Amplifications chr

Deletion

7911: SBDS

7921-22: AKAP9, CDK6, SAMD9, EPHB4, -
TRRAP, PIK3CG

7931-32: MET, GRMS8, POT1, SMO

7q34: BRAF, EPHB6, TRIM24

7936: EZH2, MLL3, XRCC2

12p12-13: CCNDZ2, ING4, ZNF384, KRAS -

12q12-15: ADAMTS20, ARID2, MLL2, ATF1 ,I

SMUGH1, ERBB3, DDIT3, CDK4, MDM2
12924: PTPN11, HNF1A, HCAR1, EP400

, —22q

Number of CNVs 40 35 30 25 20 15

3p11: EPHAS
3p13-14: FOXP1, MITF, MAGI1

_ 3p21-22: BAP1, PBRM1, LTF, SETD2,
CTNNB1, ITGA9, MLH1, MYD88
3p24-25: TGFBR2, XPC, PPARG, RAF1,
FANCD2, VHL

9p13: PAX5, FANCG
- 9p21-22: CDKN2A, CDKN2B, TAF1L, PSIP1
9p24: JAK2, PTPRD

11921-24: ATM, BIRCZ2, BIRC3, CBL, CHEK1, ETS1,
1FLIM1, GUCY1A2, MAML2, MLL, MRE11A, SDHD

14q11: BCL2L2
— 14q22-23: HIF1A, NIN

14931-32: BCL11B, DICER1, TCL1A, TRIP11,

TSHR, HSP90AA1, AKT1

116q12: CYLD, MMP2
16921-24: CDH1, CDH5, FANCA, MAF, CDH11

105 0 0 5 101520 25 30 35 40

Fig. S5. Number of genes with CNVs in 33 NPC patients were counted

according to the chromosome region.



