01 8.52E-01 0.00 3 9.42E-02 4.02E-01 2.25 IL1B; IL23A; IL23R
POSITIVE_REGULATION_OF_T_CELL_MIGRADEGs_Pso_&_AD 12 7 1.74E-05 7.22E-04 6.22 ADAM8; CCL5; CCR2;    1 4.78E-01 9.11E-01 0.94 PYCARD 0 5.84E-01 8.52E-01 0.00 0 7.34E-01 1.00E+00 0.00
POSITIVE_REGULATION_OF_T_CELL_PROLI DEGs_Pso_&_AD 65 23 5.37E-09 7.26E-07 3.77 BLM; CARD11; CCL19;                    2 9.58E-01 9.98E-01 0.35 ICOSLG; PY 1 4.48E-01 8.52E-01 1.01 VCAM1 4 3.35E-01 7.42E-01 1.20 IFNG; IL1B; IL23A; IL23R
POSITIVE_REGULATION_OF_TUMOR_NECR DEGs_Pso_&_AD 30 9 7.68E-04 1.51E-02 3.20 CCL19; CCL3; CD36; FC      2 6.29E-01 9.50E-01 0.76 PF4; PYCAR 0 6.85E-01 8.52E-01 0.00 4 4.13E-02 2.62E-01 2.60 IFNG; IL23A; ISL1; TWIST1
POSITIVE_REGULATION_OF_TYROSINE_PH DEGs_Pso_&_AD 39 11 4.15E-04 9.28E-03 3.01 CCL5; CSF2; ERBB4; H        2 7.76E-01 9.80E-01 0.58 HPX; KIT 0 7.26E-01 8.53E-01 0.00 7 2.01E-03 4.76E-02 3.50 CLCF1; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1
POSTSYNAPTIC_NICOTINIC_ACETYLCHOLINE DEGs_Pso_&_AD 12 5 1.82E-03 2.95E-02 4.44 CHRNA3; CHRNA5; CH   0 8.35E-01 9.80E-01 0.00 1 9.14E-02 6.85E-01 5.45 CHRNE 0 7.34E-01 1.00E+00 0.00
POTASSIUM_CHANNEL_COMPLEX DEGs_Pso_&_AD 59 14 5.84E-04 1.21E-02 2.53 CNTN2; KCNA1; KCNA            7 2.04E-01 7.90E-01 1.34 ABCC9; KC      0 7.99E-01 8.73E-01 0.00 6 5.58E-02 3.01E-01 1.98 CNTNAP2; KCNB2; KCNC1; KCNH2; KCNJ16; LRRC26
POTASSIUM_CHANNELS DEGs_Pso_&_AD 72 14 4.43E-03 5.89E-02 2.07 KCNG3; KCNV1; KCNM            10 7.50E-02 6.70E-01 1.57 HCN4; ABC         0 8.36E-01 8.88E-01 0.00 9 7.33E-03 9.95E-02 2.44 KCNH8; KCNH5; KCNC1; KCNH2; KCNJ2; KCNJ16; KCNK13; KCNB2; GABBR2
PPAR_SIGNALING_PATHWAY DEGs_Pso_&_AD 62 17 2.37E-05 9.58E-04 2.92 SORBS1; CYP8B1; FAB               6 3.88E-01 9.08E-01 1.10 SLC27A4; S     0 8.08E-01 8.76E-01 0.00 6 6.81E-02 3.41E-01 1.89 CYP4A11; GK; AQP7; PLIN1; RXRG; ADIPOQ
PRESYNAPTIC_NICOTINIC_ACETYLCHOLINE_ DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 CHRNA3; CHRNA5; CH  0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 CHRNE 0 7.05E-01 1.00E+00 0.00
PRIMARY_IMMUNODEFICIENCY DEGs_Pso_&_AD 32 11 5.64E-05 1.92E-03 3.66 ICOS; AIRE; IL2RG; IL        2 6.66E-01 9.58E-01 0.71 BLNK; TAP 2 4.92E-02 6.53E-01 4.09 RAG2; CD4 0 9.08E-01 1.00E+00 0.00
PRODUCTION_OF_MOLECULAR_MEDIATOR DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 ALOX5AP; FCER1G; ID   0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 0 7.20E-01 1.00E+00 0.00
PROTEIN_SECRETION DEGs_Pso_&_AD 54 14 2.17E-04 5.45E-03 2.76 AIM2; CBLN4; CCL19;           2 9.12E-01 9.85E-01 0.42 MS4A2; ST 1 3.83E-01 8.52E-01 1.21 CD40LG 2 6.51E-01 1.00E+00 0.72 GATA3; VTCN1
REFLEX DEGs_Pso_&_AD 16 6 1.35E-03 2.28E-02 4.00 FOXP3; GLRB; HPN; N   3 1.04E-01 7.50E-01 2.12 ADRA1A; K  1 1.21E-01 6.86E-01 4.09 PCDH15 0 7.85E-01 1.00E+00 0.00
REGULATION_OF_ACUTE_INFLAMMATORY DEGs_Pso_&_AD 50 14 8.76E-05 2.74E-03 2.98 ADAM8; ADCYAP1; A            3 7.42E-01 9.80E-01 0.68 C1QBP; GS  0 7.69E-01 8.62E-01 0.00 4 1.83E-01 5.85E-01 1.56 CFH; IL1B; PTGER3; TNFSF11
REGULATION_OF_ADAPTIVE_IMMUNE_RE DEGs_Pso_&_AD 88 26 4.41E-08 4.16E-06 3.15 CCL19; CCR2; CD226;                       3 9.72E-01 1.00E+00 0.39 HPX; PYCA  1 5.67E-01 8.52E-01 0.74 TGFB1 9 2.54E-02 1.99E-01 1.99 CLCF1; IFNG; IL1B; IL1RL1; IL23A; IL23R; IL27RA; IL33; TBX21
REGULATION_OF_ADAPTIVE_IMMUNE_RE DEGs_Pso_&_AD 80 23 4.27E-07 2.89E-05 3.06 CCL19; CCR2; CD226;                    2 9.86E-01 1.00E+00 0.28 HPX; TAP1 1 5.28E-01 8.52E-01 0.82 TGFB1 9 1.43E-02 1.46E-01 2.19 CLCF1; IFNG; IL1B; IL1RL1; IL23A; IL23R; IL27RA; IL33; TBX21
REGULATION_OF_ALPHA_BETA_T_CELL_AC DEGs_Pso_&_AD 58 21 1.47E-08 1.63E-06 3.86 BLM; CCL19; CCR2; CD                  2 9.33E-01 9.91E-01 0.39 CXCR6; ITP 1 4.07E-01 8.52E-01 1.13 IKZF1 4 2.62E-01 6.90E-01 1.34 GATA3; IL23A; IL23R; RARA
REGULATION_OF_ALPHA_BETA_T_CELL_DI DEGs_Pso_&_AD 39 11 4.15E-04 9.28E-03 3.01 CCL19; CD80; CD83; F        1 9.22E-01 9.88E-01 0.29 ITPKB 1 2.86E-01 8.52E-01 1.68 IKZF1 4 9.29E-02 4.02E-01 2.00 GATA3; IL23A; IL23R; RARA
REGULATION_OF_ALPHA_BETA_T_CELL_PR DEGs_Pso_&_AD 20 10 2.14E-06 1.26E-04 5.33 BLM; CCR2; CD28; CD       0 9.21E-01 9.88E-01 0.00 0 6.33E-01 8.52E-01 0.00 1 4.63E-01 8.65E-01 0.97 IL23A
REGULATION_OF_ANTIGEN_PROCESSING_ DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 CCL19; CCR7; LILRB2;  1 4.45E-01 9.08E-01 1.03 PYCARD 0 5.78E-01 8.52E-01 0.00 1 2.73E-01 6.90E-01 1.77 THBS1
REGULATION_OF_B_CELL_ACTIVATION DEGs_Pso_&_AD 80 18 2.37E-04 5.84E-03 2.40 CARD11; CD28; CD38                7 4.89E-01 9.17E-01 0.99 BCL2; IL5;     2 2.35E-01 8.39E-01 1.63 CD27; TGF 6 1.72E-01 5.63E-01 1.46 CLCF1; IFNG; IL13; IL27RA; SFRP1; TBX21
REGULATION_OF_B_CELL_MEDIATED_IMM DEGs_Pso_&_AD 32 10 2.88E-04 6.98E-03 3.33 CD226; CD28; FCER1G        1 8.68E-01 9.80E-01 0.35 HPX 1 2.38E-01 8.41E-01 2.04 TGFB1 4 5.09E-02 2.87E-01 2.44 CLCF1; IFNG; IL27RA; TBX21
REGULATION_OF_B_CELL_PROLIFERATION DEGs_Pso_&_AD 47 12 6.56E-04 1.32E-02 2.72 CARD11; CD38; CDKN          6 1.74E-01 7.79E-01 1.45 BCL2; IL5;    0 7.58E-01 8.59E-01 0.00 2 5.69E-01 9.77E-01 0.83 CLCF1; IL13
REGULATION_OF_BLOOD_COAGULATION DEGs_Pso_&_AD 54 15 5.67E-05 1.92E-03 2.96 APOE; CD36; F12; F3;           5 4.33E-01 9.08E-01 1.05 CD34; F2R    2 1.25E-01 6.88E-01 2.42 PDPN; PRO 3 4.14E-01 8.21E-01 1.08 CYP4F2; HPSE; THBS1
REGULATION_OF_CALCIUM_ION_DEPENDE DEGs_Pso_&_AD 23 7 2.41E-03 3.73E-02 3.24 CACNA1H; DOC2B; PK     3 2.36E-01 8.02E-01 1.48 RPH3AL; S  0 6.49E-01 8.52E-01 0.00 0 8.51E-01 1.00E+00 0.00
REGULATION_OF_CALCIUM_MEDIATED_SI DEGs_Pso_&_AD 34 11 1.06E-04 3.26E-03 3.45 CCL3; CCL4; CD3E; CD        1 8.86E-01 9.81E-01 0.33 SLA2 1 2.52E-01 8.52E-01 1.92 TRAT1 1 6.80E-01 1.00E+00 0.57 L1CAM
REGULATION_OF_CAMP_METABOLIC_PRO DEGs_Pso_&_AD 86 18 6.06E-04 1.24E-02 2.23 ADCYAP1; ADM; ADR                8 4.20E-01 9.08E-01 1.05 ADCYAP1R        3 9.38E-02 6.85E-01 2.28 GRM3; GR  8 5.28E-02 2.94E-01 1.81 ADRB2; CRHR1; CXCR2; DRD1; GABBR2; MC5R; MRAP2; NTRK2
REGULATION_OF_CARDIAC_MUSCLE_TISSUDEGs_Pso_&_AD 27 7 6.51E-03 7.73E-02 2.76 ADRB1; CCNB1; ERBB     3 3.21E-01 8.80E-01 1.26 CDK1; FGF  0 6.70E-01 8.52E-01 0.00 2 2.83E-01 7.05E-01 1.44 FGFR1; RBP4
REGULATION_OF_CD4_POSITIVE__ALPHA_ DEGs_Pso_&_AD 29 12 2.86E-06 1.63E-04 4.41 CCL19; CD80; CD83; F         0 9.66E-01 1.00E+00 0.00 0 6.80E-01 8.52E-01 0.00 4 3.70E-02 2.42E-01 2.69 GATA3; IL23A; IL23R; RARA
REGULATION_OF_CD4_POSITIVE__ALPHA_ DEGs_Pso_&_AD 27 10 5.60E-05 1.92E-03 3.95 CCL19; CD80; CD83; F       0 9.59E-01 9.98E-01 0.00 0 6.70E-01 8.52E-01 0.00 4 2.91E-02 2.11E-01 2.89 GATA3; IL23A; IL23R; RARA
REGULATION_OF_CELL_KILLING DEGs_Pso_&_AD 35 13 4.91E-06 2.47E-04 3.96 CD226; CRTAM; FCER           3 4.91E-01 9.17E-01 0.97 LAG3; NCR  0 7.09E-01 8.52E-01 0.00 4 6.73E-02 3.38E-01 2.23 IFNG; IL23A; IL23R; KLRK1
REGULATION_OF_CHEMOKINE_BIOSYNTH DEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 ELANE; IL6; MYD88; W 1 4.45E-01 9.08E-01 1.03 HMOX1 0 5.78E-01 8.52E-01 0.00 2 6.14E-02 3.17E-01 3.54 IFNG; IL1B
REGULATION_OF_CHEMOTAXIS DEGs_Pso_&_AD 99 22 6.75E-05 2.21E-03 2.37 CCL19; CCL2; CCL3; CC                   13 7.37E-02 6.70E-01 1.49 ARTN; C1Q            3 1.29E-01 6.88E-01 1.98 PTPRO; TG  11 8.60E-03 1.12E-01 2.17 CXCL12; DSCAM; EDN2; FGF10; IL23A; NTF3; NTRK3; SEMA3A; SLIT2; THBS1; THBS4
REGULATION_OF_COAGULATION DEGs_Pso_&_AD 60 16 5.78E-05 1.94E-03 2.84 APOE; CD36; F12; F3;            5 5.29E-01 9.17E-01 0.94 CD34; F2R    2 1.49E-01 7.26E-01 2.18 PDPN; PRO 3 4.86E-01 8.92E-01 0.97 CYP4F2; HPSE; THBS1
REGULATION_OF_CYCLIC_NUCLEOTIDE_BIODEGs_Pso_&_AD 88 17 2.11E-03 3.30E-02 2.06 ADCYAP1; ADM; ADR               9 3.10E-01 8.80E-01 1.16 ADCYAP1R         2 2.71E-01 8.52E-01 1.49 GRM3; GR 10 9.89E-03 1.20E-01 2.21 ADRB2; CRHR1; CXCR2; DRD1; GABBR2; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
REGULATION_OF_CYCLIC_NUCLEOTIDE_ME DEGs_Pso_&_AD 102 22 1.08E-04 3.30E-03 2.30 ADCYAP1; ADM; ADR                    9 4.82E-01 9.14E-01 1.00 ADCYAP1R         4 4.57E-02 6.39E-01 2.56 FZD2; GRM   10 2.59E-02 2.00E-01 1.91 ADRB2; CRHR1; CXCR2; DRD1; GABBR2; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
REGULATION_OF_CYTOKINE_BIOSYNTHET DEGs_Pso_&_AD 83 19 1.29E-04 3.79E-03 2.44 BCL3; CARD11; CCR2;                7 5.29E-01 9.17E-01 0.96 HMOX1; IC      1 5.43E-01 8.52E-01 0.79 RNF128 8 4.43E-02 2.73E-01 1.88 GATA3; IFNG; IGF2BP2; IL17F; IL1B; IL9; THBS1; TLR7
REGULATION_OF_CYTOKINE_PRODUCTION DEGs_Pso_&_AD 36 12 3.88E-05 1.41E-03 3.55 CD36; FCER1G; FOXP3          3 5.11E-01 9.17E-01 0.94 BST2; HMO  2 6.10E-02 6.85E-01 3.63 TGFB1; TG 2 4.19E-01 8.24E-01 1.08 IRAK3; TRIL
REGULATION_OF_CYTOKINE_SECRETION DEGs_Pso_&_AD 74 23 8.78E-08 7.25E-06 3.31 AIM2; CCL19; CCL3; CC                    7 4.05E-01 9.08E-01 1.07 CD34; F2R      0 8.41E-01 8.91E-01 0.00 8 2.43E-02 1.93E-01 2.11 C1QTNF3; CLEC4E; FFAR4; GATA3; IFNG; IL1RL1; IL33; TWIST1
REGULATION_OF_EXOCYTOSIS DEGs_Pso_&_AD 78 15 3.77E-03 5.24E-02 2.05 CACNA1H; CCR2; DOC             12 2.92E-02 5.24E-01 1.74 GRIK5; HM           0 8.50E-01 8.96E-01 0.00 2 8.43E-01 1.00E+00 0.50 CRHR1; LGI3
REGULATION_OF_GROWTH_OF_SYMBION DEGs_Pso_&_AD 13 9 1.44E-07 1.07E-05 7.38 CAMP; CD36; IL10; IL      0 8.50E-01 9.80E-01 0.00 0 5.91E-01 8.52E-01 0.00 1 3.19E-01 7.23E-01 1.50 IFNG
REGULATION_OF_HEMOSTASIS DEGs_Pso_&_AD 54 15 5.67E-05 1.92E-03 2.96 APOE; CD36; F12; F3;           5 4.33E-01 9.08E-01 1.05 CD34; F2R    2 1.25E-01 6.88E-01 2.42 PDPN; PRO 3 4.14E-01 8.21E-01 1.08 CYP4F2; HPSE; THBS1
REGULATION_OF_HUMORAL_IMMUNE_RE DEGs_Pso_&_AD 34 10 4.99E-04 1.08E-02 3.14 C6; CCR7; CFB; CXCL13       2 7.01E-01 9.78E-01 0.67 C1QBP; HP 0 7.04E-01 8.52E-01 0.00 1 6.80E-01 1.00E+00 0.57 CFH
REGULATION_OF_HUMORAL_IMMUNE_RE DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 FCER2; LTA; NOD2; PT 1 4.11E-01 9.08E-01 1.13 HPX 0 5.71E-01 8.52E-01 0.00 0 7.05E-01 1.00E+00 0.00
REGULATION_OF_IMMUNE_EFFECTOR_PR DEGs_Pso_&_AD 206 49 4.53E-10 7.93E-08 2.54 AIM2; AP1S3; BIRC3;                                              14 8.48E-01 9.80E-01 0.77 AP2S1; APO             5 1.53E-01 7.32E-01 1.59 CD40LG; D    18 1.46E-02 1.47E-01 1.70 CFH; CLCF1; CRHR1; IFIT1; IFNG; IL13; IL1B; IL23A; IL23R; IL27RA; IL33; IRAK3; KLRK1; PGLYRP4; RARA; RBP4; TBX21; TRIL
REGULATION_OF_IMMUNOGLOBULIN_ME DEGs_Pso_&_AD 31 10 2.14E-04 5.45E-03 3.44 CD226; CD28; FCER1G        1 8.58E-01 9.80E-01 0.37 HPX 1 2.31E-01 8.27E-01 2.11 TGFB1 4 4.60E-02 2.80E-01 2.51 CLCF1; IFNG; IL27RA; TBX21
REGULATION_OF_IMMUNOGLOBULIN_PRODEGs_Pso_&_AD 32 9 1.29E-03 2.23E-02 3.00 CD28; FOXP3; IL10; IL      2 6.66E-01 9.58E-01 0.71 HPX; IL5 2 4.92E-02 6.53E-01 4.09 CD40LG; T 7 5.79E-04 2.56E-02 4.26 CLCF1; IFNG; IL13; IL27RA; IL33; RBP4; TBX21
REGULATION_OF_INFLAMMATORY_RESPO DEGs_Pso_&_AD 180 48 9.17E-12 3.63E-09 2.84 ACP5; ADAM8; ADCYA                                              12 8.46E-01 9.80E-01 0.76 AOAH; C1Q           0 9.69E-01 9.73E-01 0.00 19 1.62E-03 4.21E-02 2.06 ACE2; ADIPOQ; C1QTNF3; CFH; FFAR4; GATA3; IL17A; IL17F; IL1B; IL1RL1; IL23A; IL33; ISL1; MEFV; PLA2G2A; PTGER3; PTGIS; TLR7; TNFSF11
REGULATION_OF_INFLAMMATORY_RESPO DEGs_Pso_&_AD 19 8 9.70E-05 2.99E-03 4.49 ADCYAP1; CCR7; CD28      1 6.68E-01 9.58E-01 0.60 GPX2 0 6.27E-01 8.52E-01 0.00 0 8.16E-01 1.00E+00 0.00
REGULATION_OF_INSULIN_LIKE_GROWTH DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 KLK13; IGFBP5; KLK1;  1 5.96E-01 9.30E-01 0.71 MMP2 1 1.21E-01 6.86E-01 4.09 IGFBP3 2 1.21E-01 4.56E-01 2.44 GZMH; IGFBP6
REGULATION_OF_INTERFERON_GAMMA_P DEGs_Pso_&_AD 61 18 4.53E-06 2.40E-04 3.15 BCL3; CCR2; CCR7; CD               4 7.17E-01 9.80E-01 0.74 AXL; C1QB   0 8.05E-01 8.75E-01 0.00 13 6.08E-06 1.10E-03 4.15 FZD5; GATA3; IL1B; IL1RL1; IL23A; IL23R; IL27RA; IL33; ISL1; KLRK1; PGLYRP4; RARA; TLR7
REGULATION_OF_INTERLEUKIN_10_PROD DEGs_Pso_&_AD 25 13 3.97E-08 3.93E-06 5.54 BCL3; CD274; CD83; F          3 2.78E-01 8.53E-01 1.36 CD34; PYCA  0 6.60E-01 8.52E-01 0.00 2 2.52E-01 6.86E-01 1.56 IL23A; IL23R
REGULATION_OF_INTERLEUKIN_12_PROD DEGs_Pso_&_AD 40 15 8.64E-07 5.35E-05 4.00 ACP5; CCL19; CCR7; C            2 7.89E-01 9.80E-01 0.57 C1QBP; RE 1 2.93E-01 8.52E-01 1.63 CD40LG 7 2.34E-03 5.32E-02 3.41 IFNG; IL23A; IL23R; IRAK3; ISL1; MEFV; THBS1
REGULATION_OF_INTERLEUKIN_17_PROD DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 IL12B; MYD88; NOD2   0 8.86E-01 9.81E-01 0.00 1 1.21E-01 6.86E-01 4.09 TGFB1 3 2.67E-02 2.01E-01 3.65 IFNG; IL23A; IL23R
REGULATION_OF_INTERLEUKIN_1_BETA_P DEGs_Pso_&_AD 33 11 7.80E-05 2.48E-03 3.55 ACP5; AIM2; CCL19; C        6 4.44E-02 5.86E-01 2.06 F2R; GSTP     0 7.00E-01 8.52E-01 0.00 3 1.63E-01 5.41E-01 1.77 IFNG; ISL1; MEFV
REGULATION_OF_INTERLEUKIN_1_BETA_S DEGs_Pso_&_AD 18 9 6.64E-06 3.29E-04 5.33 AIM2; CCL19; CCL3; CC      3 1.38E-01 7.54E-01 1.89 NLRP2; PA  0 6.21E-01 8.52E-01 0.00 1 4.24E-01 8.24E-01 1.08 IFNG
REGULATION_OF_INTERLEUKIN_1_PRODU DEGs_Pso_&_AD 36 11 1.90E-04 5.06E-03 3.26 ACP5; AIM2; CCL19; C        7 2.36E-02 5.24E-01 2.20 F2R; GSTP      0 7.13E-01 8.52E-01 0.00 3 1.96E-01 6.09E-01 1.62 IFNG; ISL1; MEFV
REGULATION_OF_INTERLEUKIN_1_SECRET DEGs_Pso_&_AD 20 9 1.96E-05 8.05E-04 4.80 AIM2; CCL19; CCL3; CC      4 6.03E-02 6.24E-01 2.27 NLRP2; PA   0 6.33E-01 8.52E-01 0.00 1 4.63E-01 8.65E-01 0.97 IFNG
REGULATION_OF_INTERLEUKIN_2_BIOSYN DEGs_Pso_&_AD 19 6 3.71E-03 5.19E-02 3.37 CARD11; CD28; CD3E    1 6.68E-01 9.58E-01 0.60 LAG3 0 6.27E-01 8.52E-01 0.00 2 1.63E-01 5.41E-01 2.05 IL17F; IL1B
REGULATION_OF_INTERLEUKIN_2_PRODU DEGs_Pso_&_AD 40 11 5.29E-04 1.13E-02 2.93 CARD11; CCR2; CD28;        2 7.89E-01 9.80E-01 0.57 CD34; LAG 0 7.30E-01 8.53E-01 0.00 3 2.43E-01 6.86E-01 1.46 GATA3; IL17F; IL1B
REGULATION_OF_INTERLEUKIN_6_PRODU DEGs_Pso_&_AD 64 13 3.93E-03 5.39E-02 2.17 ADCYAP1; AFAP1L2; C           3 8.79E-01 9.80E-01 0.53 F2R; GBA; 0 8.14E-01 8.78E-01 0.00 10 9.17E-04 3.10E-02 3.04 C1QTNF3; IFNG; IL17F; IL1B; IL33; IRAK3; ISL1; KLF2; TLR7; TWIST1
REGULATION_OF_JAK_STAT_CASCADE DEGs_Pso_&_AD 65 16 1.63E-04 4.56E-03 2.62 AGAP2; CCL5; CDK5R1              4 7.64E-01 9.80E-01 0.70 F2R; HPX;  1 4.48E-01 8.52E-01 1.01 IL22RA2 7 3.29E-02 2.27E-01 2.10 CLCF1; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1
REGULATION_OF_LEUKOCYTE_APOPTOTIC_DEGs_Pso_&_AD 43 17 6.93E-08 5.97E-06 4.21 ADAM8; AURKB; CCL1               2 8.24E-01 9.80E-01 0.53 AXL; IRS2 0 7.43E-01 8.54E-01 0.00 3 2.79E-01 7.02E-01 1.36 BIRC7; BMP4; CXCL12
REGULATION_OF_LEUKOCYTE_CHEMOTAX DEGs_Pso_&_AD 58 18 2.01E-06 1.20E-04 3.31 CCL19; CCL2; CCL3; CC               5 4.98E-01 9.17E-01 0.98 C1QBP; CA    1 4.07E-01 8.52E-01 1.13 VEGFA 6 5.20E-02 2.91E-01 2.02 CXCL12; EDN2; IL23A; SLIT2; THBS1; THBS4
REGULATION_OF_LEUKOCYTE_DEGRANUL DEGs_Pso_&_AD 20 6 4.94E-03 6.43E-02 3.20 CCR2; FCER1G; FGR;   2 3.97E-01 9.08E-01 1.13 HMOX1; M 0 6.33E-01 8.52E-01 0.00 1 4.63E-01 8.65E-01 0.97 CRHR1
REGULATION_OF_LEUKOCYTE_DIFFERENT DEGs_Pso_&_AD 159 33 6.85E-06 3.36E-04 2.21 ADAM8; CARD11; CCL                               8 9.61E-01 9.99E-01 0.57 AXL; IL5; IT      5 6.65E-02 6.85E-01 2.06 CAMK4; CD    16 5.51E-03 8.73E-02 1.96 ADIPOQ; BMP4; CA2; GATA3; GLI2; IFNG; IL17A; IL23A; IL23R; LRRC17; PGLYRP4; RARA; SFRP1; TESC; TNFSF11; VNN1
REGULATION_OF_LEUKOCYTE_MEDIATED_ DEGs_Pso_&_AD 32 12 9.72E-06 4.55E-04 4.00 CD226; CRTAM; ICAM          3 4.28E-01 9.08E-01 1.06 LAG3; NCR  0 6.95E-01 8.52E-01 0.00 3 1.52E-01 5.22E-01 1.83 IL23A; IL23R; KLRK1



REGULATION_OF_LEUKOCYTE_MEDIATED_ DEGs_Pso_&_AD 88 24 7.20E-07 4.55E-05 2.91 CCR2; CD226; CD28; C                     6 7.34E-01 9.80E-01 0.77 HMOX1; H     1 5.67E-01 8.52E-01 0.74 TGFB1 9 2.54E-02 1.99E-01 1.99 CLCF1; CRHR1; IFNG; IL1B; IL23A; IL23R; IL27RA; KLRK1; TBX21
REGULATION_OF_LEUKOCYTE_MIGRATION DEGs_Pso_&_AD 85 26 1.99E-08 2.07E-06 3.26 ADAM8; APOD; BMP5                        8 4.07E-01 9.08E-01 1.07 C1QBP; CA       2 2.58E-01 8.52E-01 1.54 MSN; VEG 7 1.08E-01 4.27E-01 1.60 CXCL12; EDN2; IL23A; IL33; SLIT2; THBS1; THBS4
REGULATION_OF_LEUKOCYTE_PROLIFERAT DEGs_Pso_&_AD 145 39 5.64E-10 9.58E-08 2.87 BLM; CARD11; CCL19;                                    10 7.89E-01 9.80E-01 0.78 BCL2; GST         4 1.27E-01 6.88E-01 1.80 CD209; CS   9 2.69E-01 6.90E-01 1.21 BMP4; CLCF1; FGF10; IFNG; IL13; IL1B; IL23A; IL23R; SOX11
REGULATION_OF_LIPID_KINASE_ACTIVITY DEGs_Pso_&_AD 34 8 7.49E-03 8.73E-02 2.51 CCL19; CCR7; CXCR3;     4 2.65E-01 8.30E-01 1.33 IRS1; KIT;  1 2.52E-01 8.52E-01 1.92 TGFB1 0 9.17E-01 1.00E+00 0.00
REGULATION_OF_LYMPHOCYTE_ACTIVATIODEGs_Pso_&_AD 274 62 2.44E-11 8.04E-09 2.41 ADAM8; BLM; CARD1                                                            16 9.65E-01 1.00E+00 0.66 AXL; BCL2;              8 4.28E-02 6.20E-01 1.91 CAMK4; CD       23 1.09E-02 1.29E-01 1.64 BMP4; CLCF1; DPP4; FGF10; GATA3; GLI2; IFNG; IL13; IL1B; IL23A; IL23R; IL27RA; KLRK1; MAP3K14; PGLYRP4; RARA; SFRP1; SOX11; TBX21; THY1; TNFSF11; VNN1; VTCN1
REGULATION_OF_LYMPHOCYTE_APOPTOT DEGs_Pso_&_AD 28 9 4.33E-04 9.58E-03 3.43 ADAM8; AURKB; CCL5       1 8.23E-01 9.80E-01 0.40 IRS2 0 6.75E-01 8.52E-01 0.00 2 2.98E-01 7.09E-01 1.39 BIRC7; BMP4
REGULATION_OF_LYMPHOCYTE_CHEMOTA DEGs_Pso_&_AD 13 10 5.78E-09 7.47E-07 8.20 CCL2; CCL3; CCL4; CCL       0 8.50E-01 9.80E-01 0.00 0 5.91E-01 8.52E-01 0.00 0 7.48E-01 1.00E+00 0.00
REGULATION_OF_LYMPHOCYTE_DIFFEREN DEGs_Pso_&_AD 97 24 4.76E-06 2.46E-04 2.64 ADAM8; CARD11; CCL                      3 9.85E-01 1.00E+00 0.35 AXL; ITPKB  4 3.91E-02 5.90E-01 2.70 CAMK4; CD   9 4.39E-02 2.71E-01 1.81 BMP4; GATA3; GLI2; IL23A; IL23R; PGLYRP4; RARA; SFRP1; VNN1
REGULATION_OF_LYMPHOCYTE_MEDIATEDDEGs_Pso_&_AD 70 19 9.92E-06 4.61E-04 2.89 CD226; CD28; CRTAM                 4 8.14E-01 9.80E-01 0.65 HPX; LAG3   1 4.76E-01 8.52E-01 0.93 TGFB1 8 1.79E-02 1.65E-01 2.23 CLCF1; IFNG; IL1B; IL23A; IL23R; IL27RA; KLRK1; TBX21
REGULATION_OF_LYMPHOCYTE_MIGRATIO DEGs_Pso_&_AD 22 12 6.33E-08 5.71E-06 5.81 ADAM8; APOD; CCL2;         2 4.48E-01 9.08E-01 1.03 GCSAM; PY 1 1.66E-01 7.41E-01 2.97 MSN 0 8.43E-01 1.00E+00 0.00
REGULATION_OF_LYMPHOCYTE_PROLIFER DEGs_Pso_&_AD 140 39 1.81E-10 4.31E-08 2.97 BLM; CARD11; CCL19;                                    9 8.40E-01 9.80E-01 0.73 BCL2; ICOS        3 2.65E-01 8.52E-01 1.40 CD209; TG  9 2.37E-01 6.86E-01 1.25 BMP4; CLCF1; FGF10; IFNG; IL13; IL1B; IL23A; IL23R; SOX11
REGULATION_OF_MAST_CELL_ACTIVATION DEGs_Pso_&_AD 23 8 4.65E-04 1.01E-02 3.71 CD226; FCER1G; FGR      2 4.73E-01 9.11E-01 0.99 HMOX1; M 1 1.73E-01 7.55E-01 2.84 MILR1 1 5.17E-01 9.21E-01 0.85 CRHR1
REGULATION_OF_MAST_CELL_ACTIVATION DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 FCER1G; FGR; FOXF1   2 2.91E-01 8.58E-01 1.42 HMOX1; M 0 6.09E-01 8.52E-01 0.00 1 3.83E-01 7.81E-01 1.22 CRHR1
REGULATION_OF_MAST_CELL_DEGRANUL DEGs_Pso_&_AD 15 5 5.66E-03 6.98E-02 3.55 FCER1G; FGR; FOXF1   2 2.64E-01 8.30E-01 1.51 HMOX1; M 0 6.03E-01 8.52E-01 0.00 1 3.62E-01 7.64E-01 1.30 CRHR1
REGULATION_OF_MONOCYTE_CHEMOTAX DEGs_Pso_&_AD 14 6 5.82E-04 1.21E-02 4.57 CCL5; CCR1; CCR2; LYN   1 5.40E-01 9.17E-01 0.81 S100A14 0 5.97E-01 8.52E-01 0.00 2 9.58E-02 4.02E-01 2.78 CXCL12; SLIT2
REGULATION_OF_MONONUCLEAR_CELL_P DEGs_Pso_&_AD 141 39 2.29E-10 4.85E-08 2.95 BLM; CARD11; CCL19;                                    9 8.46E-01 9.80E-01 0.72 BCL2; ICOS        4 1.18E-01 6.86E-01 1.85 CD209; CS   9 2.44E-01 6.86E-01 1.24 BMP4; CLCF1; FGF10; IFNG; IL13; IL1B; IL23A; IL23R; SOX11
REGULATION_OF_MULTI_ORGANISM_PRO DEGs_Pso_&_AD 207 39 1.29E-05 5.71E-04 2.01 AIM2; AP1S3; APOBE                                     14 8.53E-01 9.80E-01 0.77 AP2S1; APO             3 5.04E-01 8.52E-01 0.95 CD180; DO  8 7.90E-01 1.00E+00 0.75 IFIT1; IFNG; IL23A; IL23R; OXTR; POLR2F; SLPI; TIMP1
REGULATION_OF_MYELOID_LEUKOCYTE_MDEGs_Pso_&_AD 21 6 6.45E-03 7.70E-02 3.05 CCR2; FCER1G; FGR;   2 4.23E-01 9.08E-01 1.08 HMOX1; M 0 6.38E-01 8.52E-01 0.00 1 4.81E-01 8.87E-01 0.93 CRHR1
REGULATION_OF_NITRIC_OXIDE_SYNTHAS DEGs_Pso_&_AD 14 5 4.03E-03 5.42E-02 3.81 CCL2; FCER2; NAMPT;  1 5.40E-01 9.17E-01 0.81 GSTP1 0 5.97E-01 8.52E-01 0.00 0 7.61E-01 1.00E+00 0.00
REGULATION_OF_NUCLEOTIDE_BIOSYNTH DEGs_Pso_&_AD 91 18 1.22E-03 2.13E-02 2.11 ADCYAP1; ADM; ADR                9 3.46E-01 9.02E-01 1.12 ADCYAP1R         2 2.85E-01 8.52E-01 1.44 GRM3; GR 10 1.24E-02 1.33E-01 2.14 ADRB2; CRHR1; CXCR2; DRD1; GABBR2; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
REGULATION_OF_PHOSPHATIDYLINOSITOL DEGs_Pso_&_AD 29 8 2.58E-03 3.92E-02 2.94 CCL19; CCR7; CXCR3;     4 1.79E-01 7.79E-01 1.56 IRS1; KIT;  1 2.16E-01 8.13E-01 2.25 TGFB1 0 8.92E-01 1.00E+00 0.00
REGULATION_OF_PLATELET_ACTIVATION DEGs_Pso_&_AD 21 6 6.45E-03 7.70E-02 3.05 APOE; FCER1G; LYN;   2 4.23E-01 9.08E-01 1.08 PDGFB; PD 1 1.59E-01 7.38E-01 3.11 PDPN 0 8.35E-01 1.00E+00 0.00
REGULATION_OF_POSTSYNAPTIC_MEMBR DEGs_Pso_&_AD 41 10 2.45E-03 3.77E-02 2.60 ADCYAP1; ADRB1; CE        5 2.21E-01 7.99E-01 1.38 GRIK5; GR    0 7.34E-01 8.53E-01 0.00 2 4.91E-01 8.98E-01 0.95 GRIN2A; NRXN1
REGULATION_OF_PRODUCTION_OF_MOLE DEGs_Pso_&_AD 59 18 2.66E-06 1.53E-04 3.25 CD28; CD36; DEFB103                5 5.13E-01 9.17E-01 0.96 BST2; HMO    3 3.71E-02 5.87E-01 3.32 CD40LG; T  9 1.86E-03 4.58E-02 2.97 CLCF1; IFNG; IL13; IL27RA; IL33; IRAK3; RBP4; TBX21; TRIL
REGULATION_OF_PROTEIN_SECRETION DEGs_Pso_&_AD 118 26 1.93E-05 7.98E-04 2.35 ADAM8; AIM2; CCL19                        10 5.36E-01 9.17E-01 0.96 ANG; CD34         4 7.11E-02 6.85E-01 2.22 CD40LG; G   12 1.27E-02 1.35E-01 1.98 ACHE; C1QTNF3; CLEC4E; FFAR4; GATA3; IFNG; IL13; IL1RL1; IL33; RBP4; SRCIN1; TWIST1
REGULATION_OF_PURINE_NUCLEOTIDE_B DEGs_Pso_&_AD 91 18 1.22E-03 2.13E-02 2.11 ADCYAP1; ADM; ADR                9 3.46E-01 9.02E-01 1.12 ADCYAP1R         2 2.85E-01 8.52E-01 1.44 GRM3; GR 10 1.24E-02 1.33E-01 2.14 ADRB2; CRHR1; CXCR2; DRD1; GABBR2; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
REGULATION_OF_RESPONSE_TO_BIOTIC_S DEGs_Pso_&_AD 85 16 3.62E-03 5.11E-02 2.01 AIM2; AP1S3; BIRC3;             6 7.02E-01 9.79E-01 0.80 AP2S1; APO     3 9.13E-02 6.85E-01 2.31 CD180; DO  3 7.30E-01 1.00E+00 0.69 IFIT1; IL23A; IL23R
REGULATION_OF_SEQUESTERING_OF_CAL DEGs_Pso_&_AD 29 8 2.58E-03 3.92E-02 2.94 CCL19; CCL3; CCR5; CC     2 6.09E-01 9.42E-01 0.78 F2R; XCR1 0 6.80E-01 8.52E-01 0.00 0 8.92E-01 1.00E+00 0.00
REGULATION_OF_SYMBIOSIS__ENCOMPAS DEGs_Pso_&_AD 20 12 1.45E-08 1.63E-06 6.40 CAMP; CD36; HS3ST5          1 6.90E-01 9.70E-01 0.57 BST2 0 6.33E-01 8.52E-01 0.00 1 4.63E-01 8.65E-01 0.97 IFNG
REGULATION_OF_T_CELL_ACTIVATION DEGs_Pso_&_AD 203 48 8.38E-10 1.38E-07 2.52 ADAM8; BLM; CARD1                                              8 9.96E-01 1.00E+00 0.45 CD47; CXC       7 2.49E-02 4.97E-01 2.25 CAMK4; CD      15 7.91E-02 3.65E-01 1.44 BMP4; DPP4; GATA3; GLI2; IFNG; IL1B; IL23A; IL23R; KLRK1; MAP3K14; RARA; THY1; TNFSF11; VNN1; VTCN1
REGULATION_OF_T_CELL_APOPTOTIC_PRO DEGs_Pso_&_AD 14 6 5.82E-04 1.21E-02 4.57 ADAM8; CCL5; IDO1;   0 8.63E-01 9.80E-01 0.00 0 5.97E-01 8.52E-01 0.00 1 3.41E-01 7.42E-01 1.39 BMP4
REGULATION_OF_T_CELL_CYTOKINE_PROD DEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 FOXP3; RSAD2; SASH  0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 0 7.20E-01 1.00E+00 0.00
REGULATION_OF_T_CELL_DIFFERENTIATIO DEGs_Pso_&_AD 73 22 3.00E-07 2.12E-05 3.21 ADAM8; CARD11; CCL                    1 9.95E-01 1.00E+00 0.16 ITPKB 3 6.33E-02 6.85E-01 2.69 CAMK4; IK  7 5.65E-02 3.03E-01 1.87 BMP4; GATA3; GLI2; IL23A; IL23R; RARA; VNN1
REGULATION_OF_T_CELL_MEDIATED_CYTODEGs_Pso_&_AD 17 7 2.96E-04 7.04E-03 4.39 IL12B; IL12RB1; IL7R;    1 6.21E-01 9.45E-01 0.67 TAP1 0 6.15E-01 8.52E-01 0.00 2 1.35E-01 4.85E-01 2.29 IL23A; IL23R
REGULATION_OF_T_CELL_MEDIATED_IMM DEGs_Pso_&_AD 33 11 7.80E-05 2.48E-03 3.55 FOXP3; IL12B; IL12RB         1 8.77E-01 9.80E-01 0.34 TAP1 0 7.00E-01 8.52E-01 0.00 3 1.63E-01 5.41E-01 1.77 IL1B; IL23A; IL23R
REGULATION_OF_T_CELL_MIGRATION DEGs_Pso_&_AD 14 8 5.62E-06 2.81E-04 6.09 ADAM8; APOD; CCL5;     1 5.40E-01 9.17E-01 0.81 PYCARD 0 5.97E-01 8.52E-01 0.00 0 7.61E-01 1.00E+00 0.00
REGULATION_OF_T_CELL_PROLIFERATION DEGs_Pso_&_AD 98 29 7.57E-09 9.00E-07 3.15 BLM; CARD11; CCL19;                          2 9.96E-01 1.00E+00 0.23 ICOSLG; PY 3 1.27E-01 6.88E-01 2.00 CD209; TG  5 4.80E-01 8.87E-01 0.99 BMP4; IFNG; IL1B; IL23A; IL23R
REGULATION_OF_T_HELPER_1_TYPE_IMM DEGs_Pso_&_AD 20 8 1.50E-04 4.28E-03 4.26 CCL19; CCR2; CD80; IL     0 9.21E-01 9.88E-01 0.00 0 6.33E-01 8.52E-01 0.00 5 1.62E-03 4.21E-02 4.87 IL1RL1; IL23A; IL23R; IL27RA; IL33
REGULATION_OF_T_HELPER_CELL_DIFFER DEGs_Pso_&_AD 21 7 1.32E-03 2.24E-02 3.55 CCL19; CD80; IL12B; I    0 9.28E-01 9.89E-01 0.00 0 6.38E-01 8.52E-01 0.00 3 5.53E-02 3.00E-01 2.78 IL23A; IL23R; RARA
REGULATION_OF_TOLL_LIKE_RECEPTOR_S DEGs_Pso_&_AD 26 7 5.18E-03 6.67E-02 2.87 BIRC3; IRF1; IRF7; LY    0 9.55E-01 9.96E-01 0.00 0 6.65E-01 8.52E-01 0.00 2 2.67E-01 6.90E-01 1.50 IRAK3; NR1D1
REGULATION_OF_TUMOR_NECROSIS_FAC DEGs_Pso_&_AD 13 5 2.77E-03 4.13E-02 4.10 BCL3; CCR2; IL10; LILR  0 8.50E-01 9.80E-01 0.00 0 5.91E-01 8.52E-01 0.00 1 3.19E-01 7.23E-01 1.50 THBS1
REGULATION_OF_TUMOR_NECROSIS_FAC DEGs_Pso_&_AD 65 16 1.63E-04 4.56E-03 2.62 ACP5; BCL3; CCL19; CC             6 4.33E-01 9.08E-01 1.05 AXL; CD34;    1 4.48E-01 8.52E-01 1.01 ZFP36 8 1.17E-02 1.32E-01 2.40 ADIPOQ; IFNG; IL23A; IRAK3; ISL1; RARA; THBS1; TWIST1
REGULATION_OF_TYPE_2_IMMUNE_RESPODEGs_Pso_&_AD 20 7 9.47E-04 1.78E-02 3.73 CCR2; IDO1; IL4R; IL6    0 9.21E-01 9.88E-01 0.00 0 6.33E-01 8.52E-01 0.00 3 4.87E-02 2.87E-01 2.92 IL27RA; IL33; RARA
REGULATION_OF_TYPE_I_INTERFERON_M DEGs_Pso_&_AD 22 6 8.27E-03 9.24E-02 2.91 IRF7; SOCS1; SOCS3;   0 9.35E-01 9.91E-01 0.00 1 1.66E-01 7.41E-01 2.97 IFNAR2 1 5.00E-01 9.04E-01 0.89 STAT1
REGULATION_OF_TYROSINE_PHOSPHORYL DEGs_Pso_&_AD 45 12 4.26E-04 9.44E-03 2.84 CCL5; CSF2; ERBB4; H         2 8.44E-01 9.80E-01 0.50 HPX; KIT 1 3.26E-01 8.52E-01 1.45 IL22RA2 7 4.69E-03 8.01E-02 3.03 CLCF1; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1
REGULATION_OF_VIRAL_GENOME_REPLIC DEGs_Pso_&_AD 48 13 2.17E-04 5.45E-03 2.89 APOBEC3A; CCL5; CD2           5 3.33E-01 8.98E-01 1.18 APOBEC3G     0 7.62E-01 8.60E-01 0.00 2 5.82E-01 9.91E-01 0.81 IFIT1; SLPI
REGULATION_OF_WOUND_HEALING DEGs_Pso_&_AD 73 17 2.20E-04 5.50E-03 2.48 APOE; CD36; F12; F3;             6 5.50E-01 9.21E-01 0.93 CD34; F2R     3 6.33E-02 6.85E-01 2.69 HOPX; PDP  3 6.25E-01 1.00E+00 0.80 CYP4F2; HPSE; THBS1
RELEASE_OF_SEQUESTERED_CALCIUM_IONDEGs_Pso_&_AD 28 8 2.02E-03 3.21E-02 3.05 CCL19; CCL3; CCR5; CC     2 5.88E-01 9.30E-01 0.81 F2R; XCR1 0 6.75E-01 8.52E-01 0.00 0 8.86E-01 1.00E+00 0.00
RESPONSE_TO_BACTERIUM DEGs_Pso_&_AD 278 70 4.65E-15 6.92E-12 2.68 ACP5; ADH7; ADM; A                                                                   17 9.51E-01 9.94E-01 0.69 AXL; CD47;               6 1.94E-01 7.89E-01 1.41 MAOB; NC     25 3.49E-03 6.59E-02 1.75 ARG1; DCD; DMBT1; FGF10; FOS; FZD5; IFNG; IL13; IL1B; IL23A; IL23R; IL27RA; IRAK3; KLRK1; MMP7; NR1D1; PGLYRP4; PLA2G2A; PTGER2; PTGER3; RARA; REN; SFTPC; SOD2; STAT1
RESPONSE_TO_ETHANOL DEGs_Pso_&_AD 83 16 2.82E-03 4.20E-02 2.05 ADCYAP1; ADH6; ADH              11 8.62E-02 7.01E-01 1.50 ACTC1; AD          4 2.36E-02 4.85E-01 3.15 CD27; CRH   10 6.58E-03 9.43E-02 2.35 ADIPOQ; CDO1; GATA3; GRIN2A; IL13; NQO1; NTRK3; RBP4; SLC2A4; SOD2
RESPONSE_TO_FUNGUS DEGs_Pso_&_AD 21 7 1.32E-03 2.24E-02 3.55 COTL1; GNLY; MYD88     2 4.23E-01 9.08E-01 1.08 BAK1; IL25 2 2.21E-02 4.68E-01 6.23 NCF1; TGF 1 4.81E-01 8.87E-01 0.93 DCD
RESPONSE_TO_INTERFERON_BETA DEGs_Pso_&_AD 12 7 1.74E-05 7.22E-04 6.22 AIM2; IFITM1; IFITM     1 4.78E-01 9.11E-01 0.94 BST2 0 5.84E-01 8.52E-01 0.00 1 2.96E-01 7.09E-01 1.62 STAT1
RESPONSE_TO_INTERFERON_GAMMA DEGs_Pso_&_AD 84 27 3.23E-09 4.69E-07 3.43 CCL2; CCL3; CCL5; CYP                        8 3.94E-01 9.08E-01 1.08 AQP4; BST       1 5.48E-01 8.52E-01 0.78 VCAM1 7 1.03E-01 4.23E-01 1.62 CAMK2A; CAMK2B; FCGR1B; GBP1; IFNG; IL23R; STAT1
RESPONSE_TO_INTERLEUKIN_1 DEGs_Pso_&_AD 61 13 2.52E-03 3.86E-02 2.27 APOE; CCL2; CCL3; CC          4 7.17E-01 9.80E-01 0.74 HIF1A; IRA   0 8.05E-01 8.75E-01 0.00 6 6.39E-02 3.24E-01 1.92 HAS2; IL17A; IRAK3; KLF2; PTGIS; SFRP1
RESPONSE_TO_INTERLEUKIN_15 DEGs_Pso_&_AD 10 5 6.58E-04 1.32E-02 5.33 CXCR1; IL21R; IL2RG;  0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 1 2.50E-01 6.86E-01 1.95 CXCR2
RESPONSE_TO_INTERLEUKIN_4 DEGs_Pso_&_AD 11 5 1.13E-03 2.00E-02 4.85 IL24; IL2RG; IL4R; JAK  0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 1 2.73E-01 6.90E-01 1.77 GATA3
RESPONSE_TO_LIPOPOLYSACCHARIDE DEGs_Pso_&_AD 190 51 1.61E-12 7.98E-10 2.86 ACP5; ADM; ALPL; CC                                                12 8.92E-01 9.84E-01 0.72 AXL; CYP17           4 2.49E-01 8.52E-01 1.38 MAOB; NG   17 1.37E-02 1.43E-01 1.74 ARG1; FGF10; FOS; IFNG; IL13; IL1B; IL23R; IRAK3; KLRK1; NR1D1; PTGER2; PTGER3; RARA; REN; SFTPC; SOD2; STAT1
RESPONSE_TO_MOLECULE_OF_BACTERIAL DEGs_Pso_&_AD 199 52 3.05E-12 1.35E-09 2.79 ACP5; ADM; ALPL; CC                                                 12 9.23E-01 9.88E-01 0.68 AXL; CYP17           4 2.76E-01 8.52E-01 1.31 MAOB; NG   18 1.05E-02 1.26E-01 1.76 ARG1; FGF10; FOS; FZD5; IFNG; IL13; IL1B; IL23R; IRAK3; KLRK1; NR1D1; PTGER2; PTGER3; RARA; REN; SFTPC; SOD2; STAT1
RESPONSE_TO_PEPTIDOGLYCAN DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 IL6; MYD88; NOD2; T 1 4.11E-01 9.08E-01 1.13 IRAK1 0 5.71E-01 8.52E-01 0.00 1 2.50E-01 6.86E-01 1.95 IRAK3
RESPONSE_TO_PROTOZOAN DEGs_Pso_&_AD 15 6 9.04E-04 1.72E-02 4.26 BATF; BCL3; CLEC7A;   0 8.75E-01 9.80E-01 0.00 0 6.03E-01 8.52E-01 0.00 3 2.23E-02 1.83E-01 3.90 BATF2; IFNG; VTCN1
RESPONSE_TO_TYPE_I_INTERFERON DEGs_Pso_&_AD 48 22 2.92E-11 9.13E-09 4.89 IFI27; IFI35; IFI6; IFI                   2 8.71E-01 9.80E-01 0.47 GBP2; PSM 1 3.45E-01 8.52E-01 1.36 IFNAR2 2 5.82E-01 9.91E-01 0.81 IFIT1; STAT1
RESPONSE_TO_VIRUS DEGs_Pso_&_AD 200 56 1.91E-14 1.89E-11 2.98 APOBEC3A; APOBEC3                                                       16 6.49E-01 9.50E-01 0.91 ABCC9; AP               2 7.04E-01 8.52E-01 0.65 IFNAR2; O 12 2.79E-01 7.03E-01 1.17 ACE2; CXCL12; DMBT1; GATA3; GBP1; IFIT1; IFNG; IL23A; IRAK3; STAT1; TBX21; TLR7
RETINOL_METABOLISM DEGs_Pso_&_AD 49 11 3.22E-03 4.65E-02 2.39 DHRS9; UGT2A1; AD         4 5.38E-01 9.17E-01 0.92 CYP2A6; R   1 3.52E-01 8.52E-01 1.33 CYP2C9 3 3.53E-01 7.62E-01 1.19 CYP2C18; CYP4A11; CYP3A43
REVERSIBLE_HYDRATION_OF_CARBON_DI DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 CA13; CA1; CA3; CA9 1 4.11E-01 9.08E-01 1.13 CA6 1 7.63E-02 6.85E-01 6.54 CA4 1 2.50E-01 6.86E-01 1.95 CA2
SCAVENGER_RECEPTOR_ACTIVITY DEGs_Pso_&_AD 42 10 2.97E-03 4.37E-02 2.54 CD5L; CD6; HPN; LGA       4 4.13E-01 9.08E-01 1.08 ENDOU; E   0 7.39E-01 8.53E-01 0.00 3 2.67E-01 6.90E-01 1.39 COLEC12; DMBT1; TMPRSS2
SEQUESTERING_AND_PHOSPHORYLATION DEGs_Pso_&_AD 10 4 5.71E-03 6.98E-02 4.26 FGR; LYN; CD3G; CD2 2 1.35E-01 7.54E-01 2.27 FCGR1A; F 0 5.71E-01 8.52E-01 0.00 1 2.50E-01 6.86E-01 1.95 FCGR3A
SERINE_HYDROLASE_ACTIVITY DEGs_Pso_&_AD 142 33 4.80E-07 3.13E-05 2.48 CFB; CFD; CTSC; ELAN                              17 9.82E-02 7.36E-01 1.36 APEH; C1R                2 5.06E-01 8.52E-01 0.92 DPP6; PRO 11 8.74E-02 3.85E-01 1.51 AADAC; ACHE; DPP4; GZMH; HTRA3; KLK14; PAMR1; PCSK2; TMPRSS11F; TMPRSS2; TPSD1
SERINE_TYPE_ENDOPEPTIDASE_ACTIVITY DEGs_Pso_&_AD 120 32 2.26E-08 2.27E-06 2.84 CFB; CFD; CTSC; ELAN                             14 1.39E-01 7.57E-01 1.32 APEH; C1R             1 6.97E-01 8.52E-01 0.54 PROC 9 1.26E-01 4.67E-01 1.46 DPP4; GZMH; HTRA3; KLK14; PAMR1; PCSK2; TMPRSS11F; TMPRSS2; TPSD1
SERINE_TYPE_ENDOPEPTIDASE_INHIBITOR DEGs_Pso_&_AD 82 17 9.32E-04 1.76E-02 2.21 OVOS2; PI3; RECK; SE              11 8.05E-02 6.87E-01 1.52 COL28A1; C          2 2.44E-01 8.52E-01 1.59 AMBP; SER 8 4.16E-02 2.62E-01 1.90 A2ML1; PAPLN; SERPINB12; SERPINB7; SLPI; TFPI2; WFDC2; WFDC3
SERINE_TYPE_PEPTIDASE_ACTIVITY DEGs_Pso_&_AD 139 33 2.83E-07 2.02E-05 2.53 CFB; CFD; CTSC; ELAN                              17 8.44E-02 7.01E-01 1.39 APEH; C1R                2 4.94E-01 8.52E-01 0.94 DPP6; PRO 9 2.31E-01 6.84E-01 1.26 DPP4; GZMH; HTRA3; KLK14; PAMR1; PCSK2; TMPRSS11F; TMPRSS2; TPSD1
SPONGIOTROPHOBLAST_LAYER_DEVELOPMDEGs_Pso_&_AD 11 4 8.45E-03 9.31E-02 3.88 ADM; LIF; PLAC1; SOC 0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 0 7.20E-01 1.00E+00 0.00
SULFOTRANSFERASE_ACTIVITY DEGs_Pso_&_AD 43 11 1.03E-03 1.90E-02 2.73 CHST1; DSEL; GAL3ST         5 2.52E-01 8.30E-01 1.32 CHST11; C    1 3.13E-01 8.52E-01 1.52 HS3ST4 5 4.47E-02 2.75E-01 2.27 GAL3ST4; HS6ST2; SULT1B1; SULT1E1; SULT4A1
SYSTEMIC_LUPUS_ERYTHEMATOSUS DEGs_Pso_&_AD 111 22 3.91E-04 8.83E-03 2.11 HIST2H3C; ELANE; HI                    29 4.21E-08 2.50E-04 2.96 FCGR1A; F                            2 3.75E-01 8.52E-01 1.18 ACTN1; CD 4 7.54E-01 1.00E+00 0.70 FCGR3A; FCGR3B; GRIN2A; IFNG
T_CELL_ACTIVATION DEGs_Pso_&_AD 172 41 1.04E-08 1.21E-06 2.54 BATF; BCL3; BLM; CA                                      9 9.59E-01 9.98E-01 0.59 BCL2; EOM        8 3.18E-03 3.08E-01 3.04 DOCK2; IKZ       9 4.57E-01 8.65E-01 1.02 CD1C; CXCL12; DPP4; FZD5; GATA3; IFNG; IL23A; ITGAM; TBX21
T_CELL_ACTIVATION_INVOLVED_IN_IMMU DEGs_Pso_&_AD 27 8 1.55E-03 2.59E-02 3.16 BATF; BCL3; ICAM1; I     2 5.66E-01 9.22E-01 0.84 EOMES; RA 1 2.02E-01 8.01E-01 2.42 RELB 3 1.03E-01 4.23E-01 2.17 CD1C; GATA3; IFNG
T_CELL_COSTIMULATION DEGs_Pso_&_AD 54 14 2.17E-04 5.45E-03 2.76 CARD11; CCL19; CD24            2 9.12E-01 9.85E-01 0.42 ICOSLG; TR 1 3.83E-01 8.52E-01 1.21 GRAP2 3 4.14E-01 8.21E-01 1.08 DPP4; KLRK1; MAP3K14
T_CELL_DIFFERENTIATION DEGs_Pso_&_AD 99 22 6.75E-05 2.21E-03 2.37 BATF; BCL3; BLM; CA                   6 8.31E-01 9.80E-01 0.69 BCL2; EOM     6 2.47E-03 3.02E-01 3.96 DOCK2; IKZ     4 6.67E-01 1.00E+00 0.79 FZD5; GATA3; IFNG; TBX21
T_CELL_MEDIATED_IMMUNITY DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 CD8A; CRTAM; CTSC;  1 5.96E-01 9.30E-01 0.71 RAB27A 0 6.09E-01 8.52E-01 0.00 1 3.83E-01 7.81E-01 1.22 GATA3
T_CELL_PROLIFERATION DEGs_Pso_&_AD 36 9 3.17E-03 4.61E-02 2.66 CRIP3; CRTAM; CXCR4       0 9.82E-01 1.00E+00 0.00 2 6.10E-02 6.85E-01 3.63 DOCK2; TN 3 1.96E-01 6.09E-01 1.62 CXCL12; IL23A; ITGAM
T_CELL_RECEPTOR_COMPLEX DEGs_Pso_&_AD 14 6 5.82E-04 1.21E-02 4.57 CARD11; CD247; CD3    0 8.63E-01 9.80E-01 0.00 1 1.06E-01 6.85E-01 4.67 TRAT1 0 7.61E-01 1.00E+00 0.00
T_CELL_SELECTION DEGs_Pso_&_AD 25 7 4.08E-03 5.46E-02 2.98 CARD11; CCR7; CD28;    2 5.21E-01 9.17E-01 0.91 BCL2; ITPK 1 1.88E-01 7.78E-01 2.61 DOCK2 1 5.51E-01 9.57E-01 0.78 GATA3
TCR_SIGNALING DEGs_Pso_&_AD 31 9 1.00E-03 1.86E-02 3.09 ITK; LCK; LCP2; PRKCQ      0 9.72E-01 1.00E+00 0.00 2 4.63E-02 6.39E-01 4.22 TRAT1; GR 0 9.02E-01 1.00E+00 0.00
THYMIC_T_CELL_SELECTION DEGs_Pso_&_AD 18 6 2.72E-03 4.09E-02 3.55 CARD11; CCR7; CD28;   1 6.45E-01 9.50E-01 0.63 ITPKB 1 1.36E-01 6.95E-01 3.63 DOCK2 1 4.24E-01 8.24E-01 1.08 GATA3
THYROID_HORMONE_METABOLIC_PROCES DEGs_Pso_&_AD 16 5 7.72E-03 8.80E-02 3.33 DIO3; FOXE1; GCNT4   1 5.96E-01 9.30E-01 0.71 DIO1 1 1.21E-01 6.86E-01 4.09 DUOX1 3 2.67E-02 2.01E-01 3.65 DIO2; SLC5A5; SULT1B1
TRANSFERASE_ACTIVITY__TRANSFERRING DEGs_Pso_&_AD 52 11 5.25E-03 6.72E-02 2.25 CHST1; DSEL; GAL3ST         5 3.99E-01 9.08E-01 1.09 CHST11; C    1 3.70E-01 8.52E-01 1.26 HS3ST4 5 8.80E-02 3.87E-01 1.87 GAL3ST4; HS6ST2; SULT1B1; SULT1E1; SULT4A1
TYPE_I_DIABETES_MELLITUS DEGs_Pso_&_AD 35 12 2.81E-05 1.11E-03 3.65 CPE; GZMB; FASLG; I         3 4.91E-01 9.17E-01 0.97 PRF1; PTPN  0 7.09E-01 8.52E-01 0.00 3 1.85E-01 5.87E-01 1.67 IFNG; IL1B; BACH2
TYPE_I_INTERFERON_MEDIATED_SIGNALINDEGs_Pso_&_AD 47 22 1.73E-11 6.03E-09 4.99 IFI27; IFI35; IFI6; IFI                   2 8.62E-01 9.80E-01 0.48 GBP2; PSM 1 3.39E-01 8.52E-01 1.39 IFNAR2 2 5.69E-01 9.77E-01 0.83 IFIT1; STAT1
VESICLE_LUMEN DEGs_Pso_&_AD 56 12 3.36E-03 4.81E-02 2.28 ALB; CFD; EGF; FASLG         8 8.62E-02 7.01E-01 1.62 ACTN2; AL       4 6.08E-03 3.51E-01 4.67 ACTN1; TG   5 1.12E-01 4.38E-01 1.74 F13A1; FN1; PCSK2; THBS1; TIMP1
VOLTAGE_GATED_POTASSIUM_CHANNEL_ DEGs_Pso_&_AD 67 13 5.93E-03 7.23E-02 2.07 HTR3A; KCNA1; KCNA           10 5.00E-02 5.95E-01 1.69 HCN4; KCN         0 8.22E-01 8.81E-01 0.00 7 3.81E-02 2.48E-01 2.04 KCNB2; KCNC1; KCNH2; KCNH5; KCNH8; KCNJ16; KCNJ2
VOLTAGE_GATED_POTASSIUM_CHANNEL_ DEGs_Pso_&_AD 59 14 5.84E-04 1.21E-02 2.53 CNTN2; KCNA1; KCNA            7 2.04E-01 7.90E-01 1.34 ABCC9; KC      0 7.99E-01 8.73E-01 0.00 6 5.58E-02 3.01E-01 1.98 CNTNAP2; KCNB2; KCNC1; KCNH2; KCNJ16; LRRC26
AMYLOIDS DEGs_Pso_only 36 8 1.07E-02 1.12E-01 2.37 HIST1H2BB; LTF; LYZ      10 5.08E-04 8.16E-02 3.15 H2AFX; H2         1 2.65E-01 8.52E-01 1.82 CST3 0 9.25E-01 1.00E+00 0.00
ANAPHASE DEGs_Pso_only 160 10 9.18E-01 1.00E+00 0.67 AURKB; BIRC5; CDC20        29 1.02E-04 3.56E-02 2.05 APITD1; BU                            0 9.58E-01 9.65E-01 0.00 0 1.00E+00 1.00E+00 0.00
ANTIGEN_PROCESSING_AND_PRESENTATI DEGs_Pso_only 143 8 9.46E-01 1.00E+00 0.60 AP1S3; CD36; FCER1G      26 2.08E-04 5.68E-02 2.06 AP2S1; CA                         1 7.68E-01 8.62E-01 0.46 NCF1 2 9.88E-01 1.00E+00 0.27 CTSE; FCGR1B
ANTIGEN_PROCESSING_AND_PRESENTATI DEGs_Pso_only 141 8 9.41E-01 1.00E+00 0.60 AP1S3; CD36; FCER1G      26 1.64E-04 5.14E-02 2.09 AP2S1; CA                         1 7.63E-01 8.60E-01 0.46 NCF1 2 9.87E-01 1.00E+00 0.28 CTSE; FCGR1B
ANTIGEN_PROCESSING_AND_PRESENTATI DEGs_Pso_only 71 6 5.85E-01 9.98E-01 0.90 CD36; FCER1G; PSMB    16 2.43E-04 6.27E-02 2.55 CALR; CYB               1 4.81E-01 8.52E-01 0.92 NCF1 1 9.31E-01 1.00E+00 0.27 FCGR1B
ANTIGEN_PROCESSING_AND_PRESENTATI DEGs_Pso_only 67 5 6.87E-01 1.00E+00 0.80 CD36; PSMB10; PSMB   15 3.94E-04 7.52E-02 2.54 CALR; CYB              1 4.59E-01 8.52E-01 0.98 NCF1 1 9.18E-01 1.00E+00 0.29 FCGR1B
ARGININE_AND_PROLINE_METABOLISM DEGs_Pso_only 49 3 7.69E-01 1.00E+00 0.65 CKMT1B; NOS2; CKMT 12 5.69E-04 8.90E-02 2.77 CKM; ALDH           2 1.06E-01 6.85E-01 2.67 MAOB; OD 4 1.74E-01 5.67E-01 1.59 GLUL; ARG1; ARG2; PRODH
CHROMOSOME_SEGREGATION DEGs_Pso_only 135 9 8.61E-01 1.00E+00 0.71 AURKB; BIRC5; CCNB       28 1.03E-05 6.13E-03 2.35 APITD1; BU                           1 7.46E-01 8.55E-01 0.48 HORMAD1 2 9.83E-01 1.00E+00 0.29 STRA8; TEX11
CONDENSED_CHROMOSOME DEGs_Pso_only 163 11 8.78E-01 1.00E+00 0.72 AURKB; BIRC5; BLM;        32 8.86E-06 5.85E-03 2.22 ADD3; API                               0 9.60E-01 9.67E-01 0.00 1 9.99E-01 1.00E+00 0.12 TEX11
CONDENSED_CHROMOSOME__CENTROME DEGs_Pso_only 84 7 6.10E-01 1.00E+00 0.89 AURKB; BIRC5; CCNB     21 5.70E-06 4.23E-03 2.83 APITD1; BU                    0 8.64E-01 9.01E-01 0.00 0 9.94E-01 1.00E+00 0.00
CONDENSED_CHROMOSOME_KINETOCHO DEGs_Pso_only 80 6 7.03E-01 1.00E+00 0.80 BIRC5; CCNB1; CENPN    21 2.44E-06 2.08E-03 2.97 APITD1; BU                    0 8.55E-01 8.97E-01 0.00 0 9.93E-01 1.00E+00 0.00
CONDENSED_NUCLEAR_CHROMOSOME DEGs_Pso_only 65 5 6.60E-01 1.00E+00 0.82 AURKB; BLM; CCNB1;  16 7.94E-05 3.15E-02 2.79 ADD3; BU               0 8.17E-01 8.79E-01 0.00 1 9.11E-01 1.00E+00 0.30 TEX11
CONDENSED_NUCLEAR_CHROMOSOME__ DEGs_Pso_only 13 2 2.32E-01 6.86E-01 1.64 AURKB; CCNB1 6 2.54E-04 6.30E-02 5.23 BUB1; BUB     0 5.91E-01 8.52E-01 0.00 0 7.48E-01 1.00E+00 0.00
CONTRACTILE_FIBER DEGs_Pso_only 164 17 3.23E-01 8.18E-01 1.10 ANKRD2; CACNA1S; C               35 4.59E-07 6.82E-04 2.42 ABCC9; AB                                  2 5.89E-01 8.52E-01 0.80 ACTN1; CS 12 1.08E-01 4.27E-01 1.43 ABLIM2; ANK2; DMD; IGFN1; JPH2; KRT19; MYH13; NRAP; SORBS2; SYNM; TNNC2; TNNT1
CONTRACTILE_FIBER_PART DEGs_Pso_only 148 15 3.65E-01 8.77E-01 1.08 ANKRD2; CACNA1S; C             32 1.00E-06 1.19E-03 2.45 ABCC9; AB                               1 7.82E-01 8.67E-01 0.44 ACTN1 10 1.84E-01 5.87E-01 1.32 ANK2; DMD; IGFN1; JPH2; KRT19; MYH13; SORBS2; SYNM; TNNC2; TNNT1
ELECTRON_CARRIER_ACTIVITY DEGs_Pso_only 144 18 1.04E-01 4.58E-01 1.33 CYP1A1; CYP1A2; CYP                27 9.38E-05 3.48E-02 2.12 ALDH4A1;                          7 4.20E-03 3.32E-01 3.18 CYP2C9; CY      13 2.50E-02 1.97E-01 1.76 CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; CYP4Z1; CYP4Z2P; GLDC; PTGIS; TXNDC8
GLUCOSE_METABOLISM DEGs_Pso_only 57 6 3.66E-01 8.77E-01 1.12 ENO1; ALDOB; GAPD    15 5.57E-05 2.36E-02 2.98 SLC25A10;              0 7.93E-01 8.70E-01 0.00 2 6.82E-01 1.00E+00 0.68 ENO2; FBP1
HOMOPHILIC_CELL_ADHESION DEGs_Pso_only 131 22 3.72E-03 5.19E-02 1.79 CADM3; CDH10; CDH                    29 1.85E-06 1.83E-03 2.51 CDH17; CD                            3 2.33E-01 8.33E-01 1.50 CDH18; PC  7 4.35E-01 8.40E-01 1.04 CDH16; CDH19; DCHS2; DSG4; L1CAM; PTPRT; RET
I_BAND DEGs_Pso_only 93 5 9.12E-01 1.00E+00 0.57 ANKRD2; CACNA1S; F   21 3.07E-05 1.50E-02 2.56 ACTC1; ACT                    1 5.90E-01 8.52E-01 0.70 ACTN1 6 2.72E-01 6.90E-01 1.26 ANK2; DMD; IGFN1; JPH2; KRT19; SORBS2
IRON_ION_HOMEOSTASIS DEGs_Pso_only 81 7 5.70E-01 9.94E-01 0.92 CYBRD1; LCN2; LTF; S    17 3.99E-04 7.52E-02 2.38 ALAS2; AT                1 5.33E-01 8.52E-01 0.81 TCIRG1 4 5.03E-01 9.08E-01 0.96 ATP6V0A4; ATP6V1B1; MFI2; SOD2
KINESINS DEGs_Pso_only 24 2 5.33E-01 9.68E-01 0.89 KIF20A; KIF4A 8 4.27E-04 7.52E-02 3.78 CENPE; KIF       0 6.55E-01 8.52E-01 0.00 0 8.59E-01 1.00E+00 0.00
KINETOCHORE DEGs_Pso_only 103 6 8.95E-01 1.00E+00 0.62 BIRC5; CCNB1; CENPN    21 1.49E-04 4.91E-02 2.31 APITD1; BU                    0 8.98E-01 9.21E-01 0.00 0 9.98E-01 1.00E+00 0.00
MITOTIC_PROMETAPHASE DEGs_Pso_only 103 9 5.71E-01 9.95E-01 0.93 AURKB; BIRC5; CCNB       20 4.11E-04 7.52E-02 2.20 APITD1; BU                   0 8.98E-01 9.21E-01 0.00 0 9.98E-01 1.00E+00 0.00
MITOTIC_SPINDLE_ORGANIZATION DEGs_Pso_only 32 2 7.02E-01 1.00E+00 0.67 AURKB; MYBL2 11 3.19E-05 1.50E-02 3.90 ARHGEF10           0 6.95E-01 8.52E-01 0.00 0 9.08E-01 1.00E+00 0.00
MYOFIBRIL DEGs_Pso_only 153 15 4.15E-01 9.32E-01 1.05 ANKRD2; CACNA1S; C             34 2.41E-07 6.01E-04 2.52 ABCC9; AB                                 1 7.94E-01 8.72E-01 0.43 ACTN1 12 7.30E-02 3.44E-01 1.53 ABLIM2; ANK2; DMD; IGFN1; JPH2; KRT19; MYH13; NRAP; SORBS2; SYNM; TNNC2; TNNT1
PROTEASOME_CORE_COMPLEX DEGs_Pso_only 18 2 3.75E-01 8.81E-01 1.18 PSMB10; PSMB9 7 3.08E-04 7.05E-02 4.41 PSMA3; PS      0 6.21E-01 8.52E-01 0.00 0 8.06E-01 1.00E+00 0.00
SARCOMERE DEGs_Pso_only 134 14 3.26E-01 8.22E-01 1.11 ANKRD2; CACNA1S; C            31 3.03E-07 6.01E-04 2.62 ABCC9; AB                              1 7.43E-01 8.54E-01 0.49 ACTN1 8 3.16E-01 7.23E-01 1.16 ANK2; DMD; IGFN1; JPH2; KRT19; SORBS2; TNNC2; TNNT1
SISTER_CHROMATID_SEGREGATION DEGs_Pso_only 53 4 6.54E-01 1.00E+00 0.80 CCNB1; DLGAP5; NCA  13 3.47E-04 7.52E-02 2.78 CDCA5; CE            0 7.79E-01 8.66E-01 0.00 0 9.70E-01 1.00E+00 0.00
SPINDLE_ORGANIZATION DEGs_Pso_only 77 6 6.66E-01 1.00E+00 0.83 AUNIP; AURKA; AURK    17 2.10E-04 5.68E-02 2.50 ARHGEF10                 0 8.48E-01 8.96E-01 0.00 0 9.91E-01 1.00E+00 0.00
SYSTEMIC_LUPUS_ERYTHEMATOSUS DEGs_Pso_only 111 22 3.91E-04 8.83E-03 2.11 HIST2H3C; ELANE; HI                    29 4.21E-08 2.50E-04 2.96 FCGR1A; F                            2 3.75E-01 8.52E-01 1.18 ACTN1; CD 4 7.54E-01 1.00E+00 0.70 FCGR3A; FCGR3B; GRIN2A; IFNG
THREONINE_TYPE_ENDOPEPTIDASE_ACTIV DEGs_Pso_only 19 2 4.03E-01 9.15E-01 1.12 PSMB10; PSMB9 7 4.56E-04 7.52E-02 4.17 PSMA3; PS      0 6.27E-01 8.52E-01 0.00 0 8.16E-01 1.00E+00 0.00
THREONINE_TYPE_PEPTIDASE_ACTIVITY DEGs_Pso_only 19 2 4.03E-01 9.15E-01 1.12 PSMB10; PSMB9 7 4.56E-04 7.52E-02 4.17 PSMA3; PS      0 6.27E-01 8.52E-01 0.00 0 8.16E-01 1.00E+00 0.00
VOLTAGE_GATED_CATION_CHANNEL_ACTI DEGs_Pso_only 111 19 5.21E-03 6.68E-02 1.82 ASIC2; CACNA1H; CAC                 21 4.39E-04 7.52E-02 2.14 CACNA1F;                    2 3.75E-01 8.52E-01 1.18 CACNA1I; S 9 8.77E-02 3.87E-01 1.58 CACNA2D3; KCNB2; KCNC1; KCNH2; KCNH5; KCNH8; KCNJ16; KCNJ2; SCN9A
Z_DISC DEGs_Pso_only 80 2 9.90E-01 1.00E+00 0.27 FHOD3; SLC8A1 19 3.29E-05 1.50E-02 2.69 ACTN2; AD                  1 5.28E-01 8.52E-01 0.82 ACTN1 6 1.72E-01 5.63E-01 1.46 ANK2; DMD; IGFN1; JPH2; KRT19; SORBS2
CYTOKINE_ACTIVITY DEGs_AD_only 168 57 6.35E-19 1.89E-15 3.62 AREG; BMP3; BMP5;                                                      11 8.51E-01 9.80E-01 0.74 C1QTNF4;          11 3.32E-05 3.95E-02 4.28 CCL23; CD4          24 3.32E-06 7.35E-04 2.78 ADIPOQ; BMP4; CCL1; CCL13; CCL26; CCL3L1; CD70; CLCF1; CXCL12; CXCL5; FAM3D; IFNG; IL13; IL17A; IL17F; IL1B; IL23A; IL33; IL36RN; IL9; NDP; TNFSF11; TNFSF12; TNFSF9
CYTOKINE_CYTOKINE_RECEPTOR_INTERAC DEGs_AD_only 229 73 5.53E-22 3.29E-18 3.40 CXCL13; IL24; CCR1; C                                                                      17 7.69E-01 9.80E-01 0.84 CXCR6; FIG                17 5.10E-08 3.03E-04 4.85 IL22RA2; C                27 3.30E-05 3.71E-03 2.30 CCL26; EDAR; CCR3; CCR8; IL23R; CLCF1; IFNG; IL1B; IL9; CXCR2; IL11RA; IL13; IL17A; LIFR; IL23A; PDGFC; CCL1; CCL3L1; CCL13; CXCL5; CXCL12; BMP4; BMPR1B; TNFSF11; TNFSF12; TNFSF9; CD70
CYTOKINE_RECEPTOR_BINDING DEGs_AD_only 182 46 1.75E-10 4.31E-08 2.69 CCL17; CCL18; CCL19;                                           10 9.50E-01 9.94E-01 0.62 CCL24; FIG         12 1.42E-05 2.82E-02 4.31 BAMBI; CC           25 4.37E-06 8.95E-04 2.68 CCL1; CCL13; CCL26; CCL3L1; CCRL2; CD70; CLCF1; CXCL12; CXCL5; GATA3; IFNG; IL13; IL17F; IL1B; IL23A; IL23R; IL36RN; IL9; ITGB3; LIFR; NTF3; STAT1; TNFSF11; TNFSF12; TNFSF9
GROWTH_FACTOR_ACTIVITY DEGs_AD_only 130 19 2.64E-02 2.12E-01 1.56 AREG; BMP3; BMP5;                18 2.82E-02 5.24E-01 1.57 ANGPTL3;                 9 1.03E-04 8.71E-02 4.53 CECR1; CSF        21 1.73E-06 4.89E-04 3.15 BMP4; CLCF1; CXCL12; DKK1; ESM1; FGF10; FGF13; FGF17; FGF7; GDNF; IL1B; IL9; NDP; NOV; NRG2; NRG3; NRTN; NTF3; PDGFC; TGFA; THBS4
LEUKOCYTE_CELL_CELL_ADHESION DEGs_AD_only 36 10 8.25E-04 1.59E-02 2.96 CCL5; ICAM1; ITGAL;       1 9.02E-01 9.84E-01 0.31 TNIP1 7 5.40E-07 1.61E-03 12.71 CD209; CD      4 7.33E-02 3.44E-01 2.17 CERCAM; IL1B; ITGAM; L1CAM
LEUKOCYTE_MIGRATION DEGs_AD_only 195 45 6.18E-09 7.82E-07 2.46 ADAM8; AMICA1; CCL                                           15 7.03E-01 9.79E-01 0.87 ARTN; ATP              12 2.84E-05 3.95E-02 4.02 CCL23; DO           18 8.57E-03 1.11E-01 1.80 ATP1B1; ATP1B2; CCL13; CCR3; CXCR2; EDN2; FN1; GATA3; GRB14; IFNG; IL1B; ITGAM; ITGB3; L1CAM; RET; SLC7A11; TBX21; TNFSF11
MYELOID_DENDRITIC_CELL_ACTIVATION DEGs_AD_only 16 3 1.20E-01 5.03E-01 2.00 BATF; BATF3; CSF2 2 2.91E-01 8.58E-01 1.42 DHRS2; PY 4 4.36E-05 4.31E-02 16.34 CAMK4; DO   1 3.83E-01 7.81E-01 1.22 BATF2
ACIDIC_AMINO_ACID_TRANSMEMBRANE_ DEGs_Pso_vs_AD 11 2 1.77E-01 5.96E-01 1.94 SLC17A7; SLC1A7 0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 4 9.12E-04 3.10E-02 7.09 SLC1A1; SLC1A2; SLC1A6; SLC7A11
ACIDIC_AMINO_ACID_TRANSPORT DEGs_Pso_vs_AD 17 2 3.46E-01 8.46E-01 1.25 SLC17A7; SLC1A7 0 8.96E-01 9.84E-01 0.00 0 6.15E-01 8.52E-01 0.00 4 5.44E-03 8.69E-02 4.59 SLC1A1; SLC1A2; SLC1A6; SLC6A1
ACTIVATED_POINT_MUTANTS_OF_FGFR2 DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 3 2.98E-02 5.24E-01 3.40 FGF1; FGF  0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 FGF7; FGF10; FGF17
ACTIVATION_OF_PROTEIN_KINASE_B_ACT DEGs_Pso_vs_AD 15 1 5.95E-01 9.98E-01 0.71 WNT5A 2 2.64E-01 8.30E-01 1.51 ANG; PDG 0 6.03E-01 8.52E-01 0.00 4 3.32E-03 6.35E-02 5.20 ADRA2B; DYNAP; NTF3; NTRK3
ACTIVATION_OF_TRANSMEMBRANE_RECE DEGs_Pso_vs_AD 10 3 3.50E-02 2.43E-01 3.20 CHRNA3; EGF; PRLR 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 ADRB2; NRG3; PDGFC
ACTIVE_TRANSMEMBRANE_TRANSPORTERDEGs_Pso_vs_AD 274 28 3.09E-01 8.06E-01 1.09 ABCB11; ABCB5; AQP                          33 3.41E-02 5.54E-01 1.36 ABCA8; AB                                6 1.86E-01 7.78E-01 1.43 SLC16A12;     33 3.12E-06 7.35E-04 2.35 ABCA3; ABCA4; ATP10B; ATP13A4; ATP1B1; ATP1B2; ATP2B2; CLCN4; FXYD2; SLC12A7; SLC13A2; SLC16A6; SLC16A9; SLC1A1; SLC1A2; SLC1A6; SLC22A16; SLC23A2; SLC26A2; SLC26A4; SLC26A7; SLC28A2; SLC34A2; SLC4A4; SLC5A11; SLC5A5; SLC6A1; SLC6A2; SLC6A20; SLC7A11; SLC8A3; SLC9A4; SLC9C1
ADDITION_OF_GALACTOSE_TO_THE_TN_A DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 MUC21; MUC4 0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 MUC20 6 1.62E-06 4.82E-04 11.69 MUCL1; MUC1; MUC6; MUC7; MUC5B; MUC16
ADDITION_OF_GALNAC_TO_THE_TN_ANTI DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 MUC21; MUC4 0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 MUC20 6 1.62E-06 4.82E-04 11.69 MUCL1; MUC1; MUC6; MUC7; MUC5B; MUC16
ADDITION_OF_GLCNAC_TO_THE_TN_ANTI DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 MUC21; MUC4 0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 MUC20 6 1.62E-06 4.82E-04 11.69 MUCL1; MUC1; MUC6; MUC7; MUC5B; MUC16
ADDITION_OF_GLCNAC_TO_THE_TN_ANTI DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 MUC21; MUC4 0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 MUC20 6 1.62E-06 4.82E-04 11.69 MUCL1; MUC1; MUC6; MUC7; MUC5B; MUC16
ADENYLATE_CYCLASE_ACTIVATING_G_PRO DEGs_Pso_vs_AD 37 6 9.09E-02 4.26E-01 1.73 ADCYAP1; ADM2; AD    2 7.48E-01 9.80E-01 0.61 GALR1; PT 0 7.18E-01 8.52E-01 0.00 7 1.46E-03 4.01E-02 3.69 ADCY2; ADCY8; ADRB2; CRHR1; DRD1; GCGR; PTGER2
ADENYLATE_CYCLASE_MODULATING_G_PRDEGs_Pso_vs_AD 87 13 4.65E-02 2.86E-01 1.59 ADCYAP1; ADM2; AD           3 9.70E-01 1.00E+00 0.39 GALR1; PT  0 8.70E-01 9.05E-01 0.00 12 1.02E-03 3.28E-02 2.69 ADCY2; ADCY8; ADRB2; CCR3; CRHR1; DRD1; GALR2; GCGR; GRIK3; PTGDR2; PTGER2; PTGER3
AMEBOIDAL_CELL_MIGRATION DEGs_Pso_vs_AD 65 7 3.36E-01 8.38E-01 1.15 AMOT; CXCR4; ERBB4     6 4.33E-01 9.08E-01 1.05 EDN3; HIF     0 8.17E-01 8.79E-01 0.00 10 1.04E-03 3.30E-02 3.00 CXCL12; FGF10; FOXD3; GDNF; ISL1; MESP1; NRTN; RET; SOX8; TWIST1
AMINO_ACID_AND_OLIGOPEPTIDE_SLC_TRDEGs_Pso_vs_AD 42 7 6.64E-02 3.58E-01 1.78 SLC7A9; SLC6A14; SLC     6 1.17E-01 7.54E-01 1.62 SLC25A10;     0 7.39E-01 8.53E-01 0.00 8 6.93E-04 2.77E-02 3.71 SLC16A10; SLC7A11; SLC6A20; SLC1A1; SLC1A2; SLC1A6; SLC5A5; SLC43A1
AMINO_ACID_TRANSMEMBRANE_TRANSP DEGs_Pso_vs_AD 57 9 6.01E-02 3.34E-01 1.68 SLC17A7; SLC1A5; SLC       5 4.81E-01 9.14E-01 0.99 OCA2; SLC2    3 3.39E-02 5.67E-01 3.44 PDPN; SLC  8 5.28E-03 8.69E-02 2.73 SLC1A1; SLC1A2; SLC1A6; SLC22A16; SLC43A1; SLC6A1; SLC6A20; SLC7A11
ANCHORED_TO_MEMBRANE DEGs_Pso_vs_AD 120 27 9.08E-06 4.35E-04 2.40 ALPL; CD177; CD2; CD                        13 2.16E-01 7.91E-01 1.23 BST2; CEAC            2 4.14E-01 8.52E-01 1.09 CA4; GGT5 18 2.51E-05 3.11E-03 2.92 ACHE; CEACAM5; CNTN3; FCGR3B; FOLR1; GFRA3; GPC3; GPC6; LYPD2; MDGA2; MFI2; NTNG2; PSCA; RGMA; RTN4RL2; THY1; VNN1; VNN2
ANGIOGENESIS DEGs_Pso_vs_AD 254 28 1.82E-01 6.06E-01 1.18 ADAM8; ADM2; ANG                          20 6.97E-01 9.76E-01 0.89 ANG; CD34                   6 1.45E-01 7.10E-01 1.54 COL15A1;     30 1.24E-05 1.79E-03 2.30 ADRA2B; ANPEP; BMP4; BMPER; CCBE1; COL8A1; CSPG4; CXCL12; CYP1B1; ESM1; FGF10; FGFR1; FN1; FZD5; GPLD1; HPSE; ID1; ITGB3; MMP19; NR4A1; NRXN1; NRXN3; PIK3R6; PLXDC1; SLIT2; TGFA; THBS1; THY1; TNFSF12; WARS
ANIONCATION_SYMPORTER_ACTIVITY DEGs_Pso_vs_AD 28 5 7.92E-02 3.95E-01 1.90 SLC12A3; SLC17A7; SL   3 3.43E-01 8.98E-01 1.21 SLC12A1; S  1 2.09E-01 8.06E-01 2.33 SLC20A1 8 3.22E-05 3.68E-03 5.57 SLC12A7; SLC13A2; SLC1A1; SLC1A2; SLC1A6; SLC34A2; SLC4A4; SLC5A5
ANION_CHANNEL_ACTIVITY DEGs_Pso_vs_AD 61 7 2.78E-01 7.60E-01 1.22 APOL1; CLCN1; GABR     3 8.56E-01 9.80E-01 0.56 CLCA2; CLC  0 8.05E-01 8.75E-01 0.00 10 6.20E-04 2.60E-02 3.19 ANO1; BEST2; BEST3; CLCA3P; CLCN4; CLIC6; GABRB2; GABRG3; GABRP; SLC26A7
ANION_TRANSMEMBRANE_TRANSPORTER DEGs_Pso_vs_AD 201 31 2.99E-03 4.40E-02 1.64 ABCB11; APOL1; AQP                             15 7.46E-01 9.80E-01 0.85 ABCC3; CLC              5 1.42E-01 7.06E-01 1.63 PDPN; SLC    30 8.43E-08 2.03E-04 2.91 ADAMTS8; ANO1; BEST2; BEST3; CLCA3P; CLCN4; CLIC6; GABRB2; GABRG3; GABRP; RHCE; SLC12A7; SLC13A2; SLC16A6; SLC1A1; SLC1A2; SLC1A6; SLC22A16; SLC23A2; SLC26A2; SLC26A4; SLC26A7; SLC34A2; SLC43A1; SLC4A4; SLC5A5; SLC6A1; SLC6A20; SLC7A11; SLCO2A1
ANION_TRANSPORT DEGs_Pso_vs_AD 268 43 2.51E-04 6.14E-03 1.71 ABCB11; ALB; APBA1;                                        26 2.99E-01 8.69E-01 1.10 ABCC3; AC                         7 8.60E-02 6.85E-01 1.71 CA4; FOLR      28 2.03E-04 1.36E-02 2.04 ANO1; CA2; CLCN4; FOLR1; GABRG3; NTRK2; PTGER3; RIMS1; SLC16A10; SLC16A6; SLC1A1; SLC1A2; SLC1A6; SLC22A16; SLC23A2; SLC26A2; SLC26A4; SLC26A7; SLC34A2; SLC43A1; SLC4A4; SLC5A5; SLC6A1; SLC6A20; SLC7A11; SLCO2A1; SLCO3A1; SLCO4C1
APICAL_PART_OF_CELL DEGs_Pso_vs_AD 258 23 5.91E-01 9.98E-01 0.95 ABCB11; ABCB5; AQP                     30 6.01E-02 6.24E-01 1.32 ABCG5; AC                             11 1.38E-03 2.26E-01 2.79 CA4; DUOX          28 1.06E-04 8.77E-03 2.11 ADRB2; ANK2; ATP1B1; ATP2B2; ATP6V0A4; ATP6V1B1; CA2; CHL1; CRHR1; CSPG4; CYP4A11; CYP4F2; DPP4; EDAR; EPCAM; FN1; LRP2; MUC1; NPC1L1; OXTR; PIP; SCNN1G; SLC23A2; SLC26A4; SLC34A2; SLC6A20; SLC9A4; THY1
APICAL_PLASMA_MEMBRANE DEGs_Pso_vs_AD 194 20 3.20E-01 8.12E-01 1.10 ABCB11; ABCB5; AQP                  23 7.32E-02 6.70E-01 1.34 ABCG5; AT                      9 1.93E-03 2.86E-01 3.03 CA4; DUOX        24 3.92E-05 4.02E-03 2.41 ADRB2; ANK2; ATP1B1; ATP2B2; ATP6V0A4; ATP6V1B1; CSPG4; CYP4A11; CYP4F2; DPP4; EPCAM; FN1; LRP2; MUC1; NPC1L1; OXTR; PIP; SCNN1G; SLC23A2; SLC26A4; SLC34A2; SLC6A20; SLC9A4; THY1
APPENDAGE_DEVELOPMENT DEGs_Pso_vs_AD 136 18 6.80E-02 3.64E-01 1.41 COMP; FBN2; HAND2                15 1.82E-01 7.79E-01 1.25 AFF3; BAK              3 2.50E-01 8.52E-01 1.44 GJA5; HOX  15 2.92E-03 5.90E-02 2.15 ALX4; BMP4; BMPR1B; CRABP2; DKK1; FGF10; FGFR1; FOXL1; GLI2; GPC3; HOXA9; LMX1B; SOX11; TWIST1; WNT9A
APPENDAGE_MORPHOGENESIS DEGs_Pso_vs_AD 128 17 7.17E-02 3.71E-01 1.42 FBN2; HAND2; HOXA               15 1.28E-01 7.54E-01 1.33 AFF3; BAK              2 4.49E-01 8.52E-01 1.02 GJA5; HOX 15 1.60E-03 4.21E-02 2.28 ALX4; BMP4; BMPR1B; CRABP2; DKK1; FGF10; FGFR1; FOXL1; GLI2; GPC3; HOXA9; LMX1B; SOX11; TWIST1; WNT9A
ARACHIDONIC_ACID_METABOLIC_PROCESSDEGs_Pso_vs_AD 48 6 2.26E-01 6.86E-01 1.33 ALOX5AP; CYP1A1; CY    4 5.21E-01 9.17E-01 0.94 ABCC1; PLA   4 3.47E-03 3.08E-01 5.45 AKR1C3; CY   7 6.76E-03 9.43E-02 2.84 ALOX12B; ALOX15; CYP1B1; CYP4A11; CYP4F2; PLA2G4B; PTGIS
ARACHIDONIC_ACID_METABOLISM DEGs_Pso_vs_AD 61 9 8.54E-02 4.14E-01 1.57 PLA2G4E; CYP2J2; HP       8 1.26E-01 7.54E-01 1.49 GPX2; PLA2       5 1.35E-03 2.26E-01 5.36 CYP2C9; CY    9 2.36E-03 5.33E-02 2.88 PLA2G4B; CYP2C18; CYP4A11; ALOX12B; ALOX15; PLA2G2A; PTGIS; CYP4F2; CYP1B1
AROMATASE_ACTIVITY DEGs_Pso_vs_AD 19 5 1.69E-02 1.53E-01 2.81 CYP1A1; CYP1A2; CYP   1 6.68E-01 9.58E-01 0.60 CYP4F8 1 1.44E-01 7.06E-01 3.44 CYP4X1 6 1.50E-04 1.10E-02 6.15 CYP19A1; CYP1B1; CYP2C18; CYP3A43; CYP4B1; CYP4Z1
ASSEMBLY_OF_COLLAGEN_FIBRILS_AND_ODEGs_Pso_vs_AD 51 6 2.71E-01 7.45E-01 1.25 COL4A1; COL6A5; MM    6 2.26E-01 8.02E-01 1.33 COL1A1; CO     2 1.13E-01 6.85E-01 2.56 COL15A1; 9 6.27E-04 2.60E-02 3.44 COL4A3; COL4A4; COL6A1; COL6A2; COL8A1; COL11A1; COL6A6; LAMC2; MMP7
AUTONOMIC_NERVOUS_SYSTEM_DEVELO DEGs_Pso_vs_AD 38 4 3.83E-01 8.87E-01 1.12 FOXE1; HAND2; NTRK  2 7.62E-01 9.80E-01 0.60 KIF26A; TF 0 7.22E-01 8.52E-01 0.00 10 8.63E-06 1.32E-03 5.13 EGR2; FOXD3; GATA3; GDNF; GFRA3; NTF3; RET; SEMA3A; SOX11; SOX8
BASAL_LAMINA DEGs_Pso_vs_AD 20 0 9.30E-01 1.00E+00 0.00 2 3.97E-01 9.08E-01 1.13 ANG; LAM 0 6.33E-01 8.52E-01 0.00 5 1.62E-03 4.21E-02 4.87 ACHE; COL4A4; COLQ; LAMA4; LAMC2
BASEMENT_MEMBRANE DEGs_Pso_vs_AD 88 12 9.31E-02 4.35E-01 1.45 ALB; COL4A1; EGFL6;         9 3.10E-01 8.80E-01 1.16 ANG; CCDC        4 2.86E-02 5.30E-01 2.97 ACAN; COL   13 3.36E-04 1.88E-02 2.88 ACHE; COL4A3; COL4A4; COL8A1; COLQ; FBN1; FN1; LAMA4; LAMC2; NTN1; PAPLN; THBS4; TIMP1
BASOLATERAL_PLASMA_MEMBRANE DEGs_Pso_vs_AD 153 18 1.57E-01 5.69E-01 1.25 AQP3; AQP5; AQP9; A               16 2.34E-01 8.02E-01 1.18 ANK1; AQP               3 3.11E-01 8.52E-01 1.28 CA4; MSN; 16 3.78E-03 7.00E-02 2.04 ANK2; ATP1B1; ATP6V1B1; CA2; CEACAM5; CHRM3; EPCAM; FXYD2; NKD2; SLC16A10; SLC23A2; SLC26A7; SLC4A4; SLC9A4; SLCO4C1; TGFA
BIOLOGICAL_OXIDATIONS DEGs_Pso_vs_AD 117 18 1.85E-02 1.66E-01 1.64 ADH1B; ADH6; ADH7                16 3.97E-02 5.63E-01 1.55 GLYAT; CY               4 6.93E-02 6.85E-01 2.23 CYP2C9; CY   14 1.80E-03 4.49E-02 2.33 CYP1B1; CYP2C18; CYP4A11; CYP4B1; CYP19A1; CYP24A1; SULT4A1; SULT1B1; GSTA3; MAT1A; PTGIS; CYP3A43; SULT1E1; CYP4F2
BRANCHING_INVOLVED_IN_SALIVARY_GLADEGs_Pso_vs_AD 17 2 3.46E-01 8.46E-01 1.25 IL6; TGM2 2 3.18E-01 8.80E-01 1.33 LAMA5; PD 0 6.15E-01 8.52E-01 0.00 4 5.44E-03 8.69E-02 4.59 FGF10; FGF7; FGFR1; SEMA3A
BROWN_FAT_CELL_DIFFERENTIATION DEGs_Pso_vs_AD 26 3 3.35E-01 8.34E-01 1.23 ADRB1; LRG1; PPARG 1 7.96E-01 9.80E-01 0.44 PLAC8 0 6.65E-01 8.52E-01 0.00 5 5.55E-03 8.73E-02 3.75 ADIPOQ; ADRB2; LAMA4; MB; SLC2A4
CALCIUM_SIGNALING_PATHWAY DEGs_Pso_vs_AD 163 25 7.30E-03 8.55E-02 1.63 CYSLTR1; CHRM1; CH                       16 3.18E-01 8.80E-01 1.11 ADRA1A; F               4 1.72E-01 7.55E-01 1.60 HRH1; PLC   17 3.04E-03 6.11E-02 2.03 ADCY2; CHRM3; ADCY8; ADRB2; DRD1; GRIN2A; ATP2B2; OXTR; PLCB4; PTGER3; SLC8A3; TACR3; TNNC2; CALML3; CAMK2A; CAMK2B; CCKBR
CAMERA_TYPE_EYE_DEVELOPMENT DEGs_Pso_vs_AD 209 25 1.03E-01 4.54E-01 1.28 ALDH1A3; AQP5; CAC                       19 4.34E-01 9.08E-01 1.03 BAK1; BFS                  3 5.10E-01 8.52E-01 0.94 IKZF1; TGF  22 7.91E-04 2.96E-02 2.05 ACHE; BMP4; BMPR1B; CDON; COL8A1; CYP1B1; DSCAM; FGF10; FOXL1; FZD5; GATA3; LMX1B; NDP; RBP4; SLC7A11; SOX11; SOX8; STRA6; THY1; TWIST1; WNT7B; WNT9A
CAMERA_TYPE_EYE_MORPHOGENESIS DEGs_Pso_vs_AD 79 10 1.61E-01 5.76E-01 1.35 ALDH1A3; AQP5; EPH        6 6.31E-01 9.50E-01 0.86 BAK1; CAL     1 5.23E-01 8.52E-01 0.83 VEGFA 11 1.46E-03 4.01E-02 2.71 BMP4; CDON; COL8A1; DSCAM; RBP4; SOX11; SOX8; STRA6; THY1; TWIST1; WNT9A
CARBOHYDRATE_DERIVATIVE_BINDING DEGs_Pso_vs_AD 172 34 1.52E-05 6.57E-04 2.11 APOE; BGN; CCL2; CC                               24 1.27E-02 4.16E-01 1.58 ANG; C1QB                       6 3.28E-02 5.67E-01 2.28 ACAN; CCL     28 3.31E-08 1.97E-04 3.17 ABI3BP; ADAMTS8; ADIPOQ; BMP4; CFH; DPYSL3; FBLN7; FGF10; FGF7; FGFR1; FN1; HAPLN1; ITGAM; L1CAM; LAMC2; LYVE1; PCOLCE2; PGLYRP4; POSTN; PRELP; RSPO4; SFRP1; SLIT2; ST8SIA2; THBS1; THBS4; TNFAIP6; TNXB
CARBOXYLIC_ACID_TRANSMEMBRANE_TR DEGs_Pso_vs_AD 90 13 5.85E-02 3.27E-01 1.54 ABCB11; AQP9; SLC16           7 6.18E-01 9.45E-01 0.88 OCA2; SLC      3 1.04E-01 6.85E-01 2.18 PDPN; SLC  13 4.21E-04 2.20E-02 2.81 SLC13A2; SLC16A6; SLC1A1; SLC1A2; SLC1A6; SLC22A16; SLC23A2; SLC26A7; SLC43A1; SLC6A1; SLC6A20; SLC7A11; SLCO2A1
CARTILAGE_DEVELOPMENT DEGs_Pso_vs_AD 127 20 1.09E-02 1.14E-01 1.68 BMP3; BMP5; CHAD;                 10 6.33E-01 9.50E-01 0.89 CHST11; CO         6 8.40E-03 3.73E-01 3.09 ACAN; HOX     14 3.88E-03 7.10E-02 2.15 BMP4; BMPR1B; CHRDL2; COL11A1; FGFR1; FOXD3; FOXL1; GPLD1; IL17F; RARA; SULF1; SULF2; THBS1; WNT7B
CATECHOLAMINE_BINDING DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 ADRB1; DRD4 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 ADRA2B; ADRB2; DRD1
CATIONAMINO_ACID_SYMPORTER_ACTIVITDEGs_Pso_vs_AD 10 1 4.33E-01 9.32E-01 1.07 SLC6A11 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 SLC1A1; SLC1A2; SLC6A1
CELL_CELL_SIGNALING_INVOLVED_IN_CELL DEGs_Pso_vs_AD 30 5 1.01E-01 4.54E-01 1.78 HOXA11; HOXC11; SO   1 8.47E-01 9.80E-01 0.38 FGF1 0 6.85E-01 8.52E-01 0.00 6 2.17E-03 5.04E-02 3.90 BMP4; FGF10; FGFR1; FZD5; GDNF; SOX8
CELL_FATE_COMMITMENT DEGs_Pso_vs_AD 177 17 4.46E-01 9.48E-01 1.02 BATF; ERBB4; GAP43               16 4.46E-01 9.08E-01 1.02 BCL2; CYP2               2 6.34E-01 8.52E-01 0.74 RAG2; TGF 22 7.33E-05 6.32E-03 2.42 BMP4; CDON; FGF10; FGF13; FGFR1; FOXA1; FOXI1; FOXI2; FOXI3; FZD5; GATA3; GDNF; GLI2; ISL1; MESP1; NTF3; NTRK3; RARA; SFRP1; SOX8; WNT7B; WNT9A
CELL_FATE_SPECIFICATION DEGs_Pso_vs_AD 43 4 4.81E-01 9.56E-01 0.99 GSX2; HOXA11; SOX2  2 8.24E-01 9.80E-01 0.53 EOMES; PO 0 7.43E-01 8.54E-01 0.00 8 8.17E-04 2.97E-02 3.63 CDON; FOXA1; FOXI1; FOXI2; FOXI3; GLI2; ISL1; NTRK3
CELLULAR_RESPONSE_TO_BMP_STIMULUS DEGs_Pso_vs_AD 14 1 5.66E-01 9.88E-01 0.76 NOG 2 2.37E-01 8.02E-01 1.62 GATA6; HE 0 5.97E-01 8.52E-01 0.00 4 2.52E-03 5.41E-02 5.57 GATA3; GATA5; SFRP1; TNMD
CELLULAR_RESPONSE_TO_LIPID DEGs_Pso_vs_AD 196 38 8.27E-06 4.03E-04 2.07 ADCYAP1; APOE; CCL2                                    14 7.94E-01 9.80E-01 0.81 AQP4; AXL             3 4.66E-01 8.52E-01 1.00 AKR1C3; C  22 3.26E-04 1.85E-02 2.19 ARG1; BMP4; CYP24A1; DYNAP; GPLD1; IFNG; IL1B; ISL1; KLRK1; KRT13; NR1D1; NTRK3; PTGDR; PTGER2; RARA; RET; SFRP1; STAT1; STRA8; TESC; WNT7B; WNT9A
CELLULAR_RESPONSE_TO_PROSTAGLANDI DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 AKR1C3 3 6.72E-03 9.43E-02 5.85 PTGDR; PTGER2; SFRP1
CELLULAR_RESPONSE_TO_RETINOIC_ACID DEGs_Pso_vs_AD 49 5 4.01E-01 9.15E-01 1.09 LYN; OSR1; WNT2; W  4 5.38E-01 9.17E-01 0.92 COL1A1; CY   0 7.65E-01 8.60E-01 0.00 8 1.99E-03 4.76E-02 3.18 KRT13; NTRK3; RARA; RET; STRA8; TESC; WNT7B; WNT9A
CELLULAR_RESPONSE_TO_XENOBIOTIC_ST DEGs_Pso_vs_AD 133 23 2.10E-03 3.30E-02 1.84 ADH1B; ADH6; ADH7                     17 6.08E-02 6.24E-01 1.45 AHCY; CND                3 2.40E-01 8.46E-01 1.47 CYP2C9; CY  16 8.75E-04 3.09E-02 2.34 CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; GSTA3; MAT1A; NQO1; PON3; PTGIS; SULT1B1; SULT1E1; SULT4A1
CHEMOATTRACTANT_ACTIVITY DEGs_Pso_vs_AD 18 2 3.75E-01 8.81E-01 1.18 CCL3; CCL5 3 1.38E-01 7.54E-01 1.89 FIGF; HGF  1 1.36E-01 6.95E-01 3.63 VEGFA 4 6.78E-03 9.43E-02 4.33 BMP4; FGF10; FGF7; NTF3
CHEMOKINE_MEDIATED_SIGNALING_PATHDEGs_Pso_vs_AD 19 8 9.70E-05 2.99E-03 4.49 CCL2; CCL5; CCR1; CCR     1 6.68E-01 9.58E-01 0.60 XCR1 0 6.27E-01 8.52E-01 0.00 5 1.26E-03 3.82E-02 5.13 CCR3; CCR8; CCRL2; CXCL12; GPR17
CHEMOKINE_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 20 8 1.50E-04 4.28E-03 4.26 CCR1; CCR2; CCR4; CC     2 3.97E-01 9.08E-01 1.13 CXCR6; XCR 0 6.33E-01 8.52E-01 0.00 5 1.62E-03 4.21E-02 4.87 CCR3; CCR8; CCRL2; CXCR2; GPR17
CHEMOKINE_RECEPTOR_BINDING DEGs_Pso_vs_AD 46 23 1.05E-12 6.94E-10 5.33 CCL17; CCL18; CCL19;                    4 4.86E-01 9.17E-01 0.99 CCL24; PF4   1 3.32E-01 8.52E-01 1.42 CCL23 7 5.32E-03 8.69E-02 2.97 CCL1; CCL13; CCL26; CCL3L1; CCRL2; CXCL12; CXCL5
CHLORIDE_CHANNEL_ACTIVITY DEGs_Pso_vs_AD 56 7 2.10E-01 6.55E-01 1.33 APOL1; CLCN1; GABR     3 8.11E-01 9.80E-01 0.61 CLCA2; CLC  0 7.89E-01 8.69E-01 0.00 10 3.03E-04 1.73E-02 3.48 ANO1; BEST2; BEST3; CLCA3P; CLCN4; CLIC6; GABRB2; GABRG3; GABRP; SLC26A7
CHLORIDE_CHANNEL_COMPLEX DEGs_Pso_vs_AD 41 6 1.33E-01 5.37E-01 1.56 CLCN1; GABRA2; GAB    1 9.33E-01 9.91E-01 0.28 GABRR1 0 7.34E-01 8.53E-01 0.00 8 5.84E-04 2.56E-02 3.80 ANO1; BEST2; BEST3; CLCA3P; CLIC6; GABRB2; GABRG3; GABRP
CHLORIDE_TRANSMEMBRANE_TRANSPOR DEGs_Pso_vs_AD 70 8 2.70E-01 7.44E-01 1.22 APOL1; CLCN1; GABR      5 6.71E-01 9.60E-01 0.81 CLCA2; CLC    0 8.30E-01 8.86E-01 0.00 12 1.29E-04 1.01E-02 3.34 ANO1; BEST2; BEST3; CLCA3P; CLCN4; CLIC6; GABRB2; GABRG3; GABRP; SLC12A7; SLC26A4; SLC26A7
CLASS_A_1_RHODOPSIN_LIKE_RECEPTORS DEGs_Pso_vs_AD 212 57 7.65E-14 6.06E-11 2.87 CXCL13; CYSLTR1; HR                                                       21 2.82E-01 8.58E-01 1.12 CXCR6; RR                    6 7.60E-02 6.85E-01 1.85 GPR4; HRH     27 8.06E-06 1.28E-03 2.48 PTGDR2; CHRM3; CCR3; CCR8; ADRA2B; ADRB2; DRD1; EDN2; FPR2; GPR17; FFAR4; CXCR2; MC5R; MTNR1A; NTS; OXTR; PTGDR; PTGER2; PTGER3; RLN2; CCL3L1; CXCL5; CXCL12; TACR3; GALR2; CCKBR; P2RY14
COGNITION DEGs_Pso_vs_AD 156 20 7.58E-02 3.85E-01 1.37 ADRB1; AFF2; ARC; A                 14 4.59E-01 9.11E-01 1.02 CALB1; GA             3 3.22E-01 8.52E-01 1.26 CAMK4; CR  17 1.90E-03 4.61E-02 2.12 ADCY8; AMPH; CHL1; CRHR1; CTNND2; DRD1; EGR2; FGF13; FOS; GALR2; GM2A; GRIN2A; NRXN1; NTRK2; OXTR; SLC6A1; STRA6
COLLAGEN DEGs_Pso_vs_AD 85 8 4.77E-01 9.56E-01 1.00 C1QTNF7; COL21A1; C      11 9.83E-02 7.36E-01 1.47 C1QB; C1Q          2 2.58E-01 8.52E-01 1.54 COL15A1; 17 7.13E-07 3.86E-04 3.90 ADIPOQ; C1QTNF1; C1QTNF3; CCBE1; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; COLEC12; COLQ; SFTPA1; TNXB
COLLAGEN_BIOSYNTHESIS_AND_MODIFYINDEGs_Pso_vs_AD 59 5 5.71E-01 9.94E-01 0.90 COL4A1; COL22A1; CO   9 5.25E-02 6.06E-01 1.73 COL1A1; CO        1 4.13E-01 8.52E-01 1.11 COL15A1 10 4.70E-04 2.28E-02 3.30 COL4A3; COL4A4; COL6A1; COL6A2; COL8A1; COL11A1; COL16A1; COL19A1; COL6A6; ADAMTS14
COLLAGEN_CATABOLIC_PROCESS DEGs_Pso_vs_AD 66 9 1.25E-01 5.13E-01 1.45 COL4A1; COL6A5; ELA       8 1.75E-01 7.79E-01 1.37 COL14A1; C       2 1.74E-01 7.56E-01 1.98 COL15A1; 13 1.52E-05 2.15E-03 3.84 ADAMTS14; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; MMP10; MMP19; MMP7
COLLAGEN_FORMATION DEGs_Pso_vs_AD 78 8 3.79E-01 8.86E-01 1.09 COL4A1; COL22A1; CO      11 6.01E-02 6.24E-01 1.60 COL1A1; CO          2 2.26E-01 8.26E-01 1.68 COL15A1; 12 3.71E-04 2.00E-02 3.00 COL4A3; COL4A4; COL6A1; COL6A2; COL8A1; COL11A1; COL16A1; COL19A1; COL6A6; ADAMTS14; LAMC2; MMP7
COLLAGEN_METABOLIC_PROCESS DEGs_Pso_vs_AD 74 9 2.04E-01 6.42E-01 1.30 COL4A1; COL6A5; ELA       9 1.59E-01 7.71E-01 1.38 COL14A1; C        2 2.09E-01 8.06E-01 1.77 COL15A1; 16 4.80E-07 3.55E-04 4.21 ADAMTS14; ARG1; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; ID1; MMP10; MMP19; MMP7; TNXB
CONNECTIVE_TISSUE_DEVELOPMENT DEGs_Pso_vs_AD 161 22 3.69E-02 2.52E-01 1.46 BMP3; BMP5; CHAD;                   14 5.08E-01 9.17E-01 0.99 BDH1; CD3             7 7.68E-03 3.73E-01 2.84 ACAN; CSF      19 4.12E-04 2.19E-02 2.30 BMP4; BMPR1B; CHRDL2; COL11A1; CREB5; CRIP1; FGFR1; FOXA1; FOXD3; FOXL1; GPLD1; IL17F; RARA; SOX8; SULF1; SULF2; THBS1; TNMD; WNT7B
COSTAMERE DEGs_Pso_vs_AD 16 1 6.22E-01 1.00E+00 0.67 CMYA5 3 1.04E-01 7.50E-01 2.12 HOMER1;  0 6.09E-01 8.52E-01 0.00 4 4.29E-03 7.62E-02 4.87 ANK2; DMD; KRT19; SYNM
CYTOCHROME_P450___ARRANGED_BY_SUDEGs_Pso_vs_AD 44 9 1.29E-02 1.29E-01 2.18 CYP1A1; CYP1A2; CYP       9 8.76E-03 3.49E-01 2.32 CYP4F8; CY        2 8.75E-02 6.85E-01 2.97 CYP2C9; CY 9 1.95E-04 1.32E-02 3.99 CYP1B1; CYP2C18; CYP4A11; CYP4B1; CYP19A1; CYP24A1; PTGIS; CYP3A43; CYP4F2
CYTOKINE_ACTIVITY DEGs_Pso_vs_AD 168 57 6.35E-19 1.89E-15 3.62 AREG; BMP3; BMP5;                                                      11 8.51E-01 9.80E-01 0.74 C1QTNF4;          11 3.32E-05 3.95E-02 4.28 CCL23; CD4          24 3.32E-06 7.35E-04 2.78 ADIPOQ; BMP4; CCL1; CCL13; CCL26; CCL3L1; CD70; CLCF1; CXCL12; CXCL5; FAM3D; IFNG; IL13; IL17A; IL17F; IL1B; IL23A; IL33; IL36RN; IL9; NDP; TNFSF11; TNFSF12; TNFSF9
CYTOKINE_CYTOKINE_RECEPTOR_INTERAC DEGs_Pso_vs_AD 229 73 5.53E-22 3.29E-18 3.40 CXCL13; IL24; CCR1; C                                                                      17 7.69E-01 9.80E-01 0.84 CXCR6; FIG                17 5.10E-08 3.03E-04 4.85 IL22RA2; C                27 3.30E-05 3.71E-03 2.30 CCL26; EDAR; CCR3; CCR8; IL23R; CLCF1; IFNG; IL1B; IL9; CXCR2; IL11RA; IL13; IL17A; LIFR; IL23A; PDGFC; CCL1; CCL3L1; CCL13; CXCL5; CXCL12; BMP4; BMPR1B; TNFSF11; TNFSF12; TNFSF9; CD70
CYTOKINE_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 72 23 4.95E-08 4.60E-06 3.41 CCR1; CCR2; CCR4; CC                    5 6.96E-01 9.76E-01 0.79 CXCR6; IFN    3 6.12E-02 6.85E-01 2.72 IFNAR2; IL  12 1.71E-04 1.22E-02 3.25 CCR3; CCR8; CCRL2; CXCR2; GPR17; IL11RA; IL13RA2; IL1RL1; IL23R; IL27RA; IL31RA; LIFR
CYTOKINE_RECEPTOR_BINDING DEGs_Pso_vs_AD 182 46 1.75E-10 4.31E-08 2.69 CCL17; CCL18; CCL19;                                           10 9.50E-01 9.94E-01 0.62 CCL24; FIG         12 1.42E-05 2.82E-02 4.31 BAMBI; CC           25 4.37E-06 8.95E-04 2.68 CCL1; CCL13; CCL26; CCL3L1; CCRL2; CD70; CLCF1; CXCL12; CXCL5; GATA3; IFNG; IL13; IL17F; IL1B; IL23A; IL23R; IL36RN; IL9; ITGB3; LIFR; NTF3; STAT1; TNFSF11; TNFSF12; TNFSF9
CYTOSOLIC_CALCIUM_ION_HOMEOSTASIS DEGs_Pso_vs_AD 134 30 3.44E-06 1.88E-04 2.39 ADCYAP1; ADM; AGT                            13 3.48E-01 9.07E-01 1.10 ADRA1A; C            1 7.43E-01 8.54E-01 0.49 HRH1 14 6.28E-03 9.43E-02 2.04 ATP2B2; CCKBR; CCR3; CCR8; CRHR1; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
DEVELOPMENTAL_GROWTH DEGs_Pso_vs_AD 172 18 3.04E-01 7.95E-01 1.12 ADM; APOD; AR; CCN               21 6.45E-02 6.39E-01 1.38 ASPM; BCL                    3 3.81E-01 8.52E-01 1.14 CSF1; GPR  18 2.29E-03 5.25E-02 2.04 BMP4; BMPR1B; CYP19A1; DMBT1; DMBX1; DSG4; FGF10; FOXD3; GATA3; GLI2; MESP1; RARA; SFRP1; SLIT2; SLIT3; STRA6; THBS1; WNT7B
DEVELOPMENTAL_GROWTH_INVOLVED_INDEGs_Pso_vs_AD 74 5 7.70E-01 1.00E+00 0.72 COMP; FOXE1; HOXD   12 2.00E-02 4.96E-01 1.84 COBL; DCL           2 2.09E-01 8.06E-01 1.77 CSF1; TGF 10 2.84E-03 5.83E-02 2.63 BMP4; FGF10; FOXD3; MESP1; RARA; SFRP1; SLIT2; SLIT3; THBS1; WNT7B
DEVELOPMENTAL_INDUCTION DEGs_Pso_vs_AD 29 5 8.96E-02 4.23E-01 1.84 HOXA11; HOXC11; SO   1 8.35E-01 9.80E-01 0.39 FGF1 0 6.80E-01 8.52E-01 0.00 6 1.81E-03 4.49E-02 4.03 BMP4; FGF10; FGFR1; FZD5; GDNF; SOX8
DEVELOPMENT_OF_PRIMARY_FEMALE_SE DEGs_Pso_vs_AD 86 5 8.72E-01 1.00E+00 0.62 ADCYAP1; ICAM1; LH   16 2.21E-03 1.93E-01 2.11 ADCYAP1R                2 2.62E-01 8.52E-01 1.52 GPR149; V 11 2.92E-03 5.90E-02 2.49 ACSBG1; BMPR1B; DACH1; FGF10; MMP19; RBP4; SFRP1; SLIT2; SLIT3; STRA6; STRA8
DICARBOXYLIC_ACID_TRANSMEMBRANE_TDEGs_Pso_vs_AD 21 3 2.21E-01 6.80E-01 1.52 SLC17A7; SLC1A5; SLC 2 4.23E-01 9.08E-01 1.08 SLC13A3; S 0 6.38E-01 8.52E-01 0.00 6 2.78E-04 1.65E-02 5.57 SLC13A2; SLC1A1; SLC1A2; SLC1A6; SLC26A7; SLC7A11
DICARBOXYLIC_ACID_TRANSPORT DEGs_Pso_vs_AD 46 4 5.37E-01 9.68E-01 0.93 APBA1; SLC17A7; SLC  3 6.86E-01 9.70E-01 0.74 SLC25A10;  3 1.92E-02 4.48E-01 4.26 FOLR3; PD  7 5.32E-03 8.69E-02 2.97 FOLR1; NTRK2; RIMS1; SLC1A1; SLC1A2; SLC1A6; SLC26A7
DIGESTION DEGs_Pso_vs_AD 61 11 1.76E-02 1.58E-01 1.92 ADM2; AKR1B10; AQ         9 6.28E-02 6.33E-01 1.67 ABCG5; CA        1 4.25E-01 8.52E-01 1.07 GCNT3 10 6.20E-04 2.60E-02 3.19 ACE2; CCKBR; CHRM3; CTSE; GALR2; MUC6; NPC1L1; RBP4; SLC26A7; VIPR1
DIGESTIVE_SYSTEM_DEVELOPMENT DEGs_Pso_vs_AD 98 8 6.44E-01 1.00E+00 0.87 CCNB1; CYP1A1; FOXE      13 6.91E-02 6.70E-01 1.50 BCL2; COB            3 1.27E-01 6.88E-01 2.00 HOXA5; TG  13 9.66E-04 3.14E-02 2.58 ALX4; BMP4; FGF10; FOXL1; GATA5; GLI2; OXTR; PKDCC; RET; SFRP1; SOX11; SPDEF; STRA6
DIGESTIVE_TRACT_DEVELOPMENT DEGs_Pso_vs_AD 93 8 5.83E-01 9.98E-01 0.92 CCNB1; CYP1A1; FOXE      12 9.06E-02 7.09E-01 1.46 BCL2; COB           3 1.12E-01 6.85E-01 2.11 HOXA5; TG  13 5.82E-04 2.56E-02 2.72 ALX4; BMP4; FGF10; FOXL1; GATA5; GLI2; OXTR; PKDCC; RET; SFRP1; SOX11; SPDEF; STRA6
DISEASES_ASSOCIATED_WITH_VISUAL_TR DEGs_Pso_vs_AD 40 5 2.44E-01 7.09E-01 1.33 APOE; LDLR; AKR1B10   4 3.75E-01 9.08E-01 1.13 RDH10; GP   1 2.93E-01 8.52E-01 1.63 AKR1C3 7 2.34E-03 5.32E-02 3.41 GPC6; ABCA4; GPC3; LRP2; RBP4; SDC2; STRA6
DITERPENOID_METABOLIC_PROCESS DEGs_Pso_vs_AD 60 10 3.68E-02 2.52E-01 1.78 ADH7; AKR1B10; ALD        6 3.57E-01 9.08E-01 1.13 CYP26B1; G     1 4.19E-01 8.52E-01 1.09 AKR1C3 8 7.25E-03 9.90E-02 2.60 ABCA4; CRABP2; GPC3; GPC6; LRP2; RBP4; SDC2; STRA6
DNA_BINDING__BENDING DEGs_Pso_vs_AD 47 6 2.12E-01 6.56E-01 1.36 FOXE1; FOXF1; FOXM    5 3.16E-01 8.80E-01 1.21 FOXC1; FO    0 7.58E-01 8.59E-01 0.00 7 6.01E-03 9.23E-02 2.90 CRIP1; FOXA1; FOXD3; FOXI1; FOXI2; FOXI3; FOXL1
EAR_DEVELOPMENT DEGs_Pso_vs_AD 164 19 1.66E-01 5.88E-01 1.23 CHRNA9; EPHB2; FRE                 16 3.27E-01 8.93E-01 1.11 BCL2; C1Q               3 3.51E-01 8.52E-01 1.20 FZD2; PCD  19 5.21E-04 2.43E-02 2.26 ATP2B2; ATP6V1B1; BMP4; BMPER; COL11A1; FGF10; FGFR1; FOXI1; FOXI2; FOXI3; GABRB2; GATA3; GLI2; NTN1; NTRK3; SOBP; STRA6; TCF15; TWIST1
EAR_MORPHOGENESIS DEGs_Pso_vs_AD 98 12 1.67E-01 5.89E-01 1.31 CHRNA9; EPHB2; GJB          8 5.73E-01 9.28E-01 0.92 EYA1; FGF       2 3.17E-01 8.52E-01 1.33 FZD2; PCD 13 9.66E-04 3.14E-02 2.58 ATP2B2; ATP6V1B1; COL11A1; FGF10; FGFR1; FOXI1; FOXI2; FOXI3; GATA3; GLI2; NTN1; SOBP; TWIST1
ECM_RECEPTOR_INTERACTION DEGs_Pso_vs_AD 81 9 2.87E-01 7.67E-01 1.18 LAMC3; CHAD; COL4A       11 7.51E-02 6.70E-01 1.54 COL1A1; CO          1 5.33E-01 8.52E-01 0.81 GP6 14 3.57E-05 3.92E-03 3.37 COL4A4; COL6A1; COL6A2; COL11A1; COL6A6; FN1; ITGB3; LAMA4; LAMC2; SDC2; THBS1; THBS4; TNXB; SV2B
ECTODERMAL_PLACODE_DEVELOPMENT DEGs_Pso_vs_AD 17 2 3.46E-01 8.46E-01 1.25 EDA; SOX2 2 3.18E-01 8.80E-01 1.33 HDAC1; TB 0 6.15E-01 8.52E-01 0.00 4 5.44E-03 8.69E-02 4.59 FOXI1; FOXI2; FOXI3; NRG3
ECTODERMAL_PLACODE_FORMATION DEGs_Pso_vs_AD 17 2 3.46E-01 8.46E-01 1.25 EDA; SOX2 2 3.18E-01 8.80E-01 1.33 HDAC1; TB 0 6.15E-01 8.52E-01 0.00 4 5.44E-03 8.69E-02 4.59 FOXI1; FOXI2; FOXI3; NRG3
ECTODERMAL_PLACODE_MORPHOGENESISDEGs_Pso_vs_AD 17 2 3.46E-01 8.46E-01 1.25 EDA; SOX2 2 3.18E-01 8.80E-01 1.33 HDAC1; TB 0 6.15E-01 8.52E-01 0.00 4 5.44E-03 8.69E-02 4.59 FOXI1; FOXI2; FOXI3; NRG3
EICOSANOID_LIGAND_BINDING_RECEPTORDEGs_Pso_vs_AD 15 2 2.89E-01 7.67E-01 1.42 CYSLTR1; LTB4R2 2 2.64E-01 8.30E-01 1.51 LTB4R; PTG 0 6.03E-01 8.52E-01 0.00 5 3.73E-04 2.00E-02 6.50 PTGDR2; GPR17; PTGDR; PTGER2; PTGER3
ELEVATION_OF_CYTOSOLIC_CALCIUM_ION_DEGs_Pso_vs_AD 121 28 3.55E-06 1.92E-04 2.47 ADCYAP1; ADM; AGT                          10 5.69E-01 9.23E-01 0.94 ADRA1A; C         1 7.01E-01 8.52E-01 0.54 HRH1 13 6.40E-03 9.43E-02 2.09 CCKBR; CCR3; CCR8; CRHR1; CXCR2; DRD1; EDN2; GALR2; JPH2; OXTR; PTGER3; SLC8A3; TRPV4
EMBRYONIC_CAMERA_TYPE_EYE_FORMAT DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 ALDH1A3; WNT5A 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 SOX11; STRA6; TWIST1
EMBRYONIC_FORELIMB_MORPHOGENESIS DEGs_Pso_vs_AD 27 5 6.94E-02 3.67E-01 1.97 MECOM; OSR1; OSR2   3 3.21E-01 8.80E-01 1.26 MSX1; RDH  0 6.70E-01 8.52E-01 0.00 5 6.58E-03 9.43E-02 3.61 ALX4; CRABP2; HOXA9; TWIST1; WNT9A
ENDOCRINE_PROCESS DEGs_Pso_vs_AD 37 2 7.81E-01 1.00E+00 0.58 AGTR1; PCSK5 3 5.30E-01 9.17E-01 0.92 CMA1; EDN  0 7.18E-01 8.52E-01 0.00 6 6.55E-03 9.43E-02 3.16 ACE2; ANPEP; EDN2; GATA3; MEG3; REN
ENDOPEPTIDASE_INHIBITOR_ACTIVITY DEGs_Pso_vs_AD 133 24 9.40E-04 1.77E-02 1.92 BIRC5; CST7; CSTB; O                     16 1.02E-01 7.50E-01 1.36 BST2; COL2               5 3.51E-02 5.75E-01 2.46 AMBP; CD2    15 2.34E-03 5.32E-02 2.20 A2ML1; BIRC7; CARD17; CARD18; COL4A3; CST2; CSTA; PAPLN; SERPINB12; SERPINB7; SLPI; TFPI2; TIMP1; WFDC2; WFDC3
ENDOPEPTIDASE_REGULATOR_ACTIVITY DEGs_Pso_vs_AD 138 24 1.60E-03 2.65E-02 1.85 BIRC5; CST7; CSTB; O                     17 8.02E-02 6.87E-01 1.40 BST2; COL2                5 4.02E-02 6.01E-01 2.37 AMBP; CD2    15 3.36E-03 6.36E-02 2.12 A2ML1; BIRC7; CARD17; CARD18; COL4A3; CST2; CSTA; PAPLN; SERPINB12; SERPINB7; SLPI; TFPI2; TIMP1; WFDC2; WFDC3
ENDOTHELIAL_CELL_MIGRATION DEGs_Pso_vs_AD 44 5 3.12E-01 8.07E-01 1.21 AMOT; CXCL13; PRSS3   1 9.47E-01 9.94E-01 0.26 EFNB2 1 3.19E-01 8.52E-01 1.49 VEGFA 8 9.59E-04 3.14E-02 3.54 CYP1B1; DPP4; GPLD1; ID1; NR4A1; SLIT2; STAT1; TNFSF12
ENHANCER_BINDING DEGs_Pso_vs_AD 27 0 9.65E-01 1.00E+00 0.00 2 5.66E-01 9.22E-01 0.84 POU4F1; T 1 2.02E-01 8.01E-01 2.42 CDX1 6 1.21E-03 3.77E-02 4.33 GATA3; GATA5; ISL1; MESP1; NFATC1; SOX11
ENHANCER_SEQUENCE_SPECIFIC_DNA_BINDEGs_Pso_vs_AD 23 0 9.48E-01 1.00E+00 0.00 2 4.73E-01 9.11E-01 0.99 POU4F1; T 1 1.73E-01 7.55E-01 2.84 CDX1 5 3.16E-03 6.19E-02 4.24 GATA3; GATA5; ISL1; NFATC1; SOX11
ENTERIC_NERVOUS_SYSTEM_DEVELOPME DEGs_Pso_vs_AD 15 1 5.95E-01 9.98E-01 0.71 FOXE1 1 5.68E-01 9.22E-01 0.76 KIF26A 0 6.03E-01 8.52E-01 0.00 5 3.73E-04 2.00E-02 6.50 FOXD3; GDNF; NTF3; RET; SOX8
EPITHELIAL_CELL_DEVELOPMENT DEGs_Pso_vs_AD 72 4 8.67E-01 1.00E+00 0.59 GSTM3; LECT1; ROS1  3 9.24E-01 9.89E-01 0.47 HIF1A; PG  1 4.87E-01 8.52E-01 0.91 HOXA5 9 7.33E-03 9.95E-02 2.44 BMP4; DMD; FOXA1; GATA3; GDNF; ID1; SPDEF; TNMD; WNT7B
ERK1_AND_ERK2_CASCADE DEGs_Pso_vs_AD 16 1 6.22E-01 1.00E+00 0.67 EGF 0 8.86E-01 9.81E-01 0.00 0 6.09E-01 8.52E-01 0.00 4 4.29E-03 7.62E-02 4.87 CCR3; FGF10; OXTR; TNFSF11
EXTRACELLULAR_MATRIX_DISASSEMBLY DEGs_Pso_vs_AD 69 9 1.52E-01 5.59E-01 1.39 COL4A1; COL6A5; ELA       10 5.92E-02 6.24E-01 1.64 CMA1; COL         2 1.87E-01 7.78E-01 1.89 COL15A1; 13 2.51E-05 3.11E-03 3.67 COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; MMP10; MMP19; MMP7; TIMP1
EXTRACELLULAR_MATRIX_PART DEGs_Pso_vs_AD 175 22 7.87E-02 3.95E-01 1.34 ALB; ALPL; C1QTNF7;                   23 2.73E-02 5.24E-01 1.49 ADAMTS10                       5 9.17E-02 6.85E-01 1.87 ACAN; COL    27 1.79E-07 2.03E-04 3.01 ACHE; ADIPOQ; C1QTNF1; C1QTNF3; CCBE1; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; COLEC12; COLQ; FBN1; FN1; LAMA4; LAMC2; MFAP5; NTN1; PAPLN; SFTPA1; THBS4; TIMP1; TNXB
EXTRACELLULAR_MATRIX_STRUCTURAL_C DEGs_Pso_vs_AD 67 9 1.34E-01 5.37E-01 1.43 BGN; CHAD; COL4A1;      7 3.08E-01 8.80E-01 1.18 COL14A1; C      3 5.12E-02 6.62E-01 2.93 ACAN; COL  16 1.10E-07 2.03E-04 4.65 COL11A1; COL19A1; COL4A3; COL4A4; COL6A2; FBN1; FBN3; FN1; LAMA4; MFAP5; MUC5B; MUC6; PRELP; TFPI2; WNT7B; WNT9A
EXTRACELLULAR_STRUCTURE_ORGANIZAT DEGs_Pso_vs_AD 231 26 1.63E-01 5.80E-01 1.20 BCL3; COL21A1; COL2                        35 8.28E-04 1.20E-01 1.72 CCDC80; C                                  9 6.14E-03 3.51E-01 2.55 ACAN; COL        27 3.86E-05 4.02E-03 2.28 ABI3BP; ADAMTS14; BMP4; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; DPT; FBN1; FN1; ITGB3; LAMC2; LMX1B; MFAP5; MMP10; MMP19; MMP7; POSTN; SULF1; SULF2; TIMP1; TNXB
EYELID_DEVELOPMENT_IN_CAMERA_TYPE_DEGs_Pso_vs_AD 10 1 4.33E-01 9.32E-01 1.07 OSR2 2 1.35E-01 7.54E-01 2.27 GRHL3; HD 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 SOX11; STRA6; TWIST1
EYE_MORPHOGENESIS DEGs_Pso_vs_AD 109 13 1.81E-01 6.01E-01 1.27 ALDH1A3; AQP5; EPH           9 5.65E-01 9.22E-01 0.94 BAK1; CAL        1 6.57E-01 8.52E-01 0.60 VEGFA 12 6.91E-03 9.58E-02 2.15 BMP4; CDON; COL8A1; DSCAM; NTRK2; RBP4; SOX11; SOX8; STRA6; THY1; TWIST1; WNT9A
FAT_CELL_DIFFERENTIATION DEGs_Pso_vs_AD 82 8 4.35E-01 9.36E-01 1.04 ADRB1; CCND1; HMG      8 3.68E-01 9.08E-01 1.11 BBS2; FOX       0 8.59E-01 8.99E-01 0.00 10 6.04E-03 9.25E-02 2.38 ADIPOQ; ADRB2; C1QTNF3; CREB5; EGR2; FGF10; LAMA4; MB; SLC2A4; SOX8
FEEDING_BEHAVIOR DEGs_Pso_vs_AD 58 10 2.98E-02 2.28E-01 1.84 ADM2; ASIP; CCK; CN       7 1.92E-01 7.89E-01 1.37 GALR3; GR      1 4.07E-01 8.52E-01 1.13 UCHL1 13 3.34E-06 7.35E-04 4.37 ACE2; CCKBR; CRHR1; DACH1; DMBX1; DRD1; FOS; GALR2; NTRK2; OXTR; REN; STRA6; TCF15
FEMALE_PREGNANCY DEGs_Pso_vs_AD 136 17 1.10E-01 4.77E-01 1.33 ADCYAP1; ADM; AR; C              9 8.15E-01 9.80E-01 0.75 AQP4; BCL        4 1.07E-01 6.85E-01 1.92 AMBP; CRH   19 4.28E-05 4.14E-03 2.72 ADRA2B; APOL2; ARG1; COL16A1; CRHR1; FOS; IL1B; OXTR; PSG1; PSG11; PSG2; PSG4; PSG5; PSG6; PSG7; PSG9; RLN2; STS; SULT1E1
FEMALE_SEX_DIFFERENTIATION DEGs_Pso_vs_AD 90 5 8.96E-01 1.00E+00 0.59 ADCYAP1; ICAM1; LH   16 3.58E-03 2.47E-01 2.01 ADCYAP1R                3 1.04E-01 6.85E-01 2.18 GPR149; T  11 4.18E-03 7.57E-02 2.38 ACSBG1; BMPR1B; DACH1; FGF10; MMP19; RBP4; SFRP1; SLIT2; SLIT3; STRA6; STRA8
FGFR2_LIGAND_BINDING_AND_ACTIVATIODEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 3 2.98E-02 5.24E-01 3.40 FGF1; FGF  0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 FGF7; FGF10; FGF17
FGFR_LIGAND_BINDING_AND_ACTIVATIONDEGs_Pso_vs_AD 15 0 8.86E-01 1.00E+00 0.00 3 8.90E-02 7.01E-01 2.27 FGF1; FGF  0 6.03E-01 8.52E-01 0.00 4 3.32E-03 6.35E-02 5.20 FGF7; FGF10; FGFR1; FGF17
FORELIMB_MORPHOGENESIS DEGs_Pso_vs_AD 33 6 5.71E-02 3.25E-01 1.94 MECOM; OSR1; OSR2    4 2.47E-01 8.22E-01 1.37 MSX1; RDH   0 7.00E-01 8.52E-01 0.00 6 3.63E-03 6.80E-02 3.54 ALX4; CRABP2; FOXL1; HOXA9; TWIST1; WNT9A
GABA_B_RECEPTOR_ACTIVATION DEGs_Pso_vs_AD 23 2 5.09E-01 9.61E-01 0.93 KCNJ3; KCNJ15 0 9.40E-01 9.93E-01 0.00 0 6.49E-01 8.52E-01 0.00 5 3.16E-03 6.19E-02 4.24 ADCY2; ADCY8; KCNJ2; KCNJ16; GABBR2
GABA_RECEPTOR_ACTIVATION DEGs_Pso_vs_AD 33 4 2.84E-01 7.67E-01 1.29 GABRA2; GABRB3; KC  1 8.77E-01 9.80E-01 0.34 GABRR1 0 7.00E-01 8.52E-01 0.00 7 7.06E-04 2.77E-02 4.13 ADCY2; ADCY8; GABRB2; GABRG3; KCNJ2; KCNJ16; GABBR2
GABA_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 16 3 1.20E-01 5.03E-01 2.00 GABRA2; GABRB3; G 1 5.96E-01 9.30E-01 0.71 GABRR1 0 6.09E-01 8.52E-01 0.00 4 4.29E-03 7.62E-02 4.87 GABBR2; GABRB2; GABRG3; GABRP
G_ALPHA_I_SIGNALLING_EVENTS DEGs_Pso_vs_AD 139 33 2.83E-07 2.02E-05 2.53 CXCL13; HRH3; CHRM                               12 5.16E-01 9.17E-01 0.98 CXCR6; RR           4 1.13E-01 6.85E-01 1.88 GNG10; PD   16 1.41E-03 3.95E-02 2.24 ADCY2; PTGDR2; ADCY8; CCR3; CCR8; ADRA2B; FPR2; GPR17; CXCR2; MTNR1A; PTGER3; CXCL5; CXCL12; GALR2; GABBR2; P2RY14
G_ALPHA_S_SIGNALLING_EVENTS DEGs_Pso_vs_AD 89 11 1.69E-01 5.96E-01 1.32 PDE10A; ADCYAP1; A         5 8.56E-01 9.80E-01 0.64 ADCYAP1R     1 5.72E-01 8.52E-01 0.73 GNG10 12 1.25E-03 3.82E-02 2.63 ADCY2; ADCY8; CRHR1; ADRB2; DRD1; GCGR; MC5R; PDE11A; PTGDR; PTGER2; RLN2; VIPR1
GASTRIC_ACID_SECRETION DEGs_Pso_vs_AD 69 8 2.57E-01 7.28E-01 1.24 HRH2; KCNJ1; KCNJ15      3 9.09E-01 9.85E-01 0.49 MYLK; ATP  1 4.70E-01 8.52E-01 0.95 PLCB2 15 9.81E-07 4.72E-04 4.24 SLC26A7; ADCY2; CHRM3; ADCY8; KCNJ2; KCNJ16; SLC9A4; ATP1B1; ATP1B2; PLCB4; CA2; CALML3; CAMK2A; CAMK2B; CCKBR
GLAND_DEVELOPMENT DEGs_Pso_vs_AD 232 31 2.27E-02 1.91E-01 1.42 ADCYAP1; AGAP2; AR                             26 1.03E-01 7.50E-01 1.27 BCL2; CYP1                         8 1.81E-02 4.35E-01 2.25 CSF1; CST3       25 2.63E-04 1.63E-02 2.10 ARG1; ATP2B2; BMP4; CDO1; CRIP1; CYP19A1; EDAR; FGF10; FGF7; FGFR1; FOXA1; GATA3; GLI2; HOXA9; ISL1; NRG3; NTN1; OXTR; SEMA3A; SFRP1; SLIT2; STRA6; TGFA; TNFSF11; WNT7B
GLAND_MORPHOGENESIS DEGs_Pso_vs_AD 97 13 9.42E-02 4.39E-01 1.43 AR; EDA; ELF3; EPHA2          9 4.20E-01 9.08E-01 1.05 BCL2; CYP7        3 1.24E-01 6.88E-01 2.02 CSF1; TGF  14 2.67E-04 1.64E-02 2.81 ARG1; BMP4; CRIP1; EDAR; FGF10; FGF7; FGFR1; FOXA1; GLI2; NRG3; NTN1; SEMA3A; SFRP1; SLIT2
GLYCOPROTEIN_BINDING DEGs_Pso_vs_AD 56 9 5.46E-02 3.17E-01 1.71 AGR2; AGR3; CNTN2;      5 4.65E-01 9.11E-01 1.01 FBXO6; FS    2 1.33E-01 6.95E-01 2.33 CECR1; ITG 9 1.27E-03 3.82E-02 3.13 ACE2; CFH; DMD; GPC3; GPC6; ITGAM; SLIT2; TGFA; THBS1
GLYCOSAMINOGLYCAN_BINDING DEGs_Pso_vs_AD 155 32 1.04E-05 4.77E-04 2.20 APOE; BGN; CCL2; CC                             23 7.00E-03 3.20E-01 1.68 ANG; C1QB                      5 6.09E-02 6.85E-01 2.11 ACAN; CCL    25 2.05E-07 2.03E-04 3.14 ABI3BP; ADAMTS8; BMP4; CFH; DPYSL3; FBLN7; FGF10; FGF7; FGFR1; FN1; HAPLN1; ITGAM; LAMC2; LYVE1; PCOLCE2; PGLYRP4; POSTN; PRELP; RSPO4; SFRP1; SLIT2; THBS1; THBS4; TNFAIP6; TNXB
GLYCOSAMINOGLYCAN_CATABOLIC_PROCE DEGs_Pso_vs_AD 57 8 1.22E-01 5.08E-01 1.50 BGN; DCN; HYAL3; HY     5 4.81E-01 9.14E-01 0.99 GPC2; GPC    2 1.37E-01 6.95E-01 2.29 ACAN; TGF 8 5.28E-03 8.69E-02 2.73 CSPG4; GPC3; GPC6; HPSE; LYVE1; PGLYRP4; PRELP; SDC2
GOLGI_LUMEN DEGs_Pso_vs_AD 61 12 6.97E-03 8.22E-02 2.10 BGN; DCN; DEFB103A          6 3.73E-01 9.08E-01 1.11 F10; FURIN     5 1.35E-03 2.26E-01 5.36 ACAN; MU    12 3.13E-05 3.65E-03 3.83 CSPG4; GPC3; GPC6; MUC1; MUC12; MUC16; MUC5B; MUC6; MUC7; MUCL1; PRELP; SDC2
GPCR_LIGAND_BINDING DEGs_Pso_vs_AD 274 67 8.15E-14 6.06E-11 2.61 CXCL13; CYSLTR1; HR                                                                 28 2.04E-01 7.90E-01 1.16 CXCR6; RR                           9 1.75E-02 4.35E-01 2.15 FZD2; GPR        33 3.12E-06 7.35E-04 2.35 PTGDR2; CHRM3; CCR3; CCR8; CRHR1; ADRA2B; ADRB2; DRD1; EDN2; FPR2; GCGR; GPR17; FFAR4; CXCR2; MC5R; MTNR1A; NTS; OXTR; PTGDR; PTGER2; PTGER3; RLN2; CCL3L1; CXCL5; CXCL12; TACR3; WNT7B; WNT9A; FZD5; GALR2; CCKBR; GABBR2; P2RY14
G_PROTEIN_COUPLED_CHEMOATTRACTAN DEGs_Pso_vs_AD 20 8 1.50E-04 4.28E-03 4.26 CCR1; CCR2; CCR4; CC     2 3.97E-01 9.08E-01 1.13 CXCR6; XCR 0 6.33E-01 8.52E-01 0.00 5 1.62E-03 4.21E-02 4.87 CCR3; CCR8; CCRL2; CXCR2; GPR17
G_PROTEIN_COUPLED_PEPTIDE_RECEPTORDEGs_Pso_vs_AD 80 15 4.83E-03 6.34E-02 2.00 AGTR1; CCR1; CCR2; C            7 4.89E-01 9.17E-01 0.99 AGTRAP; C      0 8.55E-01 8.97E-01 0.00 15 6.98E-06 1.19E-03 3.65 CCKBR; CCR3; CCR8; CCRL2; CXCR2; FPR2; GALR2; GPR17; MC5R; NPR1; OXTR; PTGDR2; SORCS1; SORCS3; TACR3
G_PROTEIN_COUPLED_RECEPTOR_SIGNAL DEGs_Pso_vs_AD 113 21 1.24E-03 2.16E-02 1.98 ADCYAP1; ADM2; AD                   6 9.11E-01 9.85E-01 0.60 GALR1; HT     1 6.72E-01 8.52E-01 0.58 FZD2 15 4.30E-04 2.22E-02 2.59 ADCY2; ADCY8; ADRB2; CCR3; CRHR1; DRD1; GALR2; GCGR; GRIK3; MC5R; MTNR1A; PTGDR2; PTGER2; PTGER3; VIPR1
G_PROTEIN_GATED_POTASSIUM_CHANNE DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 KCNJ3; KCNJ15 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 KCNJ2; KCNJ16; GABBR2
GROWTH_FACTOR_ACTIVITY DEGs_Pso_vs_AD 130 19 2.64E-02 2.12E-01 1.56 AREG; BMP3; BMP5;                18 2.82E-02 5.24E-01 1.57 ANGPTL3;                 9 1.03E-04 8.71E-02 4.53 CECR1; CSF        21 1.73E-06 4.89E-04 3.15 BMP4; CLCF1; CXCL12; DKK1; ESM1; FGF10; FGF13; FGF17; FGF7; GDNF; IL1B; IL9; NDP; NOV; NRG2; NRG3; NRTN; NTF3; PDGFC; TGFA; THBS4
GROWTH_FACTOR_BINDING DEGs_Pso_vs_AD 103 13 1.34E-01 5.37E-01 1.35 CD36; COL4A1; CXCL1           11 2.48E-01 8.25E-01 1.21 COL1A1; CO          1 6.33E-01 8.52E-01 0.63 IGFBP3 12 4.38E-03 7.70E-02 2.27 COL6A1; ESM1; FGFR1; HTRA3; IGFBP6; LIFR; NKD2; NOV; NTF3; NTRK2; NTRK3; THBS1
GROWTH_FACTOR_RECEPTOR_BINDING DEGs_Pso_vs_AD 93 17 3.88E-03 5.35E-02 1.95 BTC; CSF2; EGF; EPGN              11 1.56E-01 7.71E-01 1.34 EFEMP1; F          2 2.94E-01 8.52E-01 1.41 IL1F10; VE 11 5.38E-03 8.69E-02 2.30 FGF10; FGF17; GATA3; IL1B; IL23R; IL36RN; IL9; ITGB3; LINGO1; PDGFC; TGFA
HEME_BINDING DEGs_Pso_vs_AD 117 19 9.23E-03 1.01E-01 1.73 CYP1A1; CYP1A2; CYP                 18 1.04E-02 3.68E-01 1.74 CYBB; CYCS                 7 1.29E-03 2.26E-01 3.91 AMBP; CYP      15 6.26E-04 2.60E-02 2.50 ADGB; CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; CYP4Z1; CYP4Z2P; FADS2P1; MB; PTGIS; TDO2
HEPARAN_SULFATE_PROTEOGLYCAN_BINDDEGs_Pso_vs_AD 14 2 2.60E-01 7.28E-01 1.52 COMP; PTPRC 4 1.74E-02 4.53E-01 3.24 FST; GPC2;  0 5.97E-01 8.52E-01 0.00 4 2.52E-03 5.41E-02 5.57 CFH; GPC3; GPC6; ITGAM
HEPARIN_BINDING DEGs_Pso_vs_AD 116 23 2.94E-04 7.04E-03 2.11 APOE; CCL2; CCL7; CC                    18 9.50E-03 3.59E-01 1.76 ANG; CCDC                 4 6.76E-02 6.85E-01 2.25 CCL23; CEC   20 1.03E-06 4.72E-04 3.36 ABI3BP; ADAMTS8; BMP4; CFH; FBLN7; FGF10; FGF7; FGFR1; FN1; ITGAM; LAMC2; PCOLCE2; POSTN; PRELP; RSPO4; SFRP1; SLIT2; THBS1; THBS4; TNXB
HORMONE_BINDING DEGs_Pso_vs_AD 43 4 4.81E-01 9.56E-01 0.99 ALDH1A3; AR; LHCGR  5 2.52E-01 8.30E-01 1.32 CALR; PTH    2 8.40E-02 6.85E-01 3.04 CRHBP; HK 8 8.17E-04 2.97E-02 3.63 ACE2; CRHR1; GCGR; MC5R; MTNR1A; NPR1; OXTR; SCGB2A1
HORMONE_METABOLIC_PROCESS DEGs_Pso_vs_AD 128 15 1.82E-01 6.03E-01 1.25 ADH7; ADM; ALDH1A             14 1.98E-01 7.90E-01 1.24 CHST8; CM             5 3.04E-02 5.55E-01 2.55 AKR1C3; C    15 1.60E-03 4.21E-02 2.28 ACE2; ANPEP; CRABP2; CYP19A1; DDO; DIO2; FOXA1; HSD3B1; PCSK2; RBP4; REN; SLC5A5; STRA6; SULT1B1; SULT1E1
HYDROLASE_ACTIVITY__ACTING_ON_CARBDEGs_Pso_vs_AD 10 1 4.33E-01 9.32E-01 1.07 PADI4 3 2.98E-02 5.24E-01 3.40 AGMAT; D  0 5.71E-01 8.52E-01 0.00 4 5.99E-04 2.56E-02 7.79 ARG1; ARG2; PADI2; PADI3
ICOSANOID_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 12 0 8.47E-01 1.00E+00 0.00 1 4.78E-01 9.11E-01 0.94 PTGFR 1 9.14E-02 6.85E-01 5.45 AKR1C3 4 1.33E-03 3.82E-02 6.50 PTGDR; PTGDR2; PTGER2; PTGER3
INHIBITION__OF_VOLTAGE_GATED_CA2+_ DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 KCNJ3; KCNJ15 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 KCNJ2; KCNJ16; GABBR2
INNER_EAR_DEVELOPMENT DEGs_Pso_vs_AD 138 15 2.67E-01 7.37E-01 1.16 CHRNA9; EPHB2; FRE             11 6.24E-01 9.47E-01 0.90 C1QB; DFN          3 2.58E-01 8.52E-01 1.42 FZD2; PCD  16 1.30E-03 3.82E-02 2.26 ATP2B2; ATP6V1B1; BMP4; BMPER; COL11A1; FGF10; FGFR1; FOXI1; FOXI2; FOXI3; GABRB2; GATA3; GLI2; NTN1; NTRK3; SOBP
INNER_EAR_MORPHOGENESIS DEGs_Pso_vs_AD 79 8 3.93E-01 9.08E-01 1.08 CHRNA9; EPHB2; HPN      6 6.31E-01 9.50E-01 0.86 EYA1; FGF     2 2.31E-01 8.27E-01 1.65 FZD2; PCD 12 4.18E-04 2.20E-02 2.96 ATP2B2; ATP6V1B1; COL11A1; FGF10; FGFR1; FOXI1; FOXI2; FOXI3; GATA3; GLI2; NTN1; SOBP
INNERVATION DEGs_Pso_vs_AD 12 2 2.04E-01 6.42E-01 1.78 GABRB3; NTRK1 1 4.78E-01 9.11E-01 0.94 POU4F1 1 9.14E-02 6.85E-01 5.45 UNC13A 5 1.09E-04 8.79E-03 8.12 GABRB2; ISL1; NPTX1; SULF1; SULF2
INORGANIC_ANION_TRANSMEMBRANE_TRDEGs_Pso_vs_AD 93 14 3.85E-02 2.59E-01 1.60 APOL1; CLCN1; GABR            6 7.82E-01 9.80E-01 0.73 CLCA2; CLC     1 5.90E-01 8.52E-01 0.70 SLC20A1 17 2.67E-06 6.90E-04 3.56 ADAMTS8; ANO1; BEST2; BEST3; CLCA3P; CLCN4; CLIC6; GABRB2; GABRG3; GABRP; SLC12A7; SLC26A2; SLC26A4; SLC26A7; SLC34A2; SLC4A4; SLC5A5
INORGANIC_ANION_TRANSPORT DEGs_Pso_vs_AD 54 10 1.87E-02 1.67E-01 1.97 APOL1; GABRA2; P2R        5 4.33E-01 9.08E-01 1.05 CLCA4; EN    1 3.83E-01 8.52E-01 1.21 SLC20A1 8 3.76E-03 6.98E-02 2.89 ANO1; CLCN4; GABRG3; SLC26A2; SLC26A4; SLC26A7; SLC34A2; SLC5A5
INTERFERON_GAMMA_SIGNALING DEGs_Pso_vs_AD 48 12 8.06E-04 1.57E-02 2.66 IRF9; GBP5; ICAM1; I         5 3.33E-01 8.98E-01 1.18 IFI30; FCG    1 3.45E-01 8.52E-01 1.36 VCAM1 8 1.74E-03 4.41E-02 3.25 GBP4; GBP6; FCGR1B; GBP1; IFNG; STAT1; CAMK2A; CAMK2B
ION_CHANNEL_TRANSPORT DEGs_Pso_vs_AD 104 14 8.39E-02 4.13E-01 1.43 TRDN; CLCN1; GABRA            4 9.72E-01 1.00E+00 0.44 ATP8A1; S   0 9.00E-01 9.22E-01 0.00 15 1.70E-04 1.22E-02 2.81 CLCN4; BEST3; ATP10B; GABRB2; GABRG3; NALCN; SLC9C1; ATP1B1; ATP1B2; FXYD2; ATP2B2; FXYD6; BEST2; ANO1; SCNN1G
IRON_ION_BINDING DEGs_Pso_vs_AD 141 27 1.79E-04 4.92E-03 2.04 ACP5; CH25H; CYP1A1                         20 1.75E-02 4.53E-01 1.61 AGMO; AO                   3 2.68E-01 8.52E-01 1.39 CYP2C9; CY  18 2.14E-04 1.40E-02 2.49 ADGB; ALOX12B; ALOX15; CDO1; CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; CYP4Z1; CYP4Z2P; FADS2P1; MB; MFI2; PTGIS
KIDNEY_DEVELOPMENT DEGs_Pso_vs_AD 171 13 7.83E-01 1.00E+00 0.81 AGTR1; DCN; GCNT4;          18 2.13E-01 7.90E-01 1.19 BCL2; CALB                 4 1.94E-01 7.89E-01 1.53 GCNT3; OD   22 4.32E-05 4.14E-03 2.51 ADIPOQ; BMP4; CA2; COL4A3; COL4A4; FGF10; FOXD3; GATA3; GDNF; GLI2; GPC3; HAS2; REN; RET; SLIT2; SOX11; SOX8; STAT1; STRA6; SULF1; SULF2; WNT7B
LEARNING DEGs_Pso_vs_AD 82 13 3.04E-02 2.31E-01 1.69 ARC; ATP1A2; CNTN2           5 8.01E-01 9.80E-01 0.69 GRIN2B; G    0 8.59E-01 8.99E-01 0.00 11 1.98E-03 4.76E-02 2.61 AMPH; CRHR1; CTNND2; DRD1; FGF13; FOS; GRIN2A; NRXN1; NTRK2; SLC6A1; STRA6
LEARNING_OR_MEMORY DEGs_Pso_vs_AD 143 19 6.09E-02 3.37E-01 1.42 ADRB1; AFF2; ARC; A                12 5.57E-01 9.22E-01 0.95 CALB1; GA           3 2.75E-01 8.52E-01 1.37 CAMK4; CR  16 1.90E-03 4.61E-02 2.18 ADCY8; AMPH; CRHR1; CTNND2; DRD1; EGR2; FGF13; FOS; GALR2; GM2A; GRIN2A; NRXN1; NTRK2; OXTR; SLC6A1; STRA6
L_GLUTAMATE_TRANSMEMBRANE_TRANS DEGs_Pso_vs_AD 11 2 1.77E-01 5.96E-01 1.94 SLC17A7; SLC1A7 0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 4 9.12E-04 3.10E-02 7.09 SLC1A1; SLC1A2; SLC1A6; SLC7A11
LIMB_DEVELOPMENT DEGs_Pso_vs_AD 136 18 6.80E-02 3.64E-01 1.41 COMP; FBN2; HAND2                15 1.82E-01 7.79E-01 1.25 AFF3; BAK              3 2.50E-01 8.52E-01 1.44 GJA5; HOX  15 2.92E-03 5.90E-02 2.15 ALX4; BMP4; BMPR1B; CRABP2; DKK1; FGF10; FGFR1; FOXL1; GLI2; GPC3; HOXA9; LMX1B; SOX11; TWIST1; WNT9A
LIMB_MORPHOGENESIS DEGs_Pso_vs_AD 128 17 7.17E-02 3.71E-01 1.42 FBN2; HAND2; HOXA               15 1.28E-01 7.54E-01 1.33 AFF3; BAK              2 4.49E-01 8.52E-01 1.02 GJA5; HOX 15 1.60E-03 4.21E-02 2.28 ALX4; BMP4; BMPR1B; CRABP2; DKK1; FGF10; FGFR1; FOXL1; GLI2; GPC3; HOXA9; LMX1B; SOX11; TWIST1; WNT9A
LINOLEIC_ACID_METABOLISM DEGs_Pso_vs_AD 23 6 1.04E-02 1.10E-01 2.78 PLA2G4E; CYP1A2; CY    3 2.36E-01 8.02E-01 1.48 CYP3A4; PL  2 2.64E-02 5.04E-01 5.68 CYP2C9; CY 5 3.16E-03 6.19E-02 4.24 PLA2G4B; CYP2C18; ALOX15; PLA2G2A; CYP3A43
LUNG_DEVELOPMENT DEGs_Pso_vs_AD 142 10 8.29E-01 1.00E+00 0.75 CYP1A2; EIF4EBP1; FO        16 1.54E-01 7.71E-01 1.28 ABCA12; E               4 1.20E-01 6.86E-01 1.84 HOPX; HOX   17 6.63E-04 2.69E-02 2.33 AARD; ARG1; BMP4; FGF10; FGF7; FGFR1; FOXA1; GLI2; GPC3; HHIP; ID1; PKDCC; RBP4; SOX11; SPDEF; STRA6; WNT7B
LUNG_EPITHELIUM_DEVELOPMENT DEGs_Pso_vs_AD 23 0 9.48E-01 1.00E+00 0.00 3 2.36E-01 8.02E-01 1.48 EYA1; GAT  1 1.73E-01 7.55E-01 2.84 HOXA5 6 4.80E-04 2.28E-02 5.08 BMP4; FGF10; FOXA1; SPDEF; STRA6; WNT7B
LUNG_MORPHOGENESIS DEGs_Pso_vs_AD 31 4 2.46E-01 7.10E-01 1.38 FOXF1; LIF; NOG; SOX 2 6.48E-01 9.50E-01 0.73 RDH10; SP 1 2.31E-01 8.27E-01 2.11 HOXA5 7 4.70E-04 2.28E-02 4.40 BMP4; FGF10; FOXA1; HHIP; ID1; SOX11; WNT7B
MAMMARY_GLAND_DEVELOPMENT DEGs_Pso_vs_AD 115 16 5.53E-02 3.20E-01 1.48 AGAP2; AR; CCND1; E             13 1.75E-01 7.79E-01 1.28 ETV4; HIF1            4 6.59E-02 6.85E-01 2.27 CSF1; HOX   14 1.52E-03 4.11E-02 2.37 ARG1; ATP2B2; BMP4; CDO1; FGF10; GLI2; HOXA9; NRG3; NTN1; OXTR; SLIT2; TGFA; TNFSF11; WNT7B
MAMMARY_GLAND_MORPHOGENESIS DEGs_Pso_vs_AD 47 6 2.12E-01 6.56E-01 1.36 AR; ELF3; EPHA2; IGF   4 5.03E-01 9.17E-01 0.96 ETV4; PGR   2 9.82E-02 6.85E-01 2.78 CSF1; TGF 7 6.01E-03 9.23E-02 2.90 ARG1; BMP4; FGF10; GLI2; NRG3; NTN1; SLIT2
MATING DEGs_Pso_vs_AD 27 3 3.58E-01 8.64E-01 1.18 PI3; PPP1R1B; TAC1 1 8.10E-01 9.80E-01 0.42 THRA 1 2.02E-01 8.01E-01 2.42 NHLH2 5 6.58E-03 9.43E-02 3.61 DDO; DRD1; KLK14; MTNR1A; OXTR
MECHANORECEPTOR_DIFFERENTIATION DEGs_Pso_vs_AD 41 5 2.61E-01 7.28E-01 1.30 GABRB3; NTRK1; SLC   2 8.01E-01 9.80E-01 0.55 DFNA5; KC 2 7.72E-02 6.85E-01 3.19 FZD2; PCD 7 2.72E-03 5.63E-02 3.33 ATP2B2; BMP4; FGFR1; GABRB2; NTF3; NTRK2; NTRK3
MESENCHYMAL_CELL_DIFFERENTIATION DEGs_Pso_vs_AD 102 8 6.89E-01 1.00E+00 0.84 ERBB4; HAND2; HMG      11 2.38E-01 8.04E-01 1.22 BCL2; EDN          2 3.35E-01 8.52E-01 1.28 TGFB1; TG 14 4.54E-04 2.28E-02 2.67 BMP4; FGF10; FGFR1; FOXD3; GDNF; ISL1; NFATC1; NRTN; RET; SFRP1; SOX11; SOX8; STAT1; TWIST1
MESENCHYMAL_CELL_PROLIFERATION DEGs_Pso_vs_AD 12 2 2.04E-01 6.42E-01 1.78 HAND2; OSR1 1 4.78E-01 9.11E-01 0.94 MSX1 0 5.84E-01 8.52E-01 0.00 4 1.33E-03 3.82E-02 6.50 BMP4; FGF7; GPC3; STAT1
MESENCHYME_DEVELOPMENT DEGs_Pso_vs_AD 121 11 5.27E-01 9.68E-01 0.97 ERBB4; FOXF1; HAND         12 3.25E-01 8.89E-01 1.12 BCL2; EDN           3 1.99E-01 8.00E-01 1.62 HOXA5; TG  16 3.01E-04 1.73E-02 2.58 BMP4; FGF10; FGFR1; FOXD3; GDNF; ISL1; NFATC1; NRTN; RET; SFRP1; SOX11; SOX8; STAT1; THBS1; TWIST1; WNT7B
MESONEPHROS_DEVELOPMENT DEGs_Pso_vs_AD 17 3 1.39E-01 5.45E-01 1.88 OSR1; OSR2; ZBTB16 1 6.21E-01 9.45E-01 0.67 FGF1 0 6.15E-01 8.52E-01 0.00 5 7.16E-04 2.77E-02 5.73 BMP4; FGF10; GATA3; GPC3; REN
METABOLISM_OF_ANGIOTENSINOGEN_TO DEGs_Pso_vs_AD 14 0 8.74E-01 1.00E+00 0.00 2 2.37E-01 8.02E-01 1.62 CMA1; CTS 0 5.97E-01 8.52E-01 0.00 4 2.52E-03 5.41E-02 5.57 ANPEP; GZMH; ACE2; REN
METABOLISM_OF_STEROID_HORMONES_ADEGs_Pso_vs_AD 22 2 4.83E-01 9.56E-01 0.97 CYP27B1; HSD11B1 4 8.14E-02 6.87E-01 2.06 CYP17A1; C   1 1.66E-01 7.41E-01 2.97 SRD5A2 5 2.56E-03 5.41E-02 4.43 STARD4; CYP19A1; CYP24A1; HSD3B1; LRP2
METANEPHROS_DEVELOPMENT DEGs_Pso_vs_AD 72 4 8.67E-01 1.00E+00 0.59 HOXA11; HOXC11; OS  12 1.63E-02 4.53E-01 1.89 BCL2; CALB           0 8.36E-01 8.88E-01 0.00 11 6.59E-04 2.69E-02 2.98 ADIPOQ; BMP4; FGF10; GATA3; GDNF; GPC3; RET; SLIT2; SOX8; STAT1; WNT7B
METANEPHROS_MORPHOGENESIS DEGs_Pso_vs_AD 22 0 9.43E-01 1.00E+00 0.00 1 7.30E-01 9.80E-01 0.52 CALB1 0 6.44E-01 8.52E-01 0.00 5 2.56E-03 5.41E-02 4.43 BMP4; FGF10; GDNF; SOX8; WNT7B
MONOVALENT_INORGANIC_CATION_TRAN DEGs_Pso_vs_AD 269 33 5.58E-02 3.23E-01 1.31 ABCB11; ASIC2; ATP1                               32 4.19E-02 5.73E-01 1.35 ATP1B3; A                               5 3.12E-01 8.52E-01 1.22 SCN2B; SLC    32 5.64E-06 1.05E-03 2.32 ATP1B1; ATP1B2; ATP6V0A4; ATP6V1B1; COX6B2; FXYD2; KCNB2; KCNC1; KCNH2; KCNH5; KCNH8; KCNJ16; KCNJ2; KCNK13; NALCN; SCN9A; SCNN1G; SLC13A2; SLC1A1; SLC1A2; SLC1A6; SLC23A2; SLC28A2; SLC34A2; SLC4A4; SLC5A5; SLC6A1; SLC6A2; SLC6A20; SLC8A3; SLC9A4; SLC9C1
MORPHOGENESIS_OF_A_BRANCHING_STRDEGs_Pso_vs_AD 158 20 8.39E-02 4.13E-01 1.35 ADM; AR; CXCR4; EGF                 13 5.90E-01 9.30E-01 0.93 BCL2; ETV4            5 6.50E-02 6.85E-01 2.07 CSF1; ERM    17 2.18E-03 5.04E-02 2.10 BMP4; CTNND2; CXCL12; EPHA7; FGF10; FGF7; FGFR1; FOXA1; FOXD3; GDNF; GLI2; GPC3; HHIP; SEMA3A; SFRP1; SLIT2; SOX8
MORPHOGENESIS_OF_EMBRYONIC_EPITH DEGs_Pso_vs_AD 124 10 6.80E-01 1.00E+00 0.86 ADM; ALDH1A3; GDF        10 6.02E-01 9.39E-01 0.91 COBL; HIF         0 9.27E-01 9.40E-01 0.00 14 3.12E-03 6.19E-02 2.20 BMP4; DLC1; FGF10; GATA3; GDNF; GLI2; RET; RGMA; SFRP1; SOX11; SOX8; TWIST1; WNT7B; ZIC2
MULTICELLULAR_ORGANISMAL_CATABOLICDEGs_Pso_vs_AD 71 9 1.72E-01 5.96E-01 1.35 COL4A1; COL6A5; ELA       8 2.30E-01 8.02E-01 1.28 COL14A1; C       2 1.96E-01 7.89E-01 1.84 COL15A1; 14 7.37E-06 1.22E-03 3.84 ACE2; ADAMTS14; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; MMP10; MMP19; MMP7
MULTICELLULAR_ORGANISMAL_MACROMODEGs_Pso_vs_AD 80 9 2.75E-01 7.52E-01 1.20 COL4A1; COL6A5; ELA       9 2.19E-01 7.96E-01 1.27 COL14A1; C        3 7.91E-02 6.85E-01 2.45 AKR1C3; CO  17 2.85E-07 2.42E-04 4.14 ACE2; ADAMTS14; ARG1; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; ID1; MMP10; MMP19; MMP7; TNXB
MULTICELLULAR_ORGANISMAL_METABOLI DEGs_Pso_vs_AD 84 9 3.25E-01 8.22E-01 1.14 COL4A1; COL6A5; ELA       9 2.63E-01 8.30E-01 1.21 COL14A1; C        3 8.88E-02 6.85E-01 2.33 AKR1C3; CO  17 5.98E-07 3.55E-04 3.94 ACE2; ADAMTS14; ARG1; COL11A1; COL16A1; COL19A1; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; COL8A1; ID1; MMP10; MMP19; MMP7; TNXB
MULTICELLULAR_ORGANISMAL_WATER_H DEGs_Pso_vs_AD 14 1 5.66E-01 9.88E-01 0.76 AQP3 4 1.74E-02 4.53E-01 3.24 ABCA12; A   0 5.97E-01 8.52E-01 0.00 4 2.52E-03 5.41E-02 5.57 AQP7; CYP4A11; CYP4F2; HAS2
MULTI_MULTICELLULAR_ORGANISM_PROC DEGs_Pso_vs_AD 167 22 5.21E-02 3.06E-01 1.40 ADCYAP1; ADM; AR; C                   14 5.66E-01 9.22E-01 0.95 AQP4; BCL             4 1.83E-01 7.75E-01 1.57 AMBP; CRH   22 2.99E-05 3.55E-03 2.57 ADRA2B; APOL2; ARG1; COL16A1; CRHR1; DDO; FOS; IL1B; KLK14; OXTR; PLA2G4B; PSG1; PSG11; PSG2; PSG4; PSG5; PSG6; PSG7; PSG9; RLN2; STS; SULT1E1
MUSCLE_CONTRACTION DEGs_Pso_vs_AD 179 22 9.49E-02 4.42E-01 1.31 ANKRD2; CACNA1H; C                    23 3.44E-02 5.54E-01 1.46 ACTC1; ACT                      2 6.40E-01 8.52E-01 0.73 CHRNE; SC 19 1.51E-03 4.11E-02 2.07 ACTG2; ANK2; ARG2; CHRM3; DMD; DRD1; DTNA; EDN2; GALR2; GDNF; KCNH2; MB; MYH13; OXTR; SULF1; SULF2; TNNC2; TNNT1; VIPR1
NCAM1_INTERACTIONS DEGs_Pso_vs_AD 35 7 2.75E-02 2.12E-01 2.13 COL4A1; COL6A5; GFR     5 1.38E-01 7.54E-01 1.62 CACNB2; C    1 2.59E-01 8.52E-01 1.87 CACNA1I 8 1.83E-04 1.27E-02 4.45 COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; GDNF; NRTN; ST8SIA2
NCAM_SIGNALING_FOR_NEURITE_OUT_G DEGs_Pso_vs_AD 50 7 1.39E-01 5.45E-01 1.49 COL4A1; COL6A5; GFR     6 2.13E-01 7.90E-01 1.36 SPTAN1; C     1 3.58E-01 8.52E-01 1.31 CACNA1I 9 5.38E-04 2.46E-02 3.51 COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; FGFR1; GDNF; NRTN; ST8SIA2
NEGATIVE_REGULATION_OF_ANGIOGENESDEGs_Pso_vs_AD 53 9 4.02E-02 2.68E-01 1.81 AMOT; CCL2; CCR2; CX      2 9.06E-01 9.84E-01 0.43 PF4; VASH 1 3.77E-01 8.52E-01 1.23 HOXA5 9 8.40E-04 3.00E-02 3.31 COL4A3; IL17F; MEG3; NPR1; STAT1; SULF1; THBS1; THBS4; TNMD
NEGATIVE_REGULATION_OF_CELL_FATE_C DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 2 1.35E-01 7.54E-01 2.27 SFRP2; WN 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 DKK1; MESP1; SPDEF
NEGATIVE_REGULATION_OF_CELL_MIGRA DEGs_Pso_vs_AD 122 12 4.17E-01 9.32E-01 1.05 APOD; APOE; BMP5; C         14 1.53E-01 7.71E-01 1.30 ARAP3; BC             3 2.02E-01 8.01E-01 1.61 EPHA1; IG  14 2.68E-03 5.57E-02 2.24 ADIPOQ; DACH1; DLC1; DPYSL3; HAS1; IL33; PKP2; SEMA3A; SFRP1; SLIT2; SULF1; THBS1; THY1; TIMP1
NEGATIVE_REGULATION_OF_CELL_MOTILI DEGs_Pso_vs_AD 125 12 4.51E-01 9.48E-01 1.02 APOD; APOE; BMP5; C         14 1.75E-01 7.79E-01 1.27 ARAP3; BC             3 2.12E-01 8.13E-01 1.57 EPHA1; IG  15 1.25E-03 3.82E-02 2.34 ADIPOQ; DACH1; DLC1; DPYSL3; GATA3; HAS1; IL33; PKP2; SEMA3A; SFRP1; SLIT2; SULF1; THBS1; THY1; TIMP1
NEGATIVE_REGULATION_OF_CELLULAR_CODEGs_Pso_vs_AD 130 12 5.08E-01 9.61E-01 0.98 APOD; APOE; BMP5; C         14 2.14E-01 7.90E-01 1.22 ARAP3; BC             5 3.22E-02 5.67E-01 2.51 ACTN1; EP    15 1.87E-03 4.59E-02 2.25 ADIPOQ; DACH1; DLC1; DPYSL3; GATA3; HAS1; IL33; PKP2; SEMA3A; SFRP1; SLIT2; SULF1; THBS1; THY1; TIMP1
NEGATIVE_REGULATION_OF_CELLULAR_REDEGs_Pso_vs_AD 84 6 7.48E-01 1.00E+00 0.76 CXCL13; FBN2; LECT1;   5 8.18E-01 9.80E-01 0.67 CHST11; S    2 2.53E-01 8.52E-01 1.56 BAMBI; TG 10 7.16E-03 9.88E-02 2.32 ASPN; FBN1; GATA3; HTRA3; MEG3; PEG10; SLIT2; SULF1; SULF2; THBS1
NEGATIVE_REGULATION_OF_CYTOKINE_M DEGs_Pso_vs_AD 25 2 5.57E-01 9.88E-01 0.85 CCL5; PTPRC 1 7.81E-01 9.80E-01 0.45 GSTP1 1 1.88E-01 7.78E-01 2.61 PXDN 5 4.65E-03 7.99E-02 3.90 ADIPOQ; IL36RN; IRAK3; SLIT2; SLIT3
NEGATIVE_REGULATION_OF_CYTOKINE_PRDEGs_Pso_vs_AD 126 19 1.96E-02 1.73E-01 1.61 ACP5; APOD; CD83; F                15 1.16E-01 7.54E-01 1.35 AXL; BST2;             2 4.40E-01 8.52E-01 1.04 TGFB1; TG 16 4.79E-04 2.28E-02 2.47 ADIPOQ; C1QTNF3; GATA3; IFNG; IL13; IL1RL1; IL23A; IL23R; IL33; IRAK3; KLF2; MEFV; PGLYRP4; RARA; THBS1; TWIST1
NEGATIVE_REGULATION_OF_FIBROBLAST_DEGs_Pso_vs_AD 11 1 4.69E-01 9.48E-01 0.97 WNT5A 2 1.59E-01 7.71E-01 2.06 SPRY2; TCF 0 5.78E-01 8.52E-01 0.00 4 9.12E-04 3.10E-02 7.09 GATA3; SULF1; SULF2; THBS1
NEGATIVE_REGULATION_OF_INTERFERON DEGs_Pso_vs_AD 22 6 8.27E-03 9.24E-02 2.91 FOXP3; IL10; LILRB1;   2 4.48E-01 9.08E-01 1.03 AXL; C1QB 0 6.44E-01 8.52E-01 0.00 5 2.56E-03 5.41E-02 4.43 GATA3; IL1RL1; IL33; PGLYRP4; RARA
NEGATIVE_REGULATION_OF_LOCOMOTIONDEGs_Pso_vs_AD 143 15 3.15E-01 8.08E-01 1.12 APOD; APOE; BMP5; C            16 1.60E-01 7.73E-01 1.27 ARAP3; BC               4 1.22E-01 6.88E-01 1.83 EPHA1; IG   15 4.71E-03 8.03E-02 2.04 ADIPOQ; DACH1; DLC1; DPYSL3; GATA3; HAS1; IL33; PKP2; SEMA3A; SFRP1; SLIT2; SULF1; THBS1; THY1; TIMP1
NEGATIVE_REGULATION_OF_NEUROLOGICDEGs_Pso_vs_AD 35 2 7.52E-01 1.00E+00 0.61 CD38; NPY5R 6 5.71E-02 6.24E-01 1.94 ADRA1A; G     0 7.09E-01 8.52E-01 0.00 6 4.93E-03 8.37E-02 3.34 ACHE; ADIPOQ; DRD1; GRIK3; IFNG; SLC6A1
NEGATIVE_REGULATION_OF_SYNAPTIC_TRDEGs_Pso_vs_AD 27 2 6.03E-01 1.00E+00 0.79 CD38; NPY5R 5 5.58E-02 6.24E-01 2.10 ADRA1A; G    0 6.70E-01 8.52E-01 0.00 5 6.58E-03 9.43E-02 3.61 ACHE; ADIPOQ; DRD1; GRIK3; SLC6A1
NEGATIVE_REGULATION_OF_TRANSCRIPTI DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 BHLHE41; DACH1; MUC1
NEPHRON_DEVELOPMENT DEGs_Pso_vs_AD 71 2 9.80E-01 1.00E+00 0.30 OSR1; WNT6 10 6.95E-02 6.70E-01 1.60 BCL2; CALB         1 4.81E-01 8.52E-01 0.92 PTPRO 9 6.69E-03 9.43E-02 2.47 BMP4; COL4A3; COL4A4; GDNF; GPC3; SOX8; SULF1; SULF2; WNT7B
NERVE_DEVELOPMENT DEGs_Pso_vs_AD 55 7 1.97E-01 6.42E-01 1.36 DRGX; EPHB1; EPHB2     1 9.77E-01 1.00E+00 0.21 POU4F1 2 1.29E-01 6.88E-01 2.38 HOXA3; UN 10 2.59E-04 1.62E-02 3.54 DMD; EGR2; FOXD3; GABRB2; ISL1; NPTX1; NRTN; NTF3; SULF1; SULF2
NEURAL_CREST_CELL_DEVELOPMENT DEGs_Pso_vs_AD 49 3 7.69E-01 1.00E+00 0.65 ERBB4; HAND2; NRP2 5 3.49E-01 9.07E-01 1.16 EDN3; FOX    0 7.65E-01 8.60E-01 0.00 8 1.99E-03 4.76E-02 3.18 FOXD3; GDNF; ISL1; NRTN; RET; SOX11; SOX8; TWIST1
NEURAL_CREST_CELL_DIFFERENTIATION DEGs_Pso_vs_AD 57 3 8.54E-01 1.00E+00 0.56 ERBB4; HAND2; NRP2 5 4.81E-01 9.14E-01 0.99 EDN3; FOX    0 7.93E-01 8.70E-01 0.00 9 1.44E-03 4.01E-02 3.08 FOXD3; GDNF; ISL1; NRTN; RET; SFRP1; SOX11; SOX8; TWIST1
NEURAL_CREST_CELL_MIGRATION DEGs_Pso_vs_AD 33 3 4.92E-01 9.58E-01 0.97 ERBB4; HAND2; NRP2 3 4.49E-01 9.08E-01 1.03 EDN3; HIF  0 7.00E-01 8.52E-01 0.00 7 7.06E-04 2.77E-02 4.13 FOXD3; GDNF; ISL1; NRTN; RET; SOX8; TWIST1
NEUROACTIVE_LIGAND_RECEPTOR_INTERADEGs_Pso_vs_AD 231 46 4.70E-07 3.10E-05 2.12 CYSLTR1; HRH3; CHR                                            23 2.66E-01 8.30E-01 1.13 ADCYAP1R                       5 2.12E-01 8.13E-01 1.41 CHRNE; GR    27 3.86E-05 4.02E-03 2.28 CHRM3; CRHR1; ADRA2B; ADRB2; DRD1; EDN2; FPR2; GABRB2; GABRG3; GABRP; GCGR; GRIA2; GRIK3; GRIN2A; MC5R; MTNR1A; NTS; OXTR; PTGDR; PTGER2; PTGER3; TACR3; VIPR1; GALR2; CCKBR; GABBR2; P2RY14
NEURONAL_CELL_BODY DEGs_Pso_vs_AD 244 31 4.16E-02 2.76E-01 1.35 APOD; APOE; ASIC2;                            20 6.26E-01 9.49E-01 0.93 ALCAM; AN                   8 2.37E-02 4.85E-01 2.14 CRHBP; CS       26 2.42E-04 1.55E-02 2.08 ARG1; ATP2B2; CAMK2N1; CNTNAP2; CRHR1; CTNND2; DDN; DNER; ENO2; EPHA5; EPHA7; GLUL; GRIK3; KCNC1; KCNJ2; NOV; NQO1; NTRK2; PCSK2; PDE11A; RARA; SDC2; SLC8A3; SRCIN1; TBX21; TUBB4A
NEURONAL_SYSTEM DEGs_Pso_vs_AD 218 31 9.93E-03 1.07E-01 1.52 CHAT; CHRNA3; CHRN                             23 1.83E-01 7.79E-01 1.20 HCN4; ABC                      4 3.35E-01 8.52E-01 1.20 CHRNE; SL   28 4.74E-06 9.09E-04 2.50 ADCY2; ADCY8; KCNH8; RIMS1; GABRB2; GABRG3; KCNH5; GLUL; GRIA2; GRIK3; GRIN2A; KCNC1; KCNH2; KCNJ2; KCNJ16; ACHE; CACNA2D3; KCNK13; SLC1A1; SLC1A2; SLC1A6; SLC6A1; ALDH5A1; CAMK2A; CAMK2B; NCALD; KCNB2; GABBR2
NEURON_FATE_SPECIFICATION DEGs_Pso_vs_AD 12 1 5.03E-01 9.58E-01 0.89 GSX2 1 4.78E-01 9.11E-01 0.94 POU4F1 0 5.84E-01 8.52E-01 0.00 4 1.33E-03 3.82E-02 6.50 FOXA1; GLI2; ISL1; NTRK3
NEURON_MIGRATION DEGs_Pso_vs_AD 87 11 1.51E-01 5.59E-01 1.35 CCK; CCR4; CDK5R1; C        9 2.98E-01 8.69E-01 1.17 ASPM; AXL        0 8.70E-01 9.05E-01 0.00 11 3.20E-03 6.23E-02 2.46 CHL1; DNER; FGF13; FGFR1; GATA3; GFRA3; LMX1B; NTN1; NTRK2; NTRK3; TWIST1
NEUROPEPTIDE_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 24 3 2.89E-01 7.67E-01 1.33 NPY1R; NPY5R; SORC 3 2.57E-01 8.30E-01 1.42 GALR1; GA  0 6.55E-01 8.52E-01 0.00 5 3.85E-03 7.06E-02 4.06 CCKBR; GALR2; SORCS1; SORCS3; TACR3
NEUROTRANSMITTER_RECEPTOR_BINDINGDEGs_Pso_vs_AD 92 13 6.76E-02 3.63E-01 1.51 CHRNA3; CHRNA5; CH           7 6.42E-01 9.50E-01 0.86 GABRR1; C      2 2.89E-01 8.52E-01 1.42 CHRNE; CA 13 5.24E-04 2.43E-02 2.75 ADCY2; ADCY8; GABRB2; GABRG3; GRIA2; GRIK3; GRIN2A; KCNJ2; KCNJ16; CAMK2A; CAMK2B; NCALD; GABBR2
O_GLYCAN_PROCESSING DEGs_Pso_vs_AD 49 9 2.53E-02 2.07E-01 1.96 B3GNT3; GALNT15; G       0 9.95E-01 1.00E+00 0.00 2 1.06E-01 6.85E-01 2.67 GCNT3; MU 11 1.71E-05 2.37E-03 4.37 B3GNT6; B3GNT7; GALNT13; MUC1; MUC12; MUC16; MUC5B; MUC6; MUC7; MUCL1; ST6GAL1
O_LINKED_GLYCOSYLATION_OF_MUCINS DEGs_Pso_vs_AD 53 8 8.80E-02 4.19E-01 1.61 B3GNT3; GALNT6; GA      2 9.06E-01 9.84E-01 0.43 GALNT18; 2 1.21E-01 6.86E-01 2.47 MUC20; GC 12 6.81E-06 1.19E-03 4.41 GALNT13; MUCL1; B3GNT6; MUC1; MUC6; MUC7; GALNT16; WBSCR17; ST6GAL1; MUC5B; B3GNT7; MUC16
ORGAN_FORMATION DEGs_Pso_vs_AD 26 2 5.81E-01 9.98E-01 0.82 AR; NOG 2 5.44E-01 9.17E-01 0.87 GATA6; RD 1 1.95E-01 7.89E-01 2.51 HOXA3 5 5.55E-03 8.73E-02 3.75 BMP4; FGF10; GLI2; ISL1; MESP1
ORGANIC_ACIDSODIUM_SYMPORTER_ACT DEGs_Pso_vs_AD 24 3 2.89E-01 7.67E-01 1.33 SLC1A5; SLC1A7; SLC6 1 7.65E-01 9.80E-01 0.47 SLC13A3 0 6.55E-01 8.52E-01 0.00 5 3.85E-03 7.06E-02 4.06 SLC13A2; SLC1A1; SLC1A2; SLC1A6; SLC6A1
ORGANIC_ACID_TRANSMEMBRANE_TRAN DEGs_Pso_vs_AD 91 13 6.29E-02 3.44E-01 1.52 ABCB11; AQP9; SLC16           7 6.30E-01 9.50E-01 0.87 OCA2; SLC      3 1.07E-01 6.85E-01 2.16 PDPN; SLC  13 4.70E-04 2.28E-02 2.78 SLC13A2; SLC16A6; SLC1A1; SLC1A2; SLC1A6; SLC22A16; SLC23A2; SLC26A7; SLC43A1; SLC6A1; SLC6A20; SLC7A11; SLCO2A1
ORGANIC_ANION_TRANSMEMBRANE_TRA DEGs_Pso_vs_AD 101 15 3.75E-02 2.53E-01 1.58 ABCB11; AQP9; SLC16             8 6.08E-01 9.42E-01 0.90 ABCC3; OC       4 4.44E-02 6.32E-01 2.59 PDPN; SLC   13 1.29E-03 3.82E-02 2.51 SLC13A2; SLC16A6; SLC1A1; SLC1A2; SLC1A6; SLC22A16; SLC23A2; SLC26A7; SLC43A1; SLC6A1; SLC6A20; SLC7A11; SLCO2A1
ORGAN_INDUCTION DEGs_Pso_vs_AD 18 4 5.17E-02 3.06E-01 2.37 HOXA11; HOXC11; W  1 6.45E-01 9.50E-01 0.63 FGF1 0 6.21E-01 8.52E-01 0.00 4 6.78E-03 9.43E-02 4.33 BMP4; FGF10; FGFR1; GDNF
OSSIFICATION DEGs_Pso_vs_AD 175 17 4.27E-01 9.32E-01 1.04 ALPL; BMP3; BMP5; C              15 5.33E-01 9.17E-01 0.97 BCL2; CHR              5 9.17E-02 6.85E-01 1.87 CSF1; MM    18 2.77E-03 5.71E-02 2.00 ACHE; ALOX15; ASPN; ATP6V0A4; ATP6V1B1; BMP4; CHRDL2; CYP24A1; GLI2; GPC3; GPLD1; LRRC17; PKDCC; SFRP1; SLC26A2; SOX8; TNFSF11; TWIST1
OTIC_VESICLE_DEVELOPMENT DEGs_Pso_vs_AD 17 0 9.06E-01 1.00E+00 0.00 1 6.21E-01 9.45E-01 0.67 EYA1 0 6.15E-01 8.52E-01 0.00 5 7.16E-04 2.77E-02 5.73 FGF10; FOXI1; FOXI2; FOXI3; GATA3
OTIC_VESICLE_FORMATION DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 4 5.99E-04 2.56E-02 7.79 FGF10; FOXI1; FOXI2; FOXI3
OTIC_VESICLE_MORPHOGENESIS DEGs_Pso_vs_AD 12 0 8.47E-01 1.00E+00 0.00 1 4.78E-01 9.11E-01 0.94 EYA1 0 5.84E-01 8.52E-01 0.00 4 1.33E-03 3.82E-02 6.50 FGF10; FOXI1; FOXI2; FOXI3
OXIDOREDUCTASE_ACTIVITY__ACTING_ONDEGs_Pso_vs_AD 23 5 3.76E-02 2.53E-01 2.32 CYP1A1; CYP1A2; CYP   3 2.36E-01 8.02E-01 1.48 CYP2A6; CY  2 2.64E-02 5.04E-01 5.68 CYP2E1; CY 6 4.80E-04 2.28E-02 5.08 CYP19A1; CYP1B1; CYP2C18; CYP3A43; CYP4B1; CYP4Z1
OXYGEN_BINDING DEGs_Pso_vs_AD 29 7 9.88E-03 1.06E-01 2.57 ALB; CYP1A1; CYP8B1     3 3.64E-01 9.08E-01 1.17 CYP17A1; C  1 2.16E-01 8.13E-01 2.25 CYP2E1 8 4.27E-05 4.14E-03 5.38 ADGB; CYP19A1; CYP1B1; CYP2C18; CYP4B1; MB; SOD2; TDO2
PANCREATIC_SECRETION DEGs_Pso_vs_AD 81 11 1.05E-01 4.59E-01 1.45 PLA2G4E; CPA2; SLC2         7 5.02E-01 9.17E-01 0.98 CLCA4; KCN      1 5.33E-01 8.52E-01 0.81 PLCB2 12 5.29E-04 2.44E-02 2.89 PLA2G4B; ADCY2; CHRM3; ADCY8; ATP1B1; ATP1B2; FXYD2; ATP2B2; PLA2G2A; PLCB4; CA2; SLC4A4
PEPTIDASE_INHIBITOR_ACTIVITY DEGs_Pso_vs_AD 138 27 1.23E-04 3.65E-03 2.09 BIRC5; CST7; CSTB; O                        16 1.29E-01 7.54E-01 1.31 BST2; COL2               5 4.02E-02 6.01E-01 2.37 AMBP; CD2    16 1.30E-03 3.82E-02 2.26 A2ML1; BIRC7; CARD17; CARD18; COL4A3; CST2; CSTA; GPC3; PAPLN; SERPINB12; SERPINB7; SLPI; TFPI2; TIMP1; WFDC2; WFDC3
PEPTIDASE_REGULATOR_ACTIVITY DEGs_Pso_vs_AD 173 28 2.23E-03 3.47E-02 1.73 BIRC5; CST7; CSTB; F                         19 1.59E-01 7.71E-01 1.24 BST2; COL2                  5 8.83E-02 6.85E-01 1.89 AMBP; CD2    18 2.44E-03 5.41E-02 2.03 A2ML1; BIRC7; CARD17; CARD18; COL4A3; CST2; CSTA; FN1; GPC3; PAPLN; PCOLCE2; SERPINB12; SERPINB7; SLPI; TFPI2; TIMP1; WFDC2; WFDC3
PEPTIDE_CROSS_LINKING DEGs_Pso_vs_AD 27 13 1.30E-07 1.04E-05 5.13 BGN; DCN; IVL; LOR;         2 5.66E-01 9.22E-01 0.84 MAMDC2; 0 6.70E-01 8.52E-01 0.00 5 6.58E-03 9.43E-02 3.61 CSTA; F13A1; FN1; SPRR4; THBS1
PEPTIDE_HORMONE_BINDING DEGs_Pso_vs_AD 22 1 7.55E-01 1.00E+00 0.48 PRLR 1 7.30E-01 9.80E-01 0.52 PTH1R 1 1.66E-01 7.41E-01 2.97 CRHBP 5 2.56E-03 5.41E-02 4.43 ACE2; CRHR1; GCGR; NPR1; OXTR
PEPTIDE_HORMONE_METABOLISM DEGs_Pso_vs_AD 47 1 9.67E-01 1.00E+00 0.23 CPE 4 5.03E-01 9.17E-01 0.96 CMA1; CTS   0 7.58E-01 8.59E-01 0.00 7 6.01E-03 9.23E-02 2.90 DPP4; ANPEP; GZMH; ACHE; PCSK2; ACE2; REN
PEPTIDE_LIGAND_BINDING_RECEPTORS DEGs_Pso_vs_AD 120 35 3.73E-10 6.94E-08 3.11 CXCL13; CCR1; CCR4; C                                13 2.16E-01 7.91E-01 1.23 CXCR6; ED            2 4.14E-01 8.52E-01 1.09 PDYN; CCL 15 8.19E-04 2.97E-02 2.44 CCR3; CCR8; EDN2; FPR2; CXCR2; MC5R; NTS; OXTR; RLN2; CCL3L1; CXCL5; CXCL12; TACR3; GALR2; CCKBR
PEPTIDE_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 81 15 5.46E-03 6.96E-02 1.97 AGTR1; CCR1; CCR2; C            7 5.02E-01 9.17E-01 0.98 AGTRAP; C      0 8.57E-01 8.98E-01 0.00 15 8.19E-06 1.28E-03 3.61 CCKBR; CCR3; CCR8; CCRL2; CXCR2; FPR2; GALR2; GPR17; MC5R; NPR1; OXTR; PTGDR2; SORCS1; SORCS3; TACR3
PERIKARYON DEGs_Pso_vs_AD 35 2 7.52E-01 1.00E+00 0.61 CCK; CCR2 1 8.94E-01 9.84E-01 0.32 GRIK5 2 5.80E-02 6.85E-01 3.74 CRHBP; SY 8 1.83E-04 1.27E-02 4.45 CNTNAP2; CTNND2; DDN; ENO2; GLUL; GRIK3; PCSK2; PDE11A
PERIPHERAL_NERVOUS_SYSTEM_DEVELOP DEGs_Pso_vs_AD 67 8 2.32E-01 6.86E-01 1.27 ASIC2; FA2H; FOXE1;     5 6.32E-01 9.50E-01 0.85 ALDH3A2;    1 4.59E-01 8.52E-01 0.98 NGF 11 3.47E-04 1.93E-02 3.20 DMD; EGR2; FOXD3; GDNF; GFRA3; ISL1; NTF3; NTRK2; PMP22; RXRG; SOX8
PHASE_1___FUNCTIONALIZATION_OF_COMDEGs_Pso_vs_AD 62 14 9.93E-04 1.84E-02 2.41 ADH1B; ADH6; ADH7            10 3.13E-02 5.35E-01 1.83 CYP4F8; CY         3 4.21E-02 6.13E-01 3.16 CYP2C9; CY  9 2.65E-03 5.56E-02 2.83 CYP1B1; CYP2C18; CYP4A11; CYP4B1; CYP19A1; CYP24A1; PTGIS; CYP3A43; CYP4F2
PHOTOTRANSDUCTION__VISIBLE_LIGHT DEGs_Pso_vs_AD 42 5 2.78E-01 7.59E-01 1.27 AKR1B10; APOE; LDLR   5 2.36E-01 8.02E-01 1.35 GPC2; GPC    1 3.06E-01 8.52E-01 1.56 AKR1C3 7 3.13E-03 6.19E-02 3.25 ABCA4; GPC3; GPC6; LRP2; RBP4; SDC2; STRA6
POSITIVE_REGULATION_OF_BEHAVIOR DEGs_Pso_vs_AD 83 18 3.85E-04 8.73E-03 2.31 ALB; CCL19; CCL2; CCL               9 2.52E-01 8.30E-01 1.23 ARTN; C1Q        2 2.49E-01 8.52E-01 1.58 TGFB1; VE 12 6.64E-04 2.69E-02 2.82 CXCL12; DSCAM; EDN2; FGF10; IL23A; NTF3; NTRK3; SGIP1; SLIT2; STRA6; THBS1; THBS4
POSITIVE_REGULATION_OF_CELL_DEVELOPDEGs_Pso_vs_AD 146 9 9.13E-01 1.00E+00 0.66 APOE; CDH4; CXCR4;      20 2.47E-02 5.24E-01 1.55 ASPA; ASP                   6 1.60E-02 4.23E-01 2.69 BAMBI; NG     15 5.72E-03 8.94E-02 2.00 ADIPOQ; BMP4; CLCF1; DSCAM; GDNF; MEG3; NTF3; NTN1; NTRK2; NTRK3; PTPRD; SLIT2; SOX11; SOX8; TWIST1
POSITIVE_REGULATION_OF_CELL_PROJECT DEGs_Pso_vs_AD 134 21 9.93E-03 1.07E-01 1.67 ADCYAP1; APOE; BMP                   11 5.84E-01 9.30E-01 0.93 COBL; DIX          2 4.74E-01 8.52E-01 0.98 NGF; TRPV 15 2.52E-03 5.41E-02 2.18 CAMK2B; CDC42EP5; DMD; DPYSL3; DSCAM; ESPN; FGFR1; MYO3B; NTN1; NTRK2; NTRK3; PTPRD; RET; SLIT2; TRIM67
POSITIVE_REGULATION_OF_CHEMOKINE_PDEGs_Pso_vs_AD 28 3 3.81E-01 8.86E-01 1.14 IL4R; IL6; TLR2 2 5.88E-01 9.30E-01 0.81 HIF1A; PYC 0 6.75E-01 8.52E-01 0.00 6 1.49E-03 4.07E-02 4.18 ADIPOQ; IL1B; IL1RL1; IL33; TLR7; TWIST1
POSITIVE_REGULATION_OF_CHEMOTAXIS DEGs_Pso_vs_AD 74 17 2.62E-04 6.39E-03 2.45 CCL19; CCL2; CCL3; CC              9 1.59E-01 7.71E-01 1.38 ARTN; C1Q        2 2.09E-01 8.06E-01 1.77 TGFB1; VE 10 2.84E-03 5.83E-02 2.63 CXCL12; DSCAM; EDN2; FGF10; IL23A; NTF3; NTRK3; SLIT2; THBS1; THBS4
POSITIVE_REGULATION_OF_CYCLIC_NUCLE DEGs_Pso_vs_AD 53 9 4.02E-02 2.68E-01 1.81 ADCYAP1; ADM; ADR       4 6.03E-01 9.40E-01 0.86 ADCYAP1R    0 7.79E-01 8.66E-01 0.00 8 3.33E-03 6.35E-02 2.94 ADRB2; CRHR1; DRD1; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
POSITIVE_REGULATION_OF_CYCLIC_NUCLE DEGs_Pso_vs_AD 59 12 5.27E-03 6.74E-02 2.17 ADCYAP1; ADM; ADR          4 6.91E-01 9.70E-01 0.77 ADCYAP1R    1 4.13E-01 8.52E-01 1.11 FZD2 8 6.54E-03 9.43E-02 2.64 ADRB2; CRHR1; DRD1; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
POSITIVE_REGULATION_OF_CYTOKINE_PR DEGs_Pso_vs_AD 192 46 1.17E-09 1.78E-07 2.55 ADAM8; ADCYAP1; A                                            10 9.68E-01 1.00E+00 0.59 CD34; DDX         3 4.52E-01 8.52E-01 1.02 CD40LG; N  23 9.18E-05 7.80E-03 2.33 ADIPOQ; FZD5; GATA3; HPSE; IFNG; IL13; IL17A; IL17F; IL1B; IL1RL1; IL23A; IL23R; IL27RA; IL33; ISL1; KLRK1; LURAP1; RARA; SULF1; SULF2; THBS1; TLR7; TWIST1
POSITIVE_REGULATION_OF_ENDOTHELIAL DEGs_Pso_vs_AD 50 5 4.19E-01 9.32E-01 1.07 CCL2; F3; NRP2; PGF; 5 3.66E-01 9.08E-01 1.13 ANG; CCL2    1 3.58E-01 8.52E-01 1.31 VEGFA 8 2.28E-03 5.25E-02 3.12 ARG1; BMP4; CCL26; CCR3; ITGB3; NR4A1; THBS4; TNFSF12
POSITIVE_REGULATION_OF_EPITHELIAL_CEDEGs_Pso_vs_AD 115 20 3.56E-03 5.05E-02 1.85 AGAP2; BMP5; CCL2;                 14 1.08E-01 7.54E-01 1.38 ANG; CCL2             2 3.93E-01 8.52E-01 1.14 TGFB1; VE 14 1.52E-03 4.11E-02 2.37 ARG1; BMP4; CCL26; CCR3; FGF10; FGF7; GLUL; ITGB3; NR4A1; SFRP1; SOX11; TGFA; THBS4; TNFSF12
POSITIVE_REGULATION_OF_FATTY_ACID_TDEGs_Pso_vs_AD 15 0 8.86E-01 1.00E+00 0.00 1 5.68E-01 9.22E-01 0.76 PLA2G10 0 6.03E-01 8.52E-01 0.00 4 3.32E-03 6.35E-02 5.20 CYP4A11; CYP4F2; IL1B; TNFSF11



POSITIVE_REGULATION_OF_HOMEOSTATICDEGs_Pso_vs_AD 58 5 5.55E-01 9.88E-01 0.92 ADAM8; CCK; HNF4A;  7 1.92E-01 7.89E-01 1.37 ADCYAP1R       0 7.96E-01 8.72E-01 0.00 9 1.64E-03 4.26E-02 3.02 CA2; DRD1; IL13; IL1B; NR1D1; PTGER3; SGIP1; THY1; TNFSF11
POSITIVE_REGULATION_OF_HORMONE_SEDEGs_Pso_vs_AD 60 4 7.51E-01 1.00E+00 0.71 ADCYAP1; CD38; DOC  8 1.18E-01 7.54E-01 1.51 EDN3; HIF       0 8.02E-01 8.74E-01 0.00 8 7.25E-03 9.90E-02 2.60 BLK; C1QTNF3; GLUL; GPLD1; ISL1; RBP4; SOX11; TNFSF11
POSITIVE_REGULATION_OF_ICOSANOID_S DEGs_Pso_vs_AD 13 0 8.61E-01 1.00E+00 0.00 1 5.10E-01 9.17E-01 0.87 PLA2G10 0 5.91E-01 8.52E-01 0.00 4 1.86E-03 4.58E-02 6.00 CYP4A11; CYP4F2; IL1B; TNFSF11
POSITIVE_REGULATION_OF_INTERFERON_ DEGs_Pso_vs_AD 29 10 1.13E-04 3.39E-03 3.68 BCL3; CCR2; CD3E; IL1       1 8.35E-01 9.80E-01 0.39 PYCARD 0 6.80E-01 8.52E-01 0.00 7 3.02E-04 1.73E-02 4.70 FZD5; IL1B; IL23A; IL23R; IL27RA; ISL1; KLRK1
POSITIVE_REGULATION_OF_ION_TRANSPODEGs_Pso_vs_AD 108 9 6.30E-01 1.00E+00 0.89 CCL3; CCL4; CCL5; CCR      17 9.84E-03 3.61E-01 1.78 ACTN2; AD                1 6.53E-01 8.52E-01 0.61 TRPV2 12 6.43E-03 9.43E-02 2.17 ANK2; ATP2B2; CYP4A11; CYP4F2; DRD1; GDNF; IL13; IL1B; PKP2; SLC6A1; THY1; TNFSF11
POSITIVE_REGULATION_OF_ISOTYPE_SWITDEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 CD28; PTPRC 0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 TGFB1 3 6.72E-03 9.43E-02 5.85 CLCF1; IFNG; TBX21
POSITIVE_REGULATION_OF_JAK_STAT_CASDEGs_Pso_vs_AD 47 14 4.11E-05 1.47E-03 3.18 AGAP2; CCL5; CSF2; E           4 5.03E-01 9.17E-01 0.96 F2R; HPX;  0 7.58E-01 8.59E-01 0.00 7 6.01E-03 9.23E-02 2.90 CLCF1; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1
POSITIVE_REGULATION_OF_LEUKOCYTE_D DEGs_Pso_vs_AD 87 19 2.49E-04 6.11E-03 2.33 ADAM8; CCL19; CCR1                 6 7.24E-01 9.80E-01 0.78 AXL; IL5; IT    4 2.76E-02 5.20E-01 3.01 CD27; CSF   11 3.20E-03 6.23E-02 2.46 CA2; GATA3; GLI2; IFNG; IL17A; IL23A; IL23R; RARA; TESC; TNFSF11; VNN1
POSITIVE_REGULATION_OF_LIPID_TRANSP DEGs_Pso_vs_AD 31 3 4.49E-01 9.48E-01 1.03 APOE; LIPG; TAC1 2 6.48E-01 9.50E-01 0.73 PLA2G10; 0 6.90E-01 8.52E-01 0.00 6 2.60E-03 5.47E-02 3.77 ADIPOQ; CYP4A11; CYP4F2; IL1B; PON1; TNFSF11
POSITIVE_REGULATION_OF_MYELOID_LEU DEGs_Pso_vs_AD 33 4 2.84E-01 7.67E-01 1.29 CCR1; HCLS1; IL12B; L 3 4.49E-01 9.08E-01 1.03 IL5; PF4; P 2 5.20E-02 6.62E-01 3.96 CSF1; IKZF 7 7.06E-04 2.77E-02 4.13 CA2; IFNG; IL17A; IL23A; IL23R; TESC; TNFSF11
POSITIVE_REGULATION_OF_NEURON_DIFFDEGs_Pso_vs_AD 54 7 1.85E-01 6.11E-01 1.38 DUOXA1; GDF7; IL6;    4 6.19E-01 9.45E-01 0.84 ECT2; GDF   1 3.83E-01 8.52E-01 1.21 NGF 9 9.67E-04 3.14E-02 3.25 ADRA2B; BMP4; CDON; DMD; FGFR1; FOXA1; GLI2; IFNG; SOX11
POSITIVE_REGULATION_OF_NEURON_PRO DEGs_Pso_vs_AD 57 10 2.67E-02 2.12E-01 1.87 ADCYAP1; BMP5; DCC        4 6.63E-01 9.58E-01 0.80 COBL; EPH   0 7.93E-01 8.70E-01 0.00 8 5.28E-03 8.69E-02 2.73 CAMK2B; DMD; DPYSL3; FGFR1; NTRK2; NTRK3; RET; TRIM67
POSITIVE_REGULATION_OF_NUCLEOTIDE_ DEGs_Pso_vs_AD 55 10 2.11E-02 1.82E-01 1.94 ADCYAP1; ADM; ADR        4 6.34E-01 9.50E-01 0.82 ADCYAP1R    0 7.86E-01 8.68E-01 0.00 8 4.22E-03 7.58E-02 2.83 ADRB2; CRHR1; DRD1; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
POSITIVE_REGULATION_OF_ORGANIC_ACI DEGs_Pso_vs_AD 22 0 9.43E-01 1.00E+00 0.00 2 4.48E-01 9.08E-01 1.03 PLA2G10; T 0 6.44E-01 8.52E-01 0.00 5 2.56E-03 5.41E-02 4.43 CYP4A11; CYP4F2; IL1B; SLC6A1; TNFSF11
POSITIVE_REGULATION_OF_OSTEOCLAST_ DEGs_Pso_vs_AD 14 2 2.60E-01 7.28E-01 1.52 CCR1; IL12B 1 5.40E-01 9.17E-01 0.81 PPARGC1B 1 1.06E-01 6.85E-01 4.67 CSF1 6 2.00E-05 2.64E-03 8.35 CA2; IFNG; IL17A; IL23A; IL23R; TNFSF11
POSITIVE_REGULATION_OF_PEPTIDYL_TYR DEGs_Pso_vs_AD 114 23 2.25E-04 5.60E-03 2.15 AFAP1L2; CCK; CCL5; C                    6 9.15E-01 9.85E-01 0.60 HGF; HPX;    1 6.76E-01 8.52E-01 0.57 VEGFA 17 4.40E-05 4.15E-03 2.91 ADIPOQ; ADRA2B; CLCF1; CSPG4; FGF10; FGF7; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1; ITGB3; NTF3; SRCIN1; TGFA; THBS4
POSITIVE_REGULATION_OF_PROTEIN_SECRDEGs_Pso_vs_AD 79 19 6.31E-05 2.10E-03 2.56 ADAM8; AIM2; CCL19                 9 2.08E-01 7.90E-01 1.29 ANG; CD34        2 2.31E-01 8.27E-01 1.65 TGFB1; TG 10 4.62E-03 7.99E-02 2.47 ACHE; C1QTNF3; CLEC4E; GATA3; IFNG; IL13; IL1RL1; IL33; RBP4; TWIST1
POSITIVE_REGULATION_OF_PURINE_NUCL DEGs_Pso_vs_AD 55 10 2.11E-02 1.82E-01 1.94 ADCYAP1; ADM; ADR        4 6.34E-01 9.50E-01 0.82 ADCYAP1R    0 7.86E-01 8.68E-01 0.00 8 4.22E-03 7.58E-02 2.83 ADRB2; CRHR1; DRD1; MC5R; MRAP2; MTNR1A; NPR1; NTRK2
POSITIVE_REGULATION_OF_RESPONSE_TODEGs_Pso_vs_AD 145 35 8.21E-08 6.88E-06 2.57 ADAM8; AGTR1; ALO                                 12 5.77E-01 9.30E-01 0.94 ARTN; C1Q           2 5.18E-01 8.52E-01 0.90 TGFB1; VE 17 8.43E-04 3.00E-02 2.28 CXCL12; DSCAM; EDN2; FGF10; IL1B; IL1RL1; IL23A; IL33; NTF3; NTRK3; PLA2G2A; PTGER3; SLIT2; THBS1; THBS4; TLR7; TNFSF11
POSITIVE_REGULATION_OF_SECRETION DEGs_Pso_vs_AD 195 29 6.62E-03 7.85E-02 1.59 ADAM8; ADCYAP1; A                           22 1.16E-01 7.54E-01 1.28 ANG; CD34                     4 2.64E-01 8.52E-01 1.34 P2RY2; TG   24 4.27E-05 4.14E-03 2.40 ACHE; BLK; C1QTNF3; CLEC4E; CRHR1; CYP4A11; CYP4F2; GATA3; GDNF; GLUL; GPLD1; IFNG; IL13; IL1B; IL1RL1; IL33; ISL1; NPR1; OXTR; RBP4; SLC6A1; SOX11; TNFSF11; TWIST1
POSITIVE_REGULATION_OF_SMOOTH_MU DEGs_Pso_vs_AD 21 1 7.36E-01 1.00E+00 0.51 LCK 4 7.05E-02 6.70E-01 2.16 ADRA1A; F   0 6.38E-01 8.52E-01 0.00 5 2.05E-03 4.81E-02 4.64 ADRA2B; CHRM3; EDN2; OXTR; TACR3
POSITIVE_REGULATION_OF_SYNAPTIC_TRADEGs_Pso_vs_AD 15 3 1.03E-01 4.54E-01 2.13 ADCYAP1; NTRK1; RE 1 5.68E-01 9.22E-01 0.76 NLGN3 0 6.03E-01 8.52E-01 0.00 5 3.73E-04 2.00E-02 6.50 DRD1; GLUL; NRXN1; NTRK2; OXTR
POSITIVE_REGULATION_OF_TYROSINE_PH DEGs_Pso_vs_AD 24 5 4.45E-02 2.85E-01 2.22 IL12B; IL20; IL24; IL6; 1 7.65E-01 9.80E-01 0.47 KIT 0 6.55E-01 8.52E-01 0.00 5 3.85E-03 7.06E-02 4.06 CLCF1; IL23A; IL23R; IL31RA; ISL1
POSITIVE_REGULATION_OF_TYROSINE_PH DEGs_Pso_vs_AD 39 11 4.15E-04 9.28E-03 3.01 CCL5; CSF2; ERBB4; H        2 7.76E-01 9.80E-01 0.58 HPX; KIT 0 7.26E-01 8.53E-01 0.00 7 2.01E-03 4.76E-02 3.50 CLCF1; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1
POSITIVE_REGULATION_VASCULAR_ENDO DEGs_Pso_vs_AD 18 0 9.15E-01 1.00E+00 0.00 1 6.45E-01 9.50E-01 0.63 HIF1A 1 1.36E-01 6.95E-01 3.63 TGFB1 5 9.58E-04 3.14E-02 5.41 HPSE; IL1B; ISL1; SULF1; SULF2
POTASSIUM_CHANNELS DEGs_Pso_vs_AD 72 14 4.43E-03 5.89E-02 2.07 KCNG3; KCNV1; KCNM            10 7.50E-02 6.70E-01 1.57 HCN4; ABC         0 8.36E-01 8.88E-01 0.00 9 7.33E-03 9.95E-02 2.44 KCNH8; KCNH5; KCNC1; KCNH2; KCNJ2; KCNJ16; KCNK13; KCNB2; GABBR2
POTASSIUM_TRANSPORTING_ATPASE_ACT DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 ATP12A; ATP1A2 1 4.11E-01 9.08E-01 1.13 ATP1B3 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 ATP1B1; ATP1B2; FXYD2
PRESYNAPTIC_MEMBRANE DEGs_Pso_vs_AD 46 5 3.48E-01 8.47E-01 1.16 FBXO45; FOSL1; KCTD   3 6.86E-01 9.70E-01 0.74 GRIK4; GR  2 9.46E-02 6.85E-01 2.84 GRM3; UN 7 5.32E-03 8.69E-02 2.97 ACHE; CAMK2A; ERC2; GRIN2A; L1CAM; NRXN1; RIMS1
PROSTAGLANDIN_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 11 0 8.31E-01 1.00E+00 0.00 1 4.45E-01 9.08E-01 1.03 PTGFR 1 8.39E-02 6.85E-01 5.94 AKR1C3 4 9.12E-04 3.10E-02 7.09 PTGDR; PTGDR2; PTGER2; PTGER3
PROSTANOID_RECEPTOR_ACTIVITY DEGs_Pso_vs_AD 12 0 8.47E-01 1.00E+00 0.00 1 4.78E-01 9.11E-01 0.94 PTGFR 1 9.14E-02 6.85E-01 5.45 AKR1C3 4 1.33E-03 3.82E-02 6.50 PTGDR; PTGDR2; PTGER2; PTGER3
PROSTATE_GLAND_DEVELOPMENT DEGs_Pso_vs_AD 37 4 3.63E-01 8.74E-01 1.15 AR; HOXD13; NOG; T 3 5.30E-01 9.17E-01 0.92 CYP7B1; PL  0 7.18E-01 8.52E-01 0.00 6 6.55E-03 9.43E-02 3.16 BMP4; CRIP1; CYP19A1; FOXA1; GLI2; SFRP1
PROSTATE_GLAND_MORPHOGENESIS DEGs_Pso_vs_AD 26 4 1.57E-01 5.69E-01 1.64 AR; HOXD13; NOG; T 1 7.96E-01 9.80E-01 0.44 CYP7B1 0 6.65E-01 8.52E-01 0.00 5 5.55E-03 8.73E-02 3.75 BMP4; CRIP1; FOXA1; GLI2; SFRP1
PROTEIN_HETEROTRIMERIZATION DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 2 1.35E-01 7.54E-01 2.27 COL1A1; CO 0 5.71E-01 8.52E-01 0.00 4 5.99E-04 2.56E-02 7.79 ADIPOQ; C1QTNF1; COL6A1; COL6A2
PROTEIN_LOCALIZATION_TO_CELL_SURFACDEGs_Pso_vs_AD 18 0 9.15E-01 1.00E+00 0.00 3 1.38E-01 7.54E-01 1.89 FBLN5; GP  0 6.21E-01 8.52E-01 0.00 4 6.78E-03 9.43E-02 4.33 ANK2; FGF10; FGF7; MRAP2
PROTEIN_O_LINKED_GLYCOSYLATION DEGs_Pso_vs_AD 69 10 8.23E-02 4.06E-01 1.54 B3GNT3; GALNT15; G        0 9.99E-01 1.00E+00 0.00 2 1.87E-01 7.78E-01 1.89 GCNT3; MU 12 1.12E-04 8.84E-03 3.39 A4GNT; B3GNT6; B3GNT7; GALNT13; MUC1; MUC12; MUC16; MUC5B; MUC6; MUC7; MUCL1; ST6GAL1
PROTEIN_TRIMERIZATION DEGs_Pso_vs_AD 29 5 8.96E-02 4.23E-01 1.84 ALOX5AP; LCN2; MGS   3 3.64E-01 9.08E-01 1.17 COL1A1; CO  0 6.80E-01 8.52E-01 0.00 6 1.81E-03 4.49E-02 4.03 ADIPOQ; ARG1; C1QTNF1; C1QTNF3; COL6A1; COL6A2
PROTEOGLYCAN_BINDING DEGs_Pso_vs_AD 19 2 4.03E-01 9.15E-01 1.12 COMP; PTPRC 4 5.10E-02 5.95E-01 2.39 FST; GPC2;  1 1.44E-01 7.06E-01 3.44 CECR1 6 1.50E-04 1.10E-02 6.15 CFH; GPC3; GPC6; ITGAM; SLIT2; THBS1
PROTEOGLYCAN_METABOLIC_PROCESS DEGs_Pso_vs_AD 82 7 5.84E-01 9.98E-01 0.91 BGN; DCN; HS3ST3B1     7 5.16E-01 9.17E-01 0.97 CHST11; C      2 2.44E-01 8.52E-01 1.59 ACAN; HS3 11 1.98E-03 4.76E-02 2.61 COL11A1; CSPG4; FOXL1; GAL3ST4; GPC3; GPC6; HPSE; IL17F; SDC2; SULF1; SULF2
PROXIMAL_TUBULE_BICARBONATE_RECLA DEGs_Pso_vs_AD 22 2 4.83E-01 9.56E-01 0.97 ATP1A2; PCK1 2 4.48E-01 9.08E-01 1.03 SLC25A10; 2 2.42E-02 4.85E-01 5.94 SLC9A3; CA 5 2.56E-03 5.41E-02 4.43 ATP1B1; ATP1B2; FXYD2; CA2; SLC4A4
REGULATION_OF_ANGIOGENESIS DEGs_Pso_vs_AD 151 22 1.93E-02 1.71E-01 1.55 ADM; ADM2; AMOT;                   15 3.06E-01 8.80E-01 1.13 ANGPTL3;              3 3.04E-01 8.52E-01 1.30 EPHA1; HO  19 1.79E-04 1.27E-02 2.45 CCR3; COL4A3; ID1; IL17F; IL1B; ISL1; MEG3; NPR1; PIK3R6; PTGIS; SFRP1; STAT1; SULF1; THBS1; THBS4; TNFSF12; TNMD; TWIST1; WARS
REGULATION_OF_ANION_TRANSPORT DEGs_Pso_vs_AD 45 3 7.14E-01 1.00E+00 0.71 NPY5R; ROS1; SFRP4 6 1.50E-01 7.71E-01 1.51 CRY2; GRM     0 7.50E-01 8.56E-01 0.00 7 4.69E-03 8.01E-02 3.03 ARG1; CYP4A11; CYP4F2; IL1B; SLC6A1; THBS1; TNFSF11
REGULATION_OF_BEHAVIOR DEGs_Pso_vs_AD 129 24 5.98E-04 1.23E-02 1.98 ALB; CCL19; CCL2; CCL                     14 2.06E-01 7.90E-01 1.23 ARTN; C1Q             4 9.20E-02 6.85E-01 2.03 CRHBP; PT   15 1.73E-03 4.41E-02 2.27 CXCL12; DSCAM; EDN2; FGF10; IL23A; NRXN1; NTF3; NTRK3; SEMA3A; SGIP1; SLIT2; STRA6; TACR3; THBS1; THBS4
REGULATION_OF_BIOMINERAL_TISSUE_DEDEGs_Pso_vs_AD 60 10 3.68E-02 2.52E-01 1.78 CCL3; CCR1; CYP27B1;       3 8.48E-01 9.80E-01 0.57 DDR2; ENP  1 4.19E-01 8.52E-01 1.09 TGFB1 8 7.25E-03 9.90E-02 2.60 ADRB2; ASPN; BMP4; BMPR1B; CREB3L1; NFE2; PKDCC; TWIST1
REGULATION_OF_BLOOD_PRESSURE DEGs_Pso_vs_AD 131 13 4.02E-01 9.15E-01 1.06 ADM2; ADRB1; AGTR           17 5.41E-02 6.21E-01 1.47 ACSM3; AD                2 4.61E-01 8.52E-01 1.00 GJA5; PTPR 14 5.14E-03 8.60E-02 2.08 ACE2; ADIPOQ; ADRA2B; ADRB2; ANPEP; CYP4A11; CYP4F2; EDN2; GCGR; NPR1; OXTR; REN; SOD2; TACR3
REGULATION_OF_BMP_SIGNALING_PATHWDEGs_Pso_vs_AD 59 4 7.38E-01 1.00E+00 0.72 NOG; SOST; VWC2L; W 8 1.09E-01 7.54E-01 1.54 CHRD; MS       0 7.99E-01 8.73E-01 0.00 10 4.70E-04 2.28E-02 3.30 BMP4; BMPER; DKK1; FBN1; GPC3; HTRA3; RGMA; SFRP1; SOX11; SULF1
REGULATION_OF_CARDIAC_MUSCLE_CELL_DEGs_Pso_vs_AD 25 1 8.05E-01 1.00E+00 0.43 DSC2 3 2.78E-01 8.53E-01 1.36 CACNA1G;  2 3.09E-02 5.55E-01 5.23 GJA5; SCN 5 4.65E-03 7.99E-02 3.90 ANK2; DMD; KCNH2; KCNJ2; PKP2
REGULATION_OF_CELL_CELL_ADHESION DEGs_Pso_vs_AD 70 10 8.89E-02 4.22E-01 1.52 ADAM8; CCL5; CXCL13        3 9.15E-01 9.85E-01 0.49 CD47; WN  2 1.91E-01 7.89E-01 1.87 FERMT3; T 9 6.09E-03 9.30E-02 2.51 ADIPOQ; B4GALNT2; DPP4; EPHA7; FOXA1; HAS2; IL1B; L1CAM; TNFSF11
REGULATION_OF_CELL_FATE_COMMITMENDEGs_Pso_vs_AD 23 3 2.66E-01 7.34E-01 1.39 AR; IL12B; IL12RB1 2 4.73E-01 9.11E-01 0.99 SFRP2; WN 0 6.49E-01 8.52E-01 0.00 6 4.80E-04 2.28E-02 5.08 DKK1; FGFR1; IL23A; IL23R; MESP1; SPDEF
REGULATION_OF_CELL_MORPHOGENESIS_DEGs_Pso_vs_AD 182 19 3.04E-01 7.94E-01 1.11 APOE; BMP5; CDH4; C                23 4.05E-02 5.68E-01 1.43 C1QBP; CA                      7 1.45E-02 4.11E-01 2.51 BAMBI; NG      20 7.59E-04 2.88E-02 2.14 ACHE; CAMK2B; DSCAM; FGF13; FOXA1; GDNF; IFNG; LINGO1; NTN1; NTRK2; NTRK3; PTPRD; SDC2; SEMA3A; SFRP1; SLIT2; SRCIN1; STAT1; THY1; TWIST1
REGULATION_OF_CELLULAR_RESPONSE_T DEGs_Pso_vs_AD 146 9 9.13E-01 1.00E+00 0.66 CXCL13; FBN2; FGFBP       11 6.98E-01 9.78E-01 0.85 CHST11; FG          4 1.30E-01 6.88E-01 1.79 BAMBI; NG   17 9.11E-04 3.10E-02 2.27 ASPN; DMD; FBN1; FGF10; GATA3; HHIP; HTRA3; IL17F; IL1B; ITGB3; MEG3; PEG10; SLIT2; SOX11; SULF1; SULF2; THBS1
REGULATION_OF_CHEMOKINE_PRODUCTI DEGs_Pso_vs_AD 45 7 9.00E-02 4.24E-01 1.66 APOD; ELANE; IL4R; I    4 4.68E-01 9.11E-01 1.01 GSTP1; HI   0 7.50E-01 8.56E-01 0.00 9 2.34E-04 1.51E-02 3.90 ADIPOQ; C1QTNF3; IFNG; IL1B; IL1RL1; IL33; MEFV; TLR7; TWIST1
REGULATION_OF_EMBRYONIC_DEVELOPM DEGs_Pso_vs_AD 81 10 1.81E-01 6.01E-01 1.32 AMOT; AR; HNF4A; O       7 5.02E-01 9.17E-01 0.98 CDK1; GRH      1 5.33E-01 8.52E-01 0.81 FZD2 13 1.43E-04 1.09E-02 3.13 ADIPOQ; BMP4; DKK1; FGF10; FGFR1; GATA3; GDNF; IL1B; LAMA4; MEG3; MESP1; SFRP1; SULF1
REGULATION_OF_ENDOTHELIAL_CELL_PRODEGs_Pso_vs_AD 71 8 2.84E-01 7.67E-01 1.20 APOE; CCL2; F3; LECT     6 5.22E-01 9.17E-01 0.96 ANG; CCL2     1 4.81E-01 8.52E-01 0.92 VEGFA 12 1.48E-04 1.10E-02 3.29 ARG1; BMP4; CCL26; CCR3; ITGB3; NR4A1; STAT1; SULF1; THBS1; THBS4; TNFSF12; TNMD
REGULATION_OF_EPITHELIAL_CELL_DIFFERDEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 LIF; OSR1 1 4.11E-01 9.08E-01 1.13 PROM1 0 5.71E-01 8.52E-01 0.00 4 5.99E-04 2.56E-02 7.79 ADIPOQ; GATA3; IFNG; STAT1
REGULATION_OF_FATTY_ACID_TRANSPOR DEGs_Pso_vs_AD 23 0 9.48E-01 1.00E+00 0.00 2 4.73E-01 9.11E-01 0.99 IRS2; PLA2 0 6.49E-01 8.52E-01 0.00 5 3.16E-03 6.19E-02 4.24 CYP4A11; CYP4F2; IL1B; THBS1; TNFSF11
REGULATION_OF_FIBROBLAST_GROWTH_ DEGs_Pso_vs_AD 23 3 2.66E-01 7.34E-01 1.39 FGFBP1; NOG; WNT5 3 2.36E-01 8.02E-01 1.48 PDGFB; SP  0 6.49E-01 8.52E-01 0.00 5 3.16E-03 6.19E-02 4.24 GATA3; HHIP; SULF1; SULF2; THBS1
REGULATION_OF_GASTRULATION DEGs_Pso_vs_AD 25 3 3.12E-01 8.07E-01 1.28 HNF4A; OSR1; OSR2 2 5.21E-01 9.17E-01 0.91 SFRP2; WN 0 6.60E-01 8.52E-01 0.00 5 4.65E-03 7.99E-02 3.90 ADIPOQ; DKK1; FGFR1; IL1B; MESP1
REGULATION_OF_GLUCONEOGENESIS DEGs_Pso_vs_AD 18 2 3.75E-01 8.81E-01 1.18 IL6; PPARGC1A 1 6.45E-01 9.50E-01 0.63 FOXO1 0 6.21E-01 8.52E-01 0.00 4 6.78E-03 9.43E-02 4.33 ADIPOQ; C1QTNF3; FBP1; SIK1
REGULATION_OF_GRANULOCYTE_MACROPDEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 CD80; IL12B 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 5 3.72E-05 4.02E-03 9.74 IL17F; IL1B; IL23A; IL23R; ISL1
REGULATION_OF_HEAT_GENERATION DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 IL1B; PTGER3; TNFSF11
REGULATION_OF_HORMONE_LEVELS DEGs_Pso_vs_AD 175 18 3.31E-01 8.32E-01 1.10 ADH7; ADM; ALDH1A                20 1.15E-01 7.54E-01 1.29 CHST8; CM                   6 3.53E-02 5.75E-01 2.24 AKR1C3; C     20 4.58E-04 2.28E-02 2.23 ACE2; ANPEP; CRABP2; CYP19A1; DDO; DIO2; FFAR4; FOXA1; GATA3; HSD3B1; MEG3; PCSK2; RBP4; REN; SLC5A5; SOX8; STRA6; SULT1B1; SULT1E1; TRPV4
REGULATION_OF_ICOSANOID_SECRETION DEGs_Pso_vs_AD 15 0 8.86E-01 1.00E+00 0.00 1 5.68E-01 9.22E-01 0.76 PLA2G10 0 6.03E-01 8.52E-01 0.00 4 3.32E-03 6.35E-02 5.20 CYP4A11; CYP4F2; IL1B; TNFSF11
REGULATION_OF_IMMUNOGLOBULIN_PRODEGs_Pso_vs_AD 32 9 1.29E-03 2.23E-02 3.00 CD28; FOXP3; IL10; IL      2 6.66E-01 9.58E-01 0.71 HPX; IL5 2 4.92E-02 6.53E-01 4.09 CD40LG; T 7 5.79E-04 2.56E-02 4.26 CLCF1; IFNG; IL13; IL27RA; IL33; RBP4; TBX21
REGULATION_OF_INFLAMMATORY_RESPO DEGs_Pso_vs_AD 180 48 9.17E-12 3.63E-09 2.84 ACP5; ADAM8; ADCYA                                              12 8.46E-01 9.80E-01 0.76 AOAH; C1Q           0 9.69E-01 9.73E-01 0.00 19 1.62E-03 4.21E-02 2.06 ACE2; ADIPOQ; C1QTNF3; CFH; FFAR4; GATA3; IL17A; IL17F; IL1B; IL1RL1; IL23A; IL33; ISL1; MEFV; PLA2G2A; PTGER3; PTGIS; TLR7; TNFSF11
REGULATION_OF_INTERFERON_GAMMA_PDEGs_Pso_vs_AD 61 18 4.53E-06 2.40E-04 3.15 BCL3; CCR2; CCR7; CD               4 7.17E-01 9.80E-01 0.74 AXL; C1QB   0 8.05E-01 8.75E-01 0.00 13 6.08E-06 1.10E-03 4.15 FZD5; GATA3; IL1B; IL1RL1; IL23A; IL23R; IL27RA; IL33; ISL1; KLRK1; PGLYRP4; RARA; TLR7
REGULATION_OF_INTERLEUKIN_12_PROD DEGs_Pso_vs_AD 40 15 8.64E-07 5.35E-05 4.00 ACP5; CCL19; CCR7; C            2 7.89E-01 9.80E-01 0.57 C1QBP; RE 1 2.93E-01 8.52E-01 1.63 CD40LG 7 2.34E-03 5.32E-02 3.41 IFNG; IL23A; IL23R; IRAK3; ISL1; MEFV; THBS1
REGULATION_OF_INTERLEUKIN_5_PRODU DEGs_Pso_vs_AD 11 1 4.69E-01 9.48E-01 0.97 FOXP3 1 4.45E-01 9.08E-01 1.03 IL5RA 0 5.78E-01 8.52E-01 0.00 5 6.60E-05 5.77E-03 8.86 GATA3; IL1RL1; IL33; IL9; RARA
REGULATION_OF_INTERLEUKIN_6_PRODU DEGs_Pso_vs_AD 64 13 3.93E-03 5.39E-02 2.17 ADCYAP1; AFAP1L2; C           3 8.79E-01 9.80E-01 0.53 F2R; GBA; 0 8.14E-01 8.78E-01 0.00 10 9.17E-04 3.10E-02 3.04 C1QTNF3; IFNG; IL17F; IL1B; IL33; IRAK3; ISL1; KLF2; TLR7; TWIST1
REGULATION_OF_ISOTYPE_SWITCHING DEGs_Pso_vs_AD 15 4 2.76E-02 2.12E-01 2.84 CD28; FOXP3; IL10; PT 0 8.75E-01 9.80E-01 0.00 1 1.14E-01 6.85E-01 4.36 TGFB1 4 3.32E-03 6.35E-02 5.20 CLCF1; IFNG; IL27RA; TBX21
REGULATION_OF_KIDNEY_DEVELOPMENT DEGs_Pso_vs_AD 44 4 5.00E-01 9.58E-01 0.97 LIF; NOG; OSR1; WNT 3 6.55E-01 9.56E-01 0.77 HOXB7; PD  2 8.75E-02 6.85E-01 2.97 TGFB1; VE 8 9.59E-04 3.14E-02 3.54 ADIPOQ; BMP4; GATA3; GDNF; IFNG; RET; SOX8; STAT1
REGULATION_OF_LIPID_TRANSPORT DEGs_Pso_vs_AD 58 5 5.55E-01 9.88E-01 0.92 APOC1; APOE; EGF; L  4 6.77E-01 9.66E-01 0.78 ABCG5; IR   0 7.96E-01 8.72E-01 0.00 8 5.88E-03 9.16E-02 2.69 ADIPOQ; CYP4A11; CYP4F2; IL1B; ITGB3; PON1; THBS1; TNFSF11
REGULATION_OF_MACROPHAGE_ACTIVAT DEGs_Pso_vs_AD 18 4 5.17E-02 3.06E-01 2.37 IL4R; TNIP2; WNT5A; 3 1.38E-01 7.54E-01 1.89 PLA2G10;  0 6.21E-01 8.52E-01 0.00 5 9.58E-04 3.14E-02 5.41 IL13; IL1RL1; IL31RA; IL33; THBS1
REGULATION_OF_MEMBRANE_PROTEIN_E DEGs_Pso_vs_AD 17 5 1.02E-02 1.09E-01 3.14 ADAM8; APOE; IL10;  1 6.21E-01 9.45E-01 0.67 FURIN 0 6.15E-01 8.52E-01 0.00 4 5.44E-03 8.69E-02 4.59 GPLD1; IFNG; IL1B; TIMP1
REGULATION_OF_METANEPHROS_DEVELODEGs_Pso_vs_AD 16 1 6.22E-01 1.00E+00 0.67 LIF 1 5.96E-01 9.30E-01 0.71 PDGFB 0 6.09E-01 8.52E-01 0.00 6 4.95E-05 4.53E-03 7.31 ADIPOQ; BMP4; GDNF; IFNG; RET; STAT1
REGULATION_OF_MORPHOGENESIS_OF_A DEGs_Pso_vs_AD 46 7 9.88E-02 4.54E-01 1.62 AR; HOXD13; NOG; P    3 6.86E-01 9.70E-01 0.74 ETV4; HGF  2 9.46E-02 6.85E-01 2.84 TGFB1; VE 8 1.30E-03 3.82E-02 3.39 BMP4; FGF10; FGF7; FGFR1; GDNF; SFRP1; SOX8; SULF1
REGULATION_OF_MUSCLE_CONTRACTION DEGs_Pso_vs_AD 108 12 2.62E-01 7.31E-01 1.18 ADRB1; ATP1A2; CHR          12 1.99E-01 7.90E-01 1.26 ADRA1A; C           3 1.57E-01 7.38E-01 1.82 GJA5; NCF  13 2.38E-03 5.36E-02 2.35 ADRA2B; ADRB2; ANK2; CHRM3; CNN1; DMD; EDN2; KCNB2; OXTR; PKP2; TACR3; TNNC2; TNNT1
REGULATION_OF_MUSCLE_ORGAN_DEVEL DEGs_Pso_vs_AD 106 9 6.07E-01 1.00E+00 0.91 ADRB1; BOC; CCNB1;      15 3.43E-02 5.54E-01 1.60 BCL2; CDK              2 3.53E-01 8.52E-01 1.23 IGFBP3; TG 12 5.53E-03 8.73E-02 2.21 BHLHE41; BMP4; CDON; DKK1; EHD2; FGFR1; JPH2; MEG3; RBP4; SIK1; SOX8; TWIST1
REGULATION_OF_MUSCLE_SYSTEM_PROC DEGs_Pso_vs_AD 125 13 3.37E-01 8.38E-01 1.11 ADRB1; ATP1A2; CHR           13 2.61E-01 8.30E-01 1.18 ADRA1A; C            3 2.12E-01 8.13E-01 1.57 GJA5; NCF  14 3.36E-03 6.36E-02 2.18 ADRA2B; ADRB2; ANK2; CAMK2B; CHRM3; CNN1; DMD; EDN2; KCNB2; OXTR; PKP2; TACR3; TNNC2; TNNT1
REGULATION_OF_MUSCLE_TISSUE_DEVEL DEGs_Pso_vs_AD 105 8 7.21E-01 1.00E+00 0.81 ADRB1; BOC; CCNB1;     15 3.19E-02 5.35E-01 1.62 BCL2; CDK              2 3.48E-01 8.52E-01 1.25 IGFBP3; TG 12 5.13E-03 8.60E-02 2.23 BHLHE41; BMP4; CDON; DKK1; EHD2; FGFR1; JPH2; MEG3; RBP4; SIK1; SOX8; TWIST1
REGULATION_OF_MYELOID_LEUKOCYTE_D DEGs_Pso_vs_AD 73 10 1.10E-01 4.77E-01 1.46 CCL3; CCR1; GPR55; H       5 7.08E-01 9.80E-01 0.78 IL5; LILRB3    3 6.33E-02 6.85E-01 2.69 CAMK4; CS  11 7.43E-04 2.83E-02 2.94 ADIPOQ; CA2; IFNG; IL17A; IL23A; IL23R; LRRC17; RARA; SFRP1; TESC; TNFSF11
REGULATION_OF_NEUROLOGICAL_SYSTEMDEGs_Pso_vs_AD 199 35 1.45E-04 4.24E-03 1.87 ADCYAP1; APOE; ARC                                 18 4.44E-01 9.08E-01 1.02 ADRA1A; C                 4 2.76E-01 8.52E-01 1.31 GRM3; HR   21 9.81E-04 3.17E-02 2.06 ACHE; ADIPOQ; ATP2B2; CAMK2A; CAMK2B; CRHR1; CTNND2; DRD1; EGR2; GDNF; GLUL; GRIK3; GRIN2A; IFNG; NRXN1; NTF3; NTRK2; OXTR; RIMS1; RXRG; SLC6A1
REGULATION_OF_NEURON_PROJECTION_DDEGs_Pso_vs_AD 204 26 5.45E-02 3.17E-01 1.36 ADCYAP1; APOE; BMP                        22 1.62E-01 7.73E-01 1.22 COBL; DBN                     4 2.92E-01 8.52E-01 1.28 NGF; PTPR   21 1.35E-03 3.83E-02 2.01 ACHE; CAMK2B; DMD; DPYSL3; DSCAM; FGF13; FGFR1; LINGO1; NTN1; NTRK2; NTRK3; PMP22; PTPRD; RET; SDC2; SEMA3A; SLIT2; SRCIN1; THY1; TRIM67; TRPV4
REGULATION_OF_ORGAN_FORMATION DEGs_Pso_vs_AD 30 7 1.20E-02 1.21E-01 2.49 AR; HAND2; HOXA11     2 6.29E-01 9.50E-01 0.76 EYA1; FGF 0 6.85E-01 8.52E-01 0.00 6 2.17E-03 5.04E-02 3.90 BMP4; FGF10; FGFR1; GDNF; ISL1; SULF1
REGULATION_OF_ORGANIC_ACID_TRANSP DEGs_Pso_vs_AD 39 1 9.35E-01 1.00E+00 0.27 NPY5R 5 1.92E-01 7.89E-01 1.45 GRM7; IRS    0 7.26E-01 8.53E-01 0.00 7 2.01E-03 4.76E-02 3.50 ARG1; CYP4A11; CYP4F2; IL1B; SLC6A1; THBS1; TNFSF11
REGULATION_OF_ORGAN_MORPHOGENESDEGs_Pso_vs_AD 131 14 2.95E-01 7.78E-01 1.14 AR; FOXP3; HAND2; H           15 1.47E-01 7.71E-01 1.30 BCL2; CD34              6 9.72E-03 3.75E-01 2.99 CSF1; FZD2     16 7.40E-04 2.83E-02 2.38 ASPN; BMP4; DKK1; FGF10; FGF7; FGFR1; GATA3; GDNF; IFNG; ISL1; MESP1; SFRP1; SOX8; STAT1; SULF1; TWIST1
REGULATION_OF_OSTEOCLAST_DIFFEREN DEGs_Pso_vs_AD 37 6 9.09E-02 4.26E-01 1.73 CCL3; CCR1; GPR55; I   2 7.48E-01 9.80E-01 0.61 LILRB3; PP 2 6.42E-02 6.85E-01 3.53 CAMK4; CS 8 2.77E-04 1.65E-02 4.21 CA2; IFNG; IL17A; IL23A; IL23R; LRRC17; SFRP1; TNFSF11
REGULATION_OF_PEPTIDYL_TYROSINE_PH DEGs_Pso_vs_AD 150 26 1.13E-03 2.00E-02 1.85 AFAP1L2; CCK; CCL5; C                       8 9.41E-01 9.93E-01 0.60 HGF; HPX;      4 1.39E-01 7.05E-01 1.74 IL22RA2; I   20 5.50E-05 4.95E-03 2.60 ADIPOQ; ADRA2B; CLCF1; CSPG4; EPHA7; FGF10; FGF7; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1; ITGB3; NTF3; PDGFC; SFRP1; SRCIN1; TGFA; THBS4
REGULATION_OF_PRODUCTION_OF_MOLE DEGs_Pso_vs_AD 59 18 2.66E-06 1.53E-04 3.25 CD28; CD36; DEFB103                5 5.13E-01 9.17E-01 0.96 BST2; HMO    3 3.71E-02 5.87E-01 3.32 CD40LG; T  9 1.86E-03 4.58E-02 2.97 CLCF1; IFNG; IL13; IL27RA; IL33; IRAK3; RBP4; TBX21; TRIL
REGULATION_OF_SKELETAL_MUSCLE_TISS DEGs_Pso_vs_AD 65 1 9.93E-01 1.00E+00 0.16 BOC 10 4.18E-02 5.73E-01 1.74 BCL2; HDA         2 1.70E-01 7.54E-01 2.01 IGFBP3; TG 9 3.68E-03 6.88E-02 2.70 BHLHE41; BMP4; CDON; DKK1; EHD2; MEG3; SIK1; SOX8; TWIST1
REGULATION_OF_SMOOTHENED_SIGNALI DEGs_Pso_vs_AD 47 1 9.67E-01 1.00E+00 0.23 CD3E 5 3.16E-01 8.80E-01 1.21 CHRD; FGF    0 7.58E-01 8.59E-01 0.00 7 6.01E-03 9.23E-02 2.90 FGF10; GLI2; GPC3; HHIP; SFRP1; WNT7B; WNT9A
REGULATION_OF_SMOOTH_MUSCLE_CON DEGs_Pso_vs_AD 43 5 2.95E-01 7.78E-01 1.24 ADRB1; ATP1A2; CHR   6 1.28E-01 7.54E-01 1.58 ADRA1A; F     1 3.13E-01 8.52E-01 1.52 NCF1 8 8.17E-04 2.97E-02 3.63 ADRA2B; ADRB2; CHRM3; CNN1; EDN2; KCNB2; OXTR; TACR3
REGULATION_OF_STRIATED_MUSCLE_TISS DEGs_Pso_vs_AD 105 8 7.21E-01 1.00E+00 0.81 ADRB1; BOC; CCNB1;     15 3.19E-02 5.35E-01 1.62 BCL2; CDK              2 3.48E-01 8.52E-01 1.25 IGFBP3; TG 12 5.13E-03 8.60E-02 2.23 BHLHE41; BMP4; CDON; DKK1; EHD2; FGFR1; JPH2; MEG3; RBP4; SIK1; SOX8; TWIST1
REGULATION_OF_SYNAPSE_MATURATION DEGs_Pso_vs_AD 10 3 3.50E-02 2.43E-01 3.20 CDC20; NEUROD2; RE 0 8.02E-01 9.80E-01 0.00 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 CAMK2B; NRXN1; NRXN3
REGULATION_OF_SYNAPTIC_PLASTICITY DEGs_Pso_vs_AD 84 11 1.27E-01 5.16E-01 1.40 APOE; ARC; CD38; CD        9 2.63E-01 8.30E-01 1.21 CALB1; CPL        1 5.48E-01 8.52E-01 0.78 UNC13A 10 7.16E-03 9.88E-02 2.32 ATP2B2; CAMK2A; CAMK2B; CRHR1; CTNND2; DRD1; EGR2; GRIN2A; NTRK2; RIMS1
REGULATION_OF_SYNAPTIC_TRANSMISSIODEGs_Pso_vs_AD 169 28 1.56E-03 2.60E-02 1.77 ADCYAP1; APOE; ARC                          14 5.84E-01 9.30E-01 0.94 ADRA1A; C             4 1.89E-01 7.82E-01 1.55 GRM3; HR   20 2.89E-04 1.70E-02 2.31 ACHE; ADIPOQ; ATP2B2; CAMK2A; CAMK2B; CRHR1; CTNND2; DRD1; EGR2; GDNF; GLUL; GRIK3; GRIN2A; IFNG; NRXN1; NTF3; NTRK2; OXTR; RIMS1; SLC6A1
REGULATION_OF_SYNAPTIC_TRANSMISSIODEGs_Pso_vs_AD 29 3 4.04E-01 9.15E-01 1.10 ADCYAP1; NTRK1; RE 3 3.64E-01 9.08E-01 1.17 HTR1B; NL  0 6.80E-01 8.52E-01 0.00 6 1.81E-03 4.49E-02 4.03 DRD1; GLUL; GRIK3; NRXN1; NTRK2; OXTR
REGULATION_OF_SYSTEMIC_ARTERIAL_BL DEGs_Pso_vs_AD 36 3 5.55E-01 9.88E-01 0.89 ADRB1; AGTR1; PCSK 4 3.01E-01 8.69E-01 1.26 ADRA1A; C   0 7.13E-01 8.52E-01 0.00 6 5.70E-03 8.94E-02 3.25 ACE2; ADRB2; ANPEP; EDN2; REN; SOD2
REGULATION_OF_T_HELPER_1_TYPE_IMM DEGs_Pso_vs_AD 20 8 1.50E-04 4.28E-03 4.26 CCL19; CCR2; CD80; IL     0 9.21E-01 9.88E-01 0.00 0 6.33E-01 8.52E-01 0.00 5 1.62E-03 4.21E-02 4.87 IL1RL1; IL23A; IL23R; IL27RA; IL33
REGULATION_OF_TRANSMISSION_OF_NERDEGs_Pso_vs_AD 189 31 1.10E-03 2.00E-02 1.75 ADCYAP1; APOE; ARC                             17 4.54E-01 9.11E-01 1.02 ADRA1A; C                4 2.46E-01 8.52E-01 1.38 GRM3; HR   21 4.98E-04 2.35E-02 2.17 ACHE; ADIPOQ; ATP2B2; CAMK2A; CAMK2B; CRHR1; CTNND2; DRD1; EGR2; GDNF; GLUL; GRIK3; GRIN2A; IFNG; NRXN1; NTF3; NTRK2; OXTR; RIMS1; RXRG; SLC6A1
REGULATION_OF_TYROSINE_PHOSPHORYLDEGs_Pso_vs_AD 45 12 4.26E-04 9.44E-03 2.84 CCL5; CSF2; ERBB4; H         2 8.44E-01 9.80E-01 0.50 HPX; KIT 1 3.26E-01 8.52E-01 1.45 IL22RA2 7 4.69E-03 8.01E-02 3.03 CLCF1; IFNG; IL13; IL23A; IL23R; IL31RA; ISL1
REGULATION_OF_VASCULAR_ENDOTHELIADEGs_Pso_vs_AD 22 3 2.43E-01 7.09E-01 1.45 CCL2; CCR2; IL6 1 7.30E-01 9.80E-01 0.52 HIF1A 1 1.66E-01 7.41E-01 2.97 TGFB1 5 2.56E-03 5.41E-02 4.43 HPSE; IL1B; ISL1; SULF1; SULF2
REGULATION_OF_VASCULATURE_DEVELOPDEGs_Pso_vs_AD 164 24 1.46E-02 1.41E-01 1.56 ADM; ADM2; AMOT;                     17 2.38E-01 8.05E-01 1.17 ANGPTL3;                3 3.51E-01 8.52E-01 1.20 EPHA1; HO  20 1.92E-04 1.31E-02 2.38 BMP4; CCR3; COL4A3; ID1; IL17F; IL1B; ISL1; MEG3; NPR1; PIK3R6; PTGIS; SFRP1; STAT1; SULF1; THBS1; THBS4; TNFSF12; TNMD; TWIST1; WARS
RENAL_SYSTEM_DEVELOPMENT DEGs_Pso_vs_AD 217 19 6.13E-01 1.00E+00 0.93 AGTR1; DCN; EMX2; F                21 3.20E-01 8.80E-01 1.10 BCL2; CALB                    5 1.78E-01 7.66E-01 1.51 GCNT3; OD    29 1.45E-06 4.82E-04 2.60 ADIPOQ; ARG2; BMP4; BMPER; CA2; COL4A3; COL4A4; EPCAM; FGF10; FGFR1; FOXD3; GATA3; GDNF; GLI2; GPC3; HAS2; RARA; RBP4; REN; RET; SFRP1; SLIT2; SOX11; SOX8; STAT1; STRA6; SULF1; SULF2; WNT7B
RENAL_SYSTEM_PROCESS DEGs_Pso_vs_AD 62 9 9.25E-02 4.33E-01 1.55 ADRB1; AGTR1; AQP3       10 3.13E-02 5.35E-01 1.83 ADRA1A; A         3 4.21E-02 6.13E-01 3.16 AKR1C3; G  10 7.08E-04 2.77E-02 3.14 AQP7; BMP4; CYP4A11; CYP4F2; HAS2; NPR1; PTGER3; REN; SULF1; SULF2
RENAL_WATER_HOMEOSTASIS DEGs_Pso_vs_AD 11 1 4.69E-01 9.48E-01 0.97 AQP3 3 3.91E-02 5.61E-01 3.09 AQP4; TFA  0 5.78E-01 8.52E-01 0.00 4 9.12E-04 3.10E-02 7.09 AQP7; CYP4A11; CYP4F2; HAS2
REPRODUCTIVE_BEHAVIOR DEGs_Pso_vs_AD 60 5 5.87E-01 9.98E-01 0.89 ATP1A2; NETO1; NLG   4 7.04E-01 9.80E-01 0.76 HIF1A; NLG   1 4.19E-01 8.52E-01 1.09 NHLH2 8 7.25E-03 9.90E-02 2.60 CNTNAP2; CRHR1; DRD1; GRIN2A; MTNR1A; NRXN1; OXTR; SLC1A2
REPRODUCTIVE_STRUCTURE_DEVELOPME DEGs_Pso_vs_AD 214 25 1.26E-01 5.13E-01 1.25 ADCYAP1; AR; BIK; CC                      27 3.00E-02 5.24E-01 1.43 ANG; AXL;                         6 7.88E-02 6.85E-01 1.83 AKR1C3; CS     22 1.08E-03 3.41E-02 2.00 ACSBG1; BMP4; BMPR1B; CRIP1; CYP19A1; FGF10; FOXA1; FZD5; GATA3; GLI2; MMP19; RARA; RBP4; REN; SFRP1; SLIT2; SLIT3; SOX8; STRA6; STRA8; TESC; TEX11
REPRODUCTIVE_SYSTEM_DEVELOPMENT DEGs_Pso_vs_AD 214 25 1.26E-01 5.13E-01 1.25 ADCYAP1; AR; BIK; CC                      27 3.00E-02 5.24E-01 1.43 ANG; AXL;                         6 7.88E-02 6.85E-01 1.83 AKR1C3; CS     22 1.08E-03 3.41E-02 2.00 ACSBG1; BMP4; BMPR1B; CRIP1; CYP19A1; FGF10; FOXA1; FZD5; GATA3; GLI2; MMP19; RARA; RBP4; REN; SFRP1; SLIT2; SLIT3; SOX8; STRA6; STRA8; TESC; TEX11
RESPIRATORY_SYSTEM_DEVELOPMENT DEGs_Pso_vs_AD 161 12 7.95E-01 1.00E+00 0.79 ALDH1A3; CYP1A2; ED          17 2.16E-01 7.91E-01 1.20 ABCA12; E                5 6.94E-02 6.85E-01 2.03 HOPX; HOX    17 2.66E-03 5.56E-02 2.06 AARD; ARG1; BMP4; FGF10; FGF7; FGFR1; FOXA1; GLI2; GPC3; HHIP; ID1; PKDCC; RBP4; SOX11; SPDEF; STRA6; WNT7B
RESPIRATORY_TUBE_DEVELOPMENT DEGs_Pso_vs_AD 145 11 7.64E-01 1.00E+00 0.81 CYP1A2; EIF4EBP1; FO         16 1.74E-01 7.79E-01 1.25 ABCA12; E               4 1.27E-01 6.88E-01 1.80 HOPX; HOX   17 8.43E-04 3.00E-02 2.28 AARD; ARG1; BMP4; FGF10; FGF7; FGFR1; FOXA1; GLI2; GPC3; HHIP; ID1; PKDCC; RBP4; SOX11; SPDEF; STRA6; WNT7B
RESPONSE_TO_ALCOHOL DEGs_Pso_vs_AD 200 29 9.37E-03 1.02E-01 1.55 ADCYAP1; ADH6; ADH                           21 1.99E-01 7.90E-01 1.19 ACTC1; AD                    7 2.32E-02 4.82E-01 2.29 CD27; CRH      25 2.32E-05 3.00E-03 2.44 ADIPOQ; ARG1; CDO1; CYP24A1; DYNAP; FGF10; FOS; FOXA1; GATA3; GPLD1; GRIN2A; IL13; NQO1; NTRK3; OXTR; RARA; RBP4; SFRP1; SLC2A4; SLC34A2; SLC6A1; SLIT2; SLIT3; SOD2; TACR3
RESPONSE_TO_BMP_STIMULUS DEGs_Pso_vs_AD 14 1 5.66E-01 9.88E-01 0.76 NOG 2 2.37E-01 8.02E-01 1.62 GATA6; HE 0 5.97E-01 8.52E-01 0.00 4 2.52E-03 5.41E-02 5.57 GATA3; GATA5; SFRP1; TNMD
RESPONSE_TO_CAMP DEGs_Pso_vs_AD 57 6 3.66E-01 8.77E-01 1.12 AQP9; FOSL1; GPD1;   7 1.81E-01 7.79E-01 1.39 COL1A1; CY      2 1.37E-01 6.95E-01 2.29 CRHBP; DU 9 1.44E-03 4.01E-02 3.08 ADIPOQ; CDO1; FOS; MMP19; REN; SFTPC; SLC5A5; SLC8A3; STAT1
RESPONSE_TO_ESTRADIOL_STIMULUS DEGs_Pso_vs_AD 66 5 6.74E-01 1.00E+00 0.81 CD38; CYP1A2; IL10; S  7 2.94E-01 8.67E-01 1.20 ADCYAP1R       3 4.93E-02 6.53E-01 2.97 CRHBP; CS  9 4.09E-03 7.43E-02 2.66 FGF10; FOXA1; NQO1; OXTR; RARA; SFRP1; SLC34A2; SLC6A1; TACR3
RESPONSE_TO_ETHANOL DEGs_Pso_vs_AD 83 16 2.82E-03 4.20E-02 2.05 ADCYAP1; ADH6; ADH              11 8.62E-02 7.01E-01 1.50 ACTC1; AD          4 2.36E-02 4.85E-01 3.15 CD27; CRH   10 6.58E-03 9.43E-02 2.35 ADIPOQ; CDO1; GATA3; GRIN2A; IL13; NQO1; NTRK3; RBP4; SLC2A4; SOD2
RESPONSE_TO_ORGANOPHOSPHORUS DEGs_Pso_vs_AD 81 8 4.21E-01 9.32E-01 1.05 AQP9; FOSL1; GPD1;     8 3.55E-01 9.08E-01 1.12 COL1A1; CY       2 2.40E-01 8.46E-01 1.61 CRHBP; DU 10 5.53E-03 8.73E-02 2.41 ADIPOQ; CDO1; FOS; IL1B; MMP19; REN; SFTPC; SLC5A5; SLC8A3; STAT1
RESPONSE_TO_PURINE_CONTAINING_COMDEGs_Pso_vs_AD 94 9 4.57E-01 9.48E-01 1.02 AQP9; FOSL1; GPD1;      9 3.83E-01 9.08E-01 1.08 CASQ2; CO        2 2.99E-01 8.52E-01 1.39 CRHBP; DU 12 2.03E-03 4.78E-02 2.49 ADIPOQ; CDO1; FOS; IL1B; MMP19; REN; SDC2; SFTPC; SLC5A5; SLC6A1; SLC8A3; STAT1
RESPONSE_TO_RETINOIC_ACID DEGs_Pso_vs_AD 88 10 2.55E-01 7.28E-01 1.21 APOE; AQP3; CD38; LY       6 7.34E-01 9.80E-01 0.77 COL1A1; CY     2 2.71E-01 8.52E-01 1.49 MICB; PTG 12 1.13E-03 3.54E-02 2.66 DKK1; KRT13; NTRK3; RARA; RBP4; RET; RXRG; SFTPC; STRA8; TESC; WNT7B; WNT9A
RESPONSE_TO_STEROID_HORMONE_STIM DEGs_Pso_vs_AD 233 22 4.76E-01 9.56E-01 1.01 ADCYAP1; ADM; ALPL                    25 1.53E-01 7.71E-01 1.22 ADCYAP1R                         11 5.97E-04 1.97E-01 3.09 AKR1C3; CA          24 6.59E-04 2.69E-02 2.01 ACSBG1; ADIPOQ; ARG1; BMP4; CA2; CDO1; FGF10; FOS; FOXA1; GATA3; ISL1; KRT19; NQO1; NTRK3; OXTR; RARA; SFRP1; SFTPC; SLC34A2; SLC6A1; SLIT2; SLIT3; TACR3; THBS1
RESPONSE_TO_XENOBIOTIC_STIMULUS DEGs_Pso_vs_AD 135 23 2.57E-03 3.92E-02 1.82 ADH1B; ADH6; ADH7                     17 6.81E-02 6.65E-01 1.43 AHCY; CND                3 2.47E-01 8.52E-01 1.45 CYP2C9; CY  16 1.03E-03 3.29E-02 2.31 CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; GSTA3; MAT1A; NQO1; PON3; PTGIS; SULT1B1; SULT1E1; SULT4A1
RETINAL_GANGLION_CELL_AXON_GUIDAN DEGs_Pso_vs_AD 14 2 2.60E-01 7.28E-01 1.52 EPHB1; EPHB2 0 8.63E-01 9.80E-01 0.00 0 5.97E-01 8.52E-01 0.00 5 2.57E-04 1.62E-02 6.96 BMPR1B; EPHA7; ISL1; SLIT2; ZIC2
RETINOID_METABOLIC_PROCESS DEGs_Pso_vs_AD 57 10 2.67E-02 2.12E-01 1.87 ADH7; AKR1B10; ALD        5 4.81E-01 9.14E-01 0.99 CYP26B1; G    1 4.01E-01 8.52E-01 1.15 AKR1C3 8 5.28E-03 8.69E-02 2.73 ABCA4; CRABP2; GPC3; GPC6; LRP2; RBP4; SDC2; STRA6
SALIVARY_SECRETION DEGs_Pso_vs_AD 77 10 1.43E-01 5.54E-01 1.38 ADRB1; AQP5; LYZ; A       7 4.47E-01 9.08E-01 1.03 ADRA1A; K      2 2.22E-01 8.21E-01 1.70 CST3; PLCB 15 4.25E-06 8.95E-04 3.80 ADCY2; CHRM3; ADCY8; CST2; ADRB2; DMBT1; MUC7; ATP1B1; ATP1B2; FXYD2; ATP2B2; PLCB4; BEST2; MUC5B; CALML3
SECONDARY_ACTIVE_TRANSMEMBRANE_TDEGs_Pso_vs_AD 164 20 1.12E-01 4.79E-01 1.30 SLC12A3; SLC16A1; SL                  18 1.66E-01 7.79E-01 1.24 CDH17; SL                 6 2.68E-02 5.09E-01 2.39 SLC16A12;     24 2.15E-06 5.80E-04 2.85 CLCN4; SLC12A7; SLC13A2; SLC16A6; SLC16A9; SLC1A1; SLC1A2; SLC1A6; SLC23A2; SLC26A2; SLC26A4; SLC26A7; SLC28A2; SLC34A2; SLC4A4; SLC5A11; SLC5A5; SLC6A1; SLC6A2; SLC6A20; SLC7A11; SLC8A3; SLC9A4; SLC9C1
SECRETION_OF_COLLAGENS DEGs_Pso_vs_AD 41 4 4.42E-01 9.47E-01 1.04 COL4A1; COL22A1; CO  5 2.21E-01 7.99E-01 1.38 COL1A1; CO    1 2.99E-01 8.52E-01 1.59 COL15A1 9 1.09E-04 8.79E-03 4.28 COL4A3; COL4A4; COL6A1; COL6A2; COL8A1; COL11A1; COL16A1; COL19A1; COL6A6
SENSORY_PERCEPTION_OF_MECHANICAL_ DEGs_Pso_vs_AD 123 16 8.98E-02 4.23E-01 1.39 ASIC2; CHRNA9; DRG              19 8.38E-03 3.44E-01 1.75 AQP4; BAR                  2 4.27E-01 8.52E-01 1.06 GJC3; PCD 14 2.89E-03 5.90E-02 2.22 ATP2B2; ATP6V0A4; ATP6V1B1; COL11A1; COL4A3; ESPN; FGFR1; GABRB2; LOXHD1; MAP1A; NDP; SLC26A4; SOBP; TSPEAR
SENSORY_PERCEPTION_OF_SOUND DEGs_Pso_vs_AD 113 14 1.39E-01 5.46E-01 1.32 ASIC2; CHRNA9; GAB            18 7.25E-03 3.23E-01 1.80 AQP4; BAR                 2 3.84E-01 8.52E-01 1.16 GJC3; PCD 14 1.28E-03 3.82E-02 2.41 ATP2B2; ATP6V0A4; ATP6V1B1; COL11A1; COL4A3; ESPN; FGFR1; GABRB2; LOXHD1; MAP1A; NDP; SLC26A4; SOBP; TSPEAR
SHC_MEDIATED_CASCADE DEGs_Pso_vs_AD 18 0 9.15E-01 1.00E+00 0.00 3 1.38E-01 7.54E-01 1.89 FGF1; FGF  0 6.21E-01 8.52E-01 0.00 4 6.78E-03 9.43E-02 4.33 FGF7; FGF10; FGFR1; FGF17
SIGNALING_BY_FGFR2_MUTANTS DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 3 2.98E-02 5.24E-01 3.40 FGF1; FGF  0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 FGF7; FGF10; FGF17
SIGNALING_BY_PDGF DEGs_Pso_vs_AD 144 11 7.56E-01 1.00E+00 0.81 COL4A1; HBEGF; EGF         11 6.80E-01 9.70E-01 0.87 FGF1; FGF          3 2.79E-01 8.52E-01 1.36 NRG4; TRA  17 7.79E-04 2.93E-02 2.30 NRG3; ADCY2; ADCY8; COL4A3; COL4A4; COL6A1; COL6A2; COL6A6; FGF7; FGF10; FGFR1; NR4A1; PDGFC; STAT1; THBS1; THBS4; FGF17
SLC_MEDIATED_TRANSMEMBRANE_TRAN DEGs_Pso_vs_AD 221 28 5.13E-02 3.06E-01 1.35 SLC7A9; SLC6A14; SLC                          26 6.61E-02 6.50E-01 1.33 SLC27A4; S                         7 3.72E-02 5.87E-01 2.07 SLC2A6; SL      26 4.71E-05 4.37E-03 2.29 SLC34A2; SLC12A7; SLC26A7; SLC5A11; SLC16A10; SLC26A2; SLC7A11; SLCO3A1; SLCO4C1; SLC9A4; SLC26A4; SLC6A20; SLC1A1; SLC1A2; SLC1A6; SLC2A4; SLC5A5; SLC6A1; SLC6A2; SLC8A3; SLCO2A1; SLC43A1; SLC22A16; SLC4A4; SLC13A2; SLC28A2
SLEEP DEGs_Pso_vs_AD 11 0 8.31E-01 1.00E+00 0.00 2 1.59E-01 7.71E-01 2.06 SLC29A1; S 1 8.39E-02 6.85E-01 5.94 CST3 5 6.60E-05 5.77E-03 8.86 FOS; GRIN2A; MRGPRX2; OXTR; PTGDR
SODIUMDICARBOXYLATE_SYMPORTER_AC DEGs_Pso_vs_AD 10 2 1.50E-01 5.54E-01 2.13 SLC1A5; SLC1A7 1 4.11E-01 9.08E-01 1.13 SLC13A3 0 5.71E-01 8.52E-01 0.00 4 5.99E-04 2.56E-02 7.79 SLC13A2; SLC1A1; SLC1A2; SLC1A6
SODIUM_ION_TRANSMEMBRANE_TRANSP DEGs_Pso_vs_AD 105 15 5.03E-02 3.03E-01 1.52 ABCB11; ASIC2; ATP1             11 2.68E-01 8.31E-01 1.19 ATP1B3; H          4 5.00E-02 6.58E-01 2.49 SCN2B; SLC   20 1.93E-07 2.03E-04 3.71 ATP1B1; ATP1B2; FXYD2; NALCN; SCN9A; SCNN1G; SLC13A2; SLC1A1; SLC1A2; SLC1A6; SLC23A2; SLC28A2; SLC34A2; SLC4A4; SLC5A5; SLC6A1; SLC6A2; SLC6A20; SLC8A3; SLC9A4
SOLUTECATION_SYMPORTER_ACTIVITY DEGs_Pso_vs_AD 70 9 1.62E-01 5.77E-01 1.37 SLC12A3; SLC17A7; SL       8 2.18E-01 7.96E-01 1.29 SLC12A1; S       1 4.76E-01 8.52E-01 0.93 SLC20A1 13 2.95E-05 3.55E-03 3.62 SLC12A7; SLC13A2; SLC1A1; SLC1A2; SLC1A6; SLC23A2; SLC28A2; SLC34A2; SLC4A4; SLC5A5; SLC6A1; SLC6A2; SLC6A20
SOLUTESODIUM_SYMPORTER_ACTIVITY DEGs_Pso_vs_AD 41 5 2.61E-01 7.28E-01 1.30 SLC1A5; SLC1A7; SLC5   3 6.04E-01 9.40E-01 0.83 SLC13A3; S  1 2.99E-01 8.52E-01 1.59 SLC20A1 10 1.80E-05 2.43E-03 4.75 SLC13A2; SLC1A1; SLC1A2; SLC1A6; SLC23A2; SLC28A2; SLC5A5; SLC6A1; SLC6A2; SLC6A20
SPECIFICATION_OF_ORGAN_IDENTITY DEGs_Pso_vs_AD 12 0 8.47E-01 1.00E+00 0.00 0 8.35E-01 9.80E-01 0.00 0 5.84E-01 8.52E-01 0.00 4 1.33E-03 3.82E-02 6.50 BMP4; FGF10; ISL1; MESP1
SPROUTING_ANGIOGENESIS DEGs_Pso_vs_AD 38 2 7.94E-01 1.00E+00 0.56 PGF; SEMA3E 1 9.15E-01 9.85E-01 0.30 EFNB2 1 2.79E-01 8.52E-01 1.72 VEGFA 7 1.72E-03 4.40E-02 3.59 BMP4; BMPER; CCBE1; GPLD1; NR4A1; SLIT2; THBS1
STEROID_HORMONES DEGs_Pso_vs_AD 22 2 4.83E-01 9.56E-01 0.97 CYP27B1; HSD11B1 4 8.14E-02 6.87E-01 2.06 CYP17A1; C   1 1.66E-01 7.41E-01 2.97 SRD5A2 5 2.56E-03 5.41E-02 4.43 STARD4; CYP19A1; CYP24A1; HSD3B1; LRP2
SULFUR_COMPOUND_BINDING DEGs_Pso_vs_AD 153 28 3.08E-04 7.29E-03 1.95 APOE; CCL2; CCL7; CC                         24 2.93E-03 2.16E-01 1.78 ANG; CCDC                       5 5.82E-02 6.85E-01 2.14 CCL23; CEC    24 5.96E-07 3.55E-04 3.06 ABI3BP; ADAMTS8; BMP4; CFH; DPYSL3; FBLN7; FGF10; FGF7; FGFR1; FN1; GAL3ST4; GPC3; GPC6; ITGAM; LAMC2; PCOLCE2; POSTN; PRELP; RSPO4; SFRP1; SLIT2; THBS1; THBS4; TNXB
SULFURIC_ESTER_HYDROLASE_ACTIVITY DEGs_Pso_vs_AD 18 1 6.72E-01 1.00E+00 0.59 ARSF 0 9.05E-01 9.84E-01 0.00 0 6.21E-01 8.52E-01 0.00 4 6.78E-03 9.43E-02 4.33 ARSH; STS; SULF1; SULF2
SYMPATHETIC_NERVOUS_SYSTEM_DEVELODEGs_Pso_vs_AD 20 4 7.27E-02 3.71E-01 2.13 FOXE1; HAND2; NTRK  1 6.90E-01 9.70E-01 0.57 TFAP2B 0 6.33E-01 8.52E-01 0.00 6 2.06E-04 1.36E-02 5.85 FOXD3; GATA3; GDNF; GFRA3; SEMA3A; SOX11
SYMPORTER_ACTIVITY DEGs_Pso_vs_AD 110 12 2.83E-01 7.67E-01 1.16 SLC12A3; SLC16A1; SL          15 4.56E-02 5.95E-01 1.55 SLC12A1; S              3 1.63E-01 7.41E-01 1.78 SLC16A12;  16 9.69E-05 8.11E-03 2.83 SLC12A7; SLC13A2; SLC16A6; SLC16A9; SLC1A1; SLC1A2; SLC1A6; SLC23A2; SLC28A2; SLC34A2; SLC4A4; SLC5A11; SLC5A5; SLC6A1; SLC6A2; SLC6A20
TERMINATION_OF_O_GLYCAN_BIOSYNTHEDEGs_Pso_vs_AD 18 2 3.75E-01 8.81E-01 1.18 MUC21; MUC4 0 9.05E-01 9.84E-01 0.00 1 1.36E-01 6.95E-01 3.63 MUC20 7 9.47E-06 1.41E-03 7.58 MUCL1; MUC1; MUC6; MUC7; ST6GAL1; MUC5B; MUC16
TETRAPYRROLE_BINDING DEGs_Pso_vs_AD 126 20 1.00E-02 1.08E-01 1.69 CYP1A1; CYP1A2; CYP                  19 1.08E-02 3.75E-01 1.71 CUBN; CYB                  7 1.98E-03 2.87E-01 3.63 AMBP; CYP      15 1.36E-03 3.85E-02 2.32 ADGB; CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; CYP4Z1; CYP4Z2P; FADS2P1; MB; PTGIS; TDO2
THE_CANONICAL_RETINOID_CYCLE_IN_RO DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 1 4.11E-01 9.08E-01 1.13 RDH10 0 5.71E-01 8.52E-01 0.00 3 6.72E-03 9.43E-02 5.85 ABCA4; RBP4; STRA6
TRANSMISSION_ACROSS_CHEMICAL_SYNA DEGs_Pso_vs_AD 139 19 4.81E-02 2.93E-01 1.46 CHAT; CHRNA3; CHRN                 12 5.16E-01 9.17E-01 0.98 GABRR1; C           4 1.13E-01 6.85E-01 1.88 CHRNE; SL   22 1.44E-06 4.82E-04 3.08 ADCY2; ADCY8; RIMS1; GABRB2; GABRG3; GLUL; GRIA2; GRIK3; GRIN2A; KCNJ2; KCNJ16; ACHE; CACNA2D3; SLC1A1; SLC1A2; SLC1A6; SLC6A1; ALDH5A1; CAMK2A; CAMK2B; NCALD; GABBR2
TRANSPORT_OF_INORGANIC_CATIONS_ANDEGs_Pso_vs_AD 87 15 1.07E-02 1.12E-01 1.84 SLC7A9; SLC6A14; SLC             11 1.11E-01 7.54E-01 1.43 SLC25A10;          3 9.64E-02 6.85E-01 2.25 SLC9A3; SL  16 4.68E-06 9.09E-04 3.58 SLC34A2; SLC12A7; SLC26A7; SLC16A10; SLC26A2; SLC7A11; SLC9A4; SLC26A4; SLC6A20; SLC1A1; SLC1A2; SLC1A6; SLC5A5; SLC8A3; SLC43A1; SLC4A4
TUBE_FORMATION DEGs_Pso_vs_AD 116 10 5.95E-01 9.98E-01 0.92 ADM; EDA; GDF7; NO       8 7.60E-01 9.80E-01 0.78 COBL; HIF       1 6.83E-01 8.52E-01 0.56 VEGFA 13 4.47E-03 7.84E-02 2.18 BMP4; DLC1; EDAR; FGF10; GATA3; GDNF; RET; RGMA; SFRP1; SOX11; SOX8; TWIST1; ZIC2
TUMOR_NECROSIS_FACTOR_RECEPTOR_B DEGs_Pso_vs_AD 25 6 1.59E-02 1.49E-01 2.56 EDA; FASLG; LTA; LTB   0 9.50E-01 9.94E-01 0.00 3 3.43E-03 3.08E-01 7.84 CD40LG; T  5 4.65E-03 7.99E-02 3.90 CD70; STAT1; TNFSF11; TNFSF12; TNFSF9
UNBLOCKING_OF_NMDA_RECEPTOR__GLUDEGs_Pso_vs_AD 16 1 6.22E-01 1.00E+00 0.67 GRIA4 2 2.91E-01 8.58E-01 1.42 GRIN2B; A 0 6.09E-01 8.52E-01 0.00 4 4.29E-03 7.62E-02 4.87 GRIA2; GRIN2A; CAMK2A; CAMK2B
URETER_DEVELOPMENT DEGs_Pso_vs_AD 11 2 1.77E-01 5.96E-01 1.94 FOXF1; OSR1 0 8.19E-01 9.80E-01 0.00 0 5.78E-01 8.52E-01 0.00 4 9.12E-04 3.10E-02 7.09 BMP4; GATA3; RET; SOX8
URETERIC_BUD_DEVELOPMENT DEGs_Pso_vs_AD 81 5 8.35E-01 1.00E+00 0.66 HOXA11; NOG; OSR1   8 3.55E-01 9.08E-01 1.12 BCL2; CALB       1 5.33E-01 8.52E-01 0.81 TGFB1 13 1.43E-04 1.09E-02 3.13 ARG2; BMP4; BMPER; EPCAM; FGFR1; FOXD3; GATA3; GDNF; GPC3; RARA; RET; SFRP1; SLIT2
UROGENITAL_SYSTEM_DEVELOPMENT DEGs_Pso_vs_AD 250 23 5.28E-01 9.68E-01 0.98 AGTR1; AR; DCN; EM                    24 3.24E-01 8.87E-01 1.09 BCL2; CALB                       5 2.61E-01 8.52E-01 1.31 GCNT3; OD    32 1.15E-06 4.82E-04 2.49 ADIPOQ; ARG2; BMP4; BMPER; CA2; COL4A3; COL4A4; CRIP1; CYP19A1; EPCAM; FGF10; FGFR1; FOXA1; FOXD3; GATA3; GDNF; GLI2; GPC3; HAS2; RARA; RBP4; REN; RET; SFRP1; SLIT2; SOX11; SOX8; STAT1; STRA6; SULF1; SULF2; WNT7B
VINCULIN_BINDING DEGs_Pso_vs_AD 10 0 8.13E-01 1.00E+00 0.00 0 8.02E-01 9.80E-01 0.00 1 7.63E-02 6.85E-01 6.54 ACTN1 3 6.72E-03 9.43E-02 5.85 DMD; NRAP; SYNM
VISUAL_PHOTOTRANSDUCTION DEGs_Pso_vs_AD 38 5 2.12E-01 6.56E-01 1.40 APOE; LDLR; AKR1B10   4 3.38E-01 8.98E-01 1.19 RDH10; GP   1 2.79E-01 8.52E-01 1.72 AKR1C3 7 1.72E-03 4.40E-02 3.59 GPC6; ABCA4; GPC3; LRP2; RBP4; SDC2; STRA6
XENOBIOTIC_METABOLIC_PROCESS DEGs_Pso_vs_AD 132 22 4.09E-03 5.46E-02 1.78 ADH1B; ADH6; ADH7                    17 5.74E-02 6.24E-01 1.46 AHCY; CND                3 2.36E-01 8.41E-01 1.49 CYP2C9; CY  16 8.05E-04 2.97E-02 2.36 CYP19A1; CYP1B1; CYP24A1; CYP2C18; CYP3A43; CYP4A11; CYP4B1; CYP4F2; GSTA3; MAT1A; NQO1; PON3; PTGIS; SULT1B1; SULT1E1; SULT4A1
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