1 Table S1: Observed (Na) and effective (Ng) number of alleles, observed (Ho) and expected (H)

2 heterozygosities and F-statistics (Fis, Fst AND Fir) across the 26 goat breeds.

Locus Na Ne Ho He Fis Fir Fst
CSRD247 6.92340.396  4.03740281  0.6540.034 071420023 0090 0.200 0.120
ETH10 29230214 157530107  0.35740.069  0.20120045 0224 0.043 0.218
MAF209 230820092 1393006  0.2690.041  0.25:0.03 -0.074 0.108 0.169
OARAES4 7346047 28660231 05940031  0.60420.026 0023 0.186 0.167
SRCRSP15 492340207  253940.14 054249023 057630022 0060 0.192 0.140
SRCRSP3 461540215  2.67540.158  0.52840.032  0.58640.028 0100 0.262 0.180
SRCRSP5 707740376 373240262  0.67740.03 068420028 0010 0.147 0.139
TGLA53 6.42340.434 29540253  038420.038  0.60240.031 0362 0.460 0.153
DRBP1 761540464 42650217  0.36240.024 07540013 017 0.566 0.101
ILSTS087 77690279 47840304  0.72140.026  0.76420.019 0096 0.155 0.105
INRABERN172 50770199 270140125 057640.03  0.60840.02 0092 0.132 0.085
MAF065 719240451 39470213 07140022 072830014 0025 0.104 0.081
MCM527 580820328  2.81240.17 06090032 061420021 0008 0.089 0.082
OARFCB20 6.15440.264  3.20640.184  0.5050.043 06540028  008° 0.211 0.138
SPS113 6.11540.262  3.46940.2 0.67340.025  0.6830.022 0013 0.122 0.110
SRCRSPS8 6.80840.38  4.0530233  0.5540.049  0.7330.015 0244 0.332 0.116
ILSTS029 715440600 327420312  0.6530.036  0.62420032 0046 0.153 0.190
INRA023 59230517 322440304 05064005 06240031 0183 0.413 0.281
INRA063 6.34620.415 338420304 04153004 06420031 0394 0.493 0.215
INRABERN185 400040222 207540117  0.46940.036 048740023 0037 0.309 0.282
P19(DYA) 657740416 348240261  0.63620.027  0.67420.023 0057 0.170 0.120
SRCRSP23 76542061  3.7210333 07090032 067620028 0048 0.120 0.160
SRCRSP9 757740315  4.00240.178  0.72420.045 07380011 0019 0.140 0.123
TCRVB6 8.73140.406 38580302  0.5510.033 0705002 0218 0.309 0.116
BM6444 12.38540.60  6.20240.299 056420037 0827001 0319 0.382 0.093
ILSTS011 6.3850249  3.30620.173  0.6690.035  0.6750.019 0009 0.104 0.096
ILSTS005 476940231 282740119  0.66640.03 06310016  00%7 0.062 0.113
SRCRSP7 384620205 25174013 047240045 05710026 0174 0.285 0.135
OARFCB48 6.46240.307 393120279 07850031  0.7160018 009 0.010 0.097
MAF70 711540330  3.74640237  0.70740.027  0.70620.018 0000 0.111 0.111
Mean 6.33310.004 335240053  0.5770.008  0.6380.006  0.08240.029  0.21240.026  0.141-0.010
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Supplementary Figure S2. (a) Neighbor-net graph of Reynolds’ distance. (b) Contour plots of average

co-ancestries (fm). Breed acronyms are defined in Figure 1.
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