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Figure 6M The maximum likelihood comparsion of the nucleotide sequences of traA from FDplasmids with the nucleotide sequences of traA from
Escherichia coli and Escherichia faecalis published plasmids.
PClades collapsed for the clarity of presentation are the traA sequences from published plasmids distantly related to the F-plasmids, in this study.

P

Figure S1. The maxiumum likelihood comparison of the nucleotide sequences of traA from F-plasmids present in E. coli and E. faecalis strains.
#Clades collapsed for the clarity of the presentation are the traA sequences from published plasmids distantly related to the F-plasmids in this study.


