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Supplementary Fig. S1. Prognoses of two groups of lung cancer patients classified by PSPH expression (SurvExpress).
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Supplementary Fig. S2. Silver-stained image of SDS-PAGE using PSPH IP samples.
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Supplementary Fig. S3. Validation of IRS-1 dephosphorylation by PSPH knockdown (immunostaining). Red, phospho-IRS-1 (Ser794); 

Blue, DAPI.
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Supplementary Fig. S4. The correlation between PSPH expression and Akt target genes.
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Supplementary Fig. S4. Continued.


