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p.A1372S
c.4114G>T

Freq:16.3%

NOTCH4
NPC_037T

p.885_886del
c.2654_2656delAGG

Freq:18.6%

Reverse complement

PLCG1
NPC_076T
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Freq:12.9%
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Fig. S3. Validation of select mutations by Sanger sequencing or pyrosequencing


