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Official Symbol Accession Alias / Prev Symbol GO Annotation* Target Sequence Official Full Name
Abcb10 NM_019552.2 ABC‐me Membrane,Integral To Membrane, CTGGGGCCCAGGCCTCCGTTGGTGTTGGCATGATGTTTTTATP-binding cassette, sub-family B (MDR/TAP), member 10
Abcb1a NM_011076.1 mdr‐3, Mdr1a, P‐gp, P‐glycoproteiGolgi Membrane,Cell Surface,MemAAGGGGCTACAGGGTCTAGGCTTGCTGTGATTTTCCAGAAATP-binding cassette, sub-family B (MDR/TAP), member 1A
Abcf1 NM_013854.1 Abc50, GCN20, D17Wsu166e Nucleoplasm,Cytoplasm,Nucleus,RiGAGGTGTCTTCCCGCCAGGCAATGTTAGAAAATGCATCTGATP-binding cassette, sub-family F (GCN20), member 1
Abl1 NM_009594.3 c‐Abl Cytoplasm,Nucleus,Cytosol,CytoskeCAGGTCCATCCTCTCTGGTCCTTACCTTGATGACAAGGATCc-abl oncogene 1, non-receptor tyrosine kinase
Adal NM_029475.1 Nucleotide Metabolic Process,DeamAGATCTTCCTGCCCTGTGTATCCTACTCAGTTACTGCCCACadenosine deaminase-like
Ahr NM_013464.4 dioxin receptor, In, Ah, Ahh, Ahre,Cytoplasm,Nucleus,Cytosol,Transcr CTGCAGACATACTTCACTGTGCAGAATCCCACATCCGCAT aryl-hydrocarbon receptor
Aicda NM_009645.2 Aid Cytoplasm,Nucleus,Mrna ProcessinAATCGTGAAAGAACTTTCAAAGCCTGGGAAGGGCTACAT activation-induced cytidine deaminase
Aire NM_009646.1 Cytoplasm,Nucleus,Actin Cytoskele TCCAGGAACCCGAGGGGCCGTGGAAGGGATCCTTATCCAautoimmune regulator (autoimmune polyendocrinopathy candidiasis ectodermal dystrophy)
App NM_007471.2 betaAPP, Abeta, protease nexin II,Cell Surface,Axon,Golgi Apparatus,MGTGAGCGACGCCCTTCTCGTGCCCGACAAGTGCAAGTTCCamyloid beta (A4) precursor protein
Arhgdib NM_007486.4 D4, Ly‐GDI, Gdid4 Cytoplasm,Regulation Of Catalytic AGTTACCCGGCTTAGCCTTGTATGTGACAGTGCACCAGGACRho, GDP dissociation inhibitor (GDI) beta
Atg16l1 NM_029846.3 APG16L, WDR30 Membrane,Cytoplasm,Transport,PrTGATAGTGCTGGAGCTTACCTATTAGCAGCTTCAAATGATautophagy-related 16-like 1 (yeast)
Atm NM_007499.1 Cytoplasm,Nucleus,Spindle,CytoplaAAACTCTCACCTTGATGAGGATCGAACAGAGGCTGCAACCataxia telangiectasia mutated homolog (human)
B2m NM_009735.3 beta 2 microglobulin, beta2‐m, Ly‐External Side Of Plasma MembraneCTGAACTGCTACGTAACACAGTTCCACCCGCCTCACATTGAbeta-2 microglobulin
Batf NM_016767.2 B‐ATF, SFA‐2 Nucleus,Transcription Dna DependeACTGGACTCTCCCAGGGAAGTCGAGCCAATGTACTGGAC basic leucine zipper transcription factor, ATF-like
Batf3 NM_030060.2 Nucleus,Transcription Dna DependeCCTATGAACTTTGTGCAGCTTCGGTCAGACCCCGTGGCCAbasic leucine zipper transcription factor, ATF-like 3
Bax NM_007527.3 Mitochondrial Outer Membrane,M CATAAATTATGACATTTTCCTGGGATGAATGGGGGAAGG BCL2-associated X protein
Bcap31 NM_012060.4 BAP31 Golgi Membrane,Membrane,EndopGCTCCCATCCCTCTGTTGGAACCCTTTAAGTCACAGGATGAB cell receptor associated protein 31
Bcl2 NM_009741.3 Bcl‐2 Mitochondrial Outer Membrane,M GGCCTTCTTTGAGTTCGGTGGGGTCATGTGTGTGGAGAGB cell leukemia/lymphoma 2
Bcl3 NM_033601.3 Bcl‐3 Cytoplasm,Nucleus,Protein CompleCCCCACTTAATCTCAGGCACCCAGGTTCCCTGTCTGGAATCB cell leukemia/lymphoma 3
Bcl6 NM_009744.3 Bcl5 Nucleus,Negative Regulation Of Ap ACGTTGTCATCGTGGTGAGCCGTGAGCAGTTTAGAGCCCAB cell leukemia/lymphoma 6
Bid NM_007544.3 Membrane,Cytoplasm,Cytosol,MitoAATCATGCACACGACTTATCTGTGTGGTGTCAGTTACACT BH3 interacting domain death agonist
Blnk NM_008528.4 SLP‐65, BLNK, BASH, BCA, Ly‐57, BMembrane,Cytoplasm,Plasma MemCTGAAGAGGCCTTGCACAGATCCAACAAGGATGGATCGTB cell linker
Bst1 NM_009763.3 114/A10, Ly65, Bsta1, Bp3, CD157Membrane,Anchored To Membran TGCAGTATTCAAGAGACAGTTCAGGGGTGATCAACGTCA bone marrow stromal cell antigen 1
Bst2 NM_198095.2 C87040, Bst‐2, GREG Golgi Apparatus,Membrane,AnchorCAGCTCCATGGTGGTCTCCAGCCTACTGGTGCTCAAAGTGbone marrow stromal cell antigen 2
Btk NM_013482.2 Bruton's tyrosine kinase, xid, X‐lin Membrane,Cytoplasm,Nucleus,CytoGAAGAGCCCTGGACATCTAGGAATGCCTTTCTTCTCTCGT Bruton agammaglobulinemia tyrosine kinase
Btla NM_177584.3 External Side Of Plasma MembraneATTCATCAGCTTGAGGCTTGAGTTCTCAGACCCTAAAACT B and T lymphocyte associated
Btnl1 NM_001111094.1 Gm33, Btnl3, Gm316 TTTCTACAACATGACCGATGAGACACACATCTTTTCCTTTGbutyrophilin-like 1
Btnl2 NM_079835.2 BTL‐II, butyrophylin‐like MHC classMembrane,Integral To Membrane TCCTCTTCGTCCTGCTGACTATAAAGCACCCAGATGACTTCbutyrophilin-like 2
C1qa NM_007572.2 C1q Extracellular Region,Collagen CAGTGCCCGGCTTCTATTACTTCAACTTCCAAGTGATCTCCcomplement component 1, q subcomponent, alpha polypeptide
C1qb NM_009777.2 Extracellular Region,Collagen,Innat GTGCCAACAGCATCTTCACTGGCTTTCTGCTTTTCCCTGACcomplement component 1, q subcomponent, beta polypeptide
C1qbp NM_007573.2 HABP1, P32, D11Wsu182e Membrane,Cytoplasm,Nucleus,ExtrTCCTGAGGATGAGATTGGACACGAAGATGAGGCCGAGAGcomplement component 1, q subcomponent binding protein
C1ra NM_023143.3 mC1rA Extracellular Region,Proteolysis,InnCAATGAGACCTTCTATGGCCAAGGCCTCATGGGTTATGTCcomplement component 1, r subcomponent A
C1s NM_144938.2 Extracellular Region,Proteolysis,InnGGCAGGGTTGATCACTGAGCCGTGTTGGTTATTCAGTTACcomplement component 1, s subcomponent
C2 NM_013484.2 classical‐complement pathway C3 Extracellular Region,Proteolysis,InnATGGTGTCCTGGACTTTCTGCCACTTTAACATGGTCACTGAcomplement component 2 (within H-2S)
C3 NM_009778.2 complement factor 3, acylation st Extracellular Region,Extracellular SpAAGACTTCCTAAAGAGGCAAGTGCTGACCAGTGAGAAGAcomplement component 3
C4a NM_011413.2 Slp TCCTCTGGGGGCTGGCTTGGGTGTTCAGCTTCTGTGCCTCcomplement component 4A (Rodgers blood group)
C4bp NM_007576.3 Extracellular Region,Cytoplasm,InnaAAATGGAGAGACTATCACTTTTGGATCACAGATAGAATTCcomplement component 4 binding protein
C6 NM_016704.2 Extracellular Space,Positive RegulatCTGATTGACAAGAGTGAAGCCTGTTTCTGTGACCACTACCcomplement component 6
C7 XM_356827.6 A530026G17, Gm1238 AGACAAATGTGAAAATGTGGCTAACCCTTCCTGCAACATTcomplement component 7
C8a NM_146148.1 Extracellular Region,Membrane,Int GCAGTGCCATTACATATCAGTCCTGGGGGAGATCGTTAAAcomplement component 8, alpha polypeptide
C8b NM_133882.2 Extracellular Region,Extracellular SpGTTACTGCCTGTGCTGGAGGAAGTTTCGGTATTGGTGGTAcomplement component 8, beta polypeptide
C8g NM_027062.1 Extracellular Region,Extracellular SpGAGCGGCGAGTCAGGGAAGCCAACCTGACAGAAGATCA complement component 8, gamma polypeptide
C9 NM_013485.1 Extracellular Region,Membrane,Int TCCTTGCCTCAAACAAAGGTTTCGCTCAAGAAGCATTTTAGcomplement component 9
Camp NM_009921.2 MCLP, Cramp, Cnlp, CAP18, FALL3 Extracellular Region,Cytoplasm,CellAACCCGGCCGCTGATTCTTTTGACATCAGCTGTAACGAGCcathelicidin antimicrobial peptide
Card9 NM_001037747.1 LOC332579 Cytoplasm,I Kappab Kinase Nf KappGAGGGCAGACTCAAGCAGCAGCAATTGGACATGCTCATCcaspase recruitment domain family, member 9
Casp1 NM_009807.2 ICE, Caspase‐1, interleukin 1 beta‐Extracellular Region,Cytoplasm,NucGACAATAAATGGATTGTTGGATGAACTTTTAGAGAAGAG caspase 1
Casp2 NM_007610.1 Ich‐1, Caspase‐2, Nedd2 Cytoplasm,Nucleus,Membrane FracTCACTATGCTCCAGCCCCTCTTAGGTCCTCATCTCCGTCTTGcaspase 2
Casp3 NM_009810.2 CPP32, Yama, Apopain, Caspase‐3 Cytoplasm,Nucleus,Cytosol,MitochoGAGGCTGACTTCCTGTATGCTTACTCTACAGCACCTGGTTAcaspase 3
Casp8 NM_009812.2 FLICE, MACH, Mch5, Caspase‐8 Cytoplasm,Nucleus,Cytosol,Lipid RaTTTCATTCAGGCTTGCCAAGGAAGTAACTTCCAGAAAGGAcaspase 8
Ccbp2 NM_021609.3 D6, CCR9, CCR10, Cmkbr9 Membrane,Integral To Membrane, TTTCTGAAGCATTCCAGGTTCACTCCAGTAGGGAGAGTTCchemokine binding protein 2
Ccl11 NM_011330.3 eotaxin, Scya11 Extracellular Region,Extracellular SpCAACCTCCTCTCTTGACACTAACCCAGAGCCTAAGAACTG chemokine (C-C motif) ligand 11
Ccl12 NM_011331.2 MCP‐5, Scya12 ATGAAGATTTCCACACTTCTATGCCTCCTGCTCATAGCTACchemokine (C-C motif) ligand 12
Ccl19 NM_011888.2 exodus‐3, Scya19, CKb11 External Side Of Plasma MembraneCTTCTGCCAAGAACAAAGGCAACAGCACCAGAAGGAGCCchemokine (C-C motif) ligand 19
Ccl2 NM_011333.3 monocyte chemotactic protein, MExtracellular Region,Cytoplasm,CellTCTTCAGCACCTTTGAATGTGAAGTTGACCCGTAAATCTGAchemokine (C-C motif) ligand 2
Ccl20 NM_016960.1 MIP‐3[a], ST38, MIP3A, MIP‐3A, exExtracellular Region,Extracellular SpGCAGCAAGCAACTACGACTGTTGCCTCTCGTACATACAGAchemokine (C-C motif) ligand 20
Ccl22 NM_009137.2 ABCD‐1, MDC, Scya22 Extracellular Region,Extracellular SpCCAAGAATCAACTTCCACCCCTCTTCAACCACATGCTAGGGchemokine (C-C motif) ligand 22
Ccl24 NM_019577.4 eotaxin‐2, MPIF‐2, Scya24, CKb‐6 Extracellular Region,Extracellular SpCTGGATGCCAAGAAAAACCAGCCTTCTAAAGGGGCCAAGchemokine (C-C motif) ligand 24
Ccl25 NM_009138.3 TECK, CKb15, Scya25 Extracellular Space,Leukocyte Migr GTGCCAATGAACTCACTGAAGCTACAGTTTCCTGTACAAGchemokine (C-C motif) ligand 25
Ccl26 NM_001013412.2 eoxtaxin‐3, Ccl26l Extracellular Space,Positive RegulatCAGCTATAAGTTCACCGACAAGAGCTGCACCAGTGACGG chemokine (C-C motif) ligand 26
Ccl3 NM_011337.1 MIP‐1 alpha, MIP1‐alpha, MIP1‐(a Extracellular Region,Cytoplasm,Cyt TCTGTCACCTGCTCAACATCATGAAGGTCTCCACCACTGCCchemokine (C-C motif) ligand 3
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Ccl4 NM_013652.1 MIP‐1 beta, MIP‐1B, Mip1b, Act‐2 Extracellular Region,Extracellular SpTTCTCAGCACCAATGGGCTCTGACCCTCCCACTTCCTGCTGchemokine (C-C motif) ligand 4
Ccl5 NM_013653.1 MuRantes, Scya5, SISd, TCP228, RAExtracellular Region,Cytoplasm,ExtrCCTCGTGCCCACGTCAAGGAGTATTTCTACACCAGCAGCAchemokine (C-C motif) ligand 5
Ccl6 NM_009139.2 c10, Scya6, MRP‐1 Extracellular Region,Extracellular SpATGTAGCCACAGGACTGTCTCTTTCTTCAGATTCATAGAACchemokine (C-C motif) ligand 6
Ccl7 NM_013654.2 fic, mcp3, marc, Scya7, MCP‐3 Extracellular Region,Extracellular SpACAGAAGGATCACCAGTAGTCGGTGTCCCTGGGAAGCTGchemokine (C-C motif) ligand 7
Ccl8 NM_021443.2 RP23‐446K18.1, 1810063B20Rik, AB023418, HC14, MCP‐2, Mcp2, ScyaACCTGCTGCTTTCATGTACTAAAGCTGAAGATCCCCCTTCGchemokine (C-C motif) ligand 8
Ccl9 NM_011338.2 MRP‐2, CCF18, MIP‐1 gamma, Scy Extracellular Region,Extracellular SpATGGCAACCCAGGTACATTCAACTAGGATGAAATAAATTCchemokine (C-C motif) ligand 9
Ccr10 NM_007721.4 GPR2, CCR10, Cmkbr9 Membrane,Integral To Membrane, GGTTTCTCCTCGGGAGTCAGTGTAAGAAAGGGCTTTCTAAchemokine (C-C motif) receptor 10
Ccr2 NM_009915.2 Cmkbr2, CKR2, CCR2A, CCR2B, CKRMembrane,Cytosol,Perinuclear RegATGAACTAACATAGACAGCTCAGGATTAACAGGGACTTGTchemokine (C-C motif) receptor 2
Ccr3 NM_009914.4 MIP‐1 alphaRL2, Cmkbr3, CKR3, CCMembrane,Integral To Membrane, CTATATGTTCATTATTCTGGCACACAGACCCTAGAAATCTCchemokine (C-C motif) receptor 3
Ccr4 NM_009916.2 CC CKR‐4, Cmkbr4 External Side Of Plasma MembraneGCTTGTAGAAGAAGCTCGTCGGTGCAGAGAAGGGTGAAAchemokine (C-C motif) receptor 4
Ccr5 NM_009917.5 CD195, Cmkbr5 External Side Of Plasma MembraneGGAGCAGGGAGAACGAGTCTTTTATCAGGGCCGGGAAATchemokine (C-C motif) receptor 5
Ccr6 NM_001190333.1 Cmkbr6 Membrane,Integral To Membrane, CTACCGTTCTGGGCAGTTACTCATGCCACCAACACTTGGGchemokine (C-C motif) receptor 6
Ccr7 NM_007719.2 EBI1, Ebi1h, CD197, Cmkbr7 External Side Of Plasma MembraneCCCAGATGGTTTTTGGGTTCCTAGTGCCTATGCTGGCTATGchemokine (C-C motif) receptor 7
Ccr8 NM_007720.2 Cmkbr8 Membrane,Integral To Membrane, GTTCTTCATCACCCTAATGAGTGTGGACAGGTATCTGGCT chemokine (C-C motif) receptor 8
Ccr9 NM_009913.6 GPR‐9‐6, Cmkbr10 Membrane,Integral To Membrane, TATACCATCATCATTCATACCTTGGTACAGGCCAAGAAGT chemokine (C-C motif) receptor 9
Ccrl1 NM_145700.2 CCR11, VSHK1, CCX‐CKR, PPR1, CCMembrane,Integral To Membrane, TGCCTTTCTGGGCAGTTAATGCAGTTCACGGATGGATTCT chemokine (C-C motif) receptor-like 1
Ccrl2 NM_017466.4 L‐CCR, CCR11, Cmkbr1l2 Membrane,Integral To Membrane, TGTTTGCGGTGGGTCTCTTGGACAACGTGCTGGCGGTGTTchemokine (C-C motif) receptor-like 2
Cd109 NM_153098.3 Gov platelet alloantigens Extracellular Region,Membrane,An AATGACTTCAAATGACACCAATGGCACCATATACCGGAAGCD109 antigen
Cd14 NM_009841.3 Cell Surface,Membrane,Anchored TCTAGACGAGGAAAGTTGTTCCTGCAACTTCTCAGATCCGACD14 antigen
Cd160 NM_001163496.1 By55 Anchored To Plasma Membrane,SigAGATGGCTTAGAGGGAGCGTGCAGTCATAACACTGGTGTCD160 antigen
Cd163 NM_053094.2 Extracellular Region,Membrane,Int TCACGGCACTCTTGGTTTGTGGAGCCATTCTATTGGTCCTCCD163 antigen
Cd164 NM_016898.2 MGC‐24, A115, A24 Membrane,Integral To Membrane, ATATTGAAGAAGTCCCACATGGAAGACGCTGTTCCAGGA CD164 antigen
Cd19 NM_009844.2 External Side Of Plasma MembraneGACTTCGTTAGGTCCCAAGAACCACATCTGATTCTGAAATCD19 antigen
Cd1d1 NM_007639.3 CD1.1, Cd1d, Cd1a, Ly‐38 External Side Of Plasma MembraneGTTTTATGGGATTTGCACTGAACTAGAAAGCATACTTCCT CD1d1 antigen
Cd2 NM_013486.2 LFA‐2, Ly37, Ly‐37 External Side Of Plasma MembraneATCAGAAACGTATGAGGTCTTAGCAAACGGATCCCTGAAGCD2 antigen
Cd209g NM_027343.3 Sugar Binding GAAAGAAGGGGAGCCCAATAATGAAGGGGACGAGGACTCD209g antigen
Cd22 NM_001043317.2 Lyb‐8, Lyb8 External Side Of Plasma MembraneCTCTGACCTGTGGACTGAATTTCTCCTGCTTTGGGTATGACCD22 antigen
Cd226 NM_001039149.1 Pta1, DNAM1, DNAM‐1, TLiSA1 Cell Surface,Membrane,Integral To GAGACGGAGACAGGTGAGAATTCCACTTAAAGAGCCCAGCD226 antigen
Cd244 NM_018729.2 2B4, C9.1, F730046O15Rik, Ly90, NAIL, NKR2B4, Nmrk, SLAMF4 TACAGACAAAAGATGTTTCTGTTCAATGGAAGAAGACAG CD244 natural killer cell receptor 2B4
Cd247 NM_001113391.2 TCRk, Cd3h, CD3‐eta, CD3‐zeta, CdMembrane,Cytoplasm,Integral To MGCTTTGGTCTGCTGGATCCCAAACTCTGCTACTTGCTAGATCD247 antigen
Cd24a NM_009846.2 heat stable antigen, HSA, Ly‐52, cl External Side Of Plasma MembraneTGGCTTAGGAAATGTGGACACTTAAAACTCTCACTTGAAACD24a antigen
Cd27 NM_001042564.1 Cd27, Tp55, S152, Tnfrsf7 External Side Of Plasma MembraneGTGGCCCAGCAAGCTGGGGAGACTCAGGCTCTAGCTATACD27 antigen
Cd274 NM_021893.2 PD‐L1, B7‐H1, Pdcd1lg1 External Side Of Plasma MembraneTGAACTAATATGTCAGGCCGAGGGTTATCCAGAAGCTGA CD274 antigen
Cd28 NM_007642.4 External Side Of Plasma MembraneTCTGTCTCTCTCTTTCTCTCCTGTGCATATGTCTCCCCTCCCCD28 antigen
Cd34 NM_001111059.1 External Side Of Plasma MembraneCTGATTATTCGCCTAATAATAGCAGCTTTGAGATGACATCACD34 antigen
Cd36 NM_007643.3 fatty acid translocase, FAT, Scarb3External Side Of Plasma MembraneGGGACCATTGGTGATGAAAAAGCAGAAATGTTCAAAACACD36 antigen
Cd3d NM_013487.2 T3d Membrane,Integral To Membrane, CTGTGTGGAGCTAGACTCGGGCACCATGGCTGGTGTCAT CD3 antigen, delta polypeptide
Cd3e NM_007648.4 T3e, CD3, CD3epsilon External Side Of Plasma MembraneTGAGTACTGTGTGGAGGTGGACCTGACAGCAGTAGCCATCD3 antigen, epsilon polypeptide
Cd3eap NM_145822.2 PAF49, Ase1 Cytoplasm,Nucleus,Mitochondrion,ACCTGTCATTAAAGCTGTCGCTGGCCCGCCTGTTTGGAATCD3E antigen, epsilon polypeptide associated protein
Cd4 NM_013488.2 L3T4, Ly‐4 External Side Of Plasma MembraneAAGAGGTGTCCGTACAAAAGTCCACCAAAGACCTCAAGC CD4 antigen
Cd40 NM_011611.2 Cd40, p50, Bp50, Tnfrsf5 External Side Of Plasma MembraneGCTGCCCAAACCCGGTTACCTGATTTTGATCCCTGGGACT CD40 antigen
Cd40lg NM_011616.2 CD154, gp39, Ly‐62, Cd40L, IMD3, External Side Of Plasma MembraneAGCAGTGGATCTGAGAGAATCTTACTCAAGGCGGCAAATCD40 ligand
Cd44 NM_009851.2 Ly‐24, Pgp‐1, HERMES External Side Of Plasma MembraneCATATTGCCTCTCCAGCAGTCCAATCCTTAGGCATTGCTTTCD44 antigen
Cd46 NM_010778.3 CD46, Mcp Cell Surface,Extracellular Region,GoTGAGGCCCTTCTGTTTCTGCTGTCTCATTTATCTGATGCCT CD46 antigen, complement regulatory protein
Cd48 NM_007649.4 Sgp‐60, BLAST‐1, Bcm‐1, BCM1 External Side Of Plasma MembraneCTAAGTATTATGTGCTTCATAAAACAGGGATGGTGTCTGGCD48 antigen
Cd5 NM_007650.3 Ly‐A, Lyt‐1, Ly‐12, Ly‐1 External Side Of Plasma MembraneACCAGAACATGTCTTTCCATCGAAGCCACACAGCAACTGTCD5 antigen
Cd53 NM_007651.3 Ox‐44, Tspan25 Cell Surface,Membrane,ImmunologATGGCATCAGTTATTCTGGGTCAAAAGTTCAATTTCCACCCCD53 antigen
Cd55 NM_010016.2 Daf‐GPI, complement‐glycosylphoExternal Side Of Plasma MembraneACAGTTAAAGTTTCAGCAACCCAGCATGTACCTGTTACCACD55 antigen
Cd59b NM_181858.1 Cell Surface,Extracellular Space,PlasTATATTATGAGCCGATTAGACGTGGCAGGCATACAAAGCACD59b antigen
Cd6 NM_001037801.2 Cell Surface,Membrane,Integral To GAAGTGCCTTCCAGAGTTCCAGTCACGATAGAATCTTCTGCD6 antigen
Cd69 NM_001033122.3 AIM, VEA External Side Of Plasma MembraneCTGAAAACTGTTCTATAACGGAAAATAGCTCTTCACATCTGCD69 antigen
Cd7 NM_009854.1 Membrane,Integral To Membrane, CTCAGGCTTACAATGTGATTTACTTTGAAGACCGGCAGGACD7 antigen
Cd74 NM_001042605.1 CLIP, Ii External Side Of Plasma MembraneATGGATAACATGCTCCTTGGGCCTGTGAAGAACGTTACCACD74 antigen (invariant polypeptide of major histocompatibility complex, class II antigen-associated)
Cd79a NM_007655.3 mb‐1, Ig alpha, Iga, Ly54, Cd79a, IgExternal Side Of Plasma MembraneAAATAACAGGAAGTCTCTTGGGGAAGTCCCCACCCCAATTCD79A antigen (immunoglobulin-associated alpha)
Cd79b NM_008339.2 B29, Igb, Igbeta, Ig‐beta External Side Of Plasma MembraneCAGACCCAGAATGGCTCTGTCTACACCCTCACTATCCAAA CD79B antigen
Cd80 NM_009855.2 B7‐1, Ly‐53, Ly53, Cd28l, B7.1 External Side Of Plasma MembraneTGGCTTTCCCCATCATGTTCTCCAAAGCATCTGAAGCTATGCD80 antigen
Cd81 NM_133655.2 Tspan28, Tapa‐1, Tapa1 Membrane,Immunological SynapseGGCATCTGGGGCTTCGTAAACAAAGACCAGATCGCCAAGCD81 antigen
Cd82 NM_001271430.1 C33, Tspan27, Kai1 Membrane,Integral To Membrane CTGCAGAATGGGGGCAGGCTGTGTCAAAGTCACCAAGTACD82 antigen
Cd83 NM_009856.2 External Side Of Plasma MembraneCCAGATAGTTTAGTCTGGGTTGAATACAATGGATGTGAAGCD83 antigen
Cd86 NM_019388.3 B7‐2, MB7‐2, B70, Ly‐58, Cd28l2, BExternal Side Of Plasma MembraneCAAAACATAAGCCTGAGTGAGCTGGTAGTATTTTGGCAGGCD86 antigen
Cd8a NM_001081110.2 Ly‐B, Ly‐2, Ly‐35, Lyt‐2 External Side Of Plasma MembraneCCACCTTCGTTGTCTATATGGCTTCATCCCACAACAAGATACD8 antigen, alpha chain
Cd8b1 NM_009858.2 Ly‐C, Ly‐3, Lyt‐3 External Side Of Plasma MembraneGCCACCTCATGAATAAAGTTTTCTGCAAACAGTTTCAGGGCD8 antigen, beta chain 1
Cd9 NM_007657.3 Tspan29 External Side Of Plasma MembraneCAGCTTTTGGAAAGTTTCCAGGTTAAGCCCTGCCCTGAAGCD9 antigen
Cd96 NM_032465.2 Tactile Membrane,Integral To Membrane AACCCTGTGGTAGAGTTGAGGTTTTTGAGCACGAATAGG CD96 antigen
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Cd97 NM_011925.1 EGF‐TM7 receptor Membrane,Integral To Membrane, CGTGGCCATCTCAATGGCAGTTGTCAAAATGGATGGCTATCD97 antigen
Cd99 NM_025584.2 D4, pilr‐1 Membrane,Integral To Membrane CCGCCGTGAAATCACCGCCTGCACCGCCCCTCGCCGCTGCCD99 antigen
Cdh5 NM_009868.3 7B4/cadherin‐5, VE‐cadherin, VECCell Junction,Tight Junction,Interce CAGCAACTTCACCCTCATAAACAACCATGACAACACCGCC cadherin 5
Cdkn1a NM_007669.4 Waf1, P21, CIP1, SDI1, CAP20, md Cytoplasm,Nucleus,Cytosol,NegativAATACCGTGGGTGTCAAAGCACTTAGTGGGTCTGACTCCAcyclin-dependent kinase inhibitor 1A (P21)
Ceacam1 NM_001039185.1 CD66a, mmCGM2, mCEA1, mmCGMembrane,Integral To Membrane, CAAGGGAAACACTACGGCTATAGACAAAGAAATTGCACGcarcinoembryonic antigen-related cell adhesion molecule 1
Cebpb NM_009883.3 NF‐IL6, C/EBP BETA, IL‐6DBP, LAP, Cytoplasm,Nucleus,Nuclear Matrix,CGGGCACCGCGCGCACGCACCTGCACAGCGCACCGGGTTCCAAT/enhancer binding protein (C/EBP), beta
Cfb NM_008198.2 Factor B, B, alternative‐complemeExtracellular Region,Extracellular SpGGTCGGGCCTCTGGTGGACTCCGTGAACATCAATGCCTTAcomplement factor B
Cfd NM_013459.1 DF, D component (adipsin) of comExtracellular Region,Extracellular SpAGTGTCAATCATGAACCGGACAACCTGCAATCTGCGCACGcomplement factor D (adipsin)
Cfh NM_009888.3 Sas‐1, Mud‐1, Sas1 Cytoplasm,Nucleus,Extracellular SpGAAATTCTCTGCACACCACCGCGAGTGGAAAATGGAGAT complement component factor h
Cfi NM_007686.2 Extracellular Region,Membrane,ProTTCCTTAATTTATGGGAGAACAAAAACAGAGGGACTTGTTcomplement component factor i
Cfp NM_008823.3 Pfc Extracellular Region,Innate ImmuneCGGCCGCAAATTTAATGGGAAGCCATGTGCTGGAAAACT complement factor properdin
Chuk NM_001162410.1 Chuk1, IKK‐alpha, IKK[a], IKK1, IKK Cytoplasm,Nucleus,Cytosol,MicrosoCGTGAAGCAAATGAGGACCAGAGCAGTAGTTTGATGAGTconserved helix-loop-helix ubiquitous kinase
Ciita NM_007575.2 C2ta, Gm9475 Nucleus,Positive Regulation Of TranTAAAATGCATCAGCTACGTTCACTGAAGCTCTGGGGCTTGclass II transactivator
Cish NM_009895.3 F23, Cis, CIS1, cytokine‐inducible SPlasma Membrane,Regulation Of GACGGGGACGCAGACTGGGCTAGGGGACTACACAGTTATAcytokine inducible SH2-containing protein
Clec4a4 NM_001005860.2 Dcir2 Sugar Binding,Receptor Activity TTCATGGGGATTTGATTTCTTTGTTAGCCGTCATAACATGGC-type lectin domain family 4, member a4
Clec4e NM_019948.2 Mincle, Clecsf9 Membrane,Integral To Membrane, CCAGGAAGAACTGGAATGATATACCCTGTTTCTACAGTATC-type lectin domain family 4, member e
Clec5a NM_001038604.1 Ly100, MDL‐1, myeloid DAP12‐assCell Surface,Membrane,Integral To CGCTGGATCAACAACTCTGTGTTCAATGGCAATGTTACCAC-type lectin domain family 5, member a
Clu NM_013492.2 Sgp‐2, complement lysis inhibitor, Extracellular Region,Membrane,CytTTAATAAGGAGATTCAGAACGCCGTCCAGGGAGTGAAGCclusterin
Cmklr1 NM_008153.3 Gpcr27, ChemR23 Membrane,Integral To Membrane, TCGCCACCTTCAAGATGAAGAAGACCGTGAACACTGTGTGchemokine-like receptor 1
Cr2 NM_007758.2 CD21, CD35, Cr‐1, Cr‐2, Cr1, C3DR External Side Of Plasma MembraneTGGTTTATAGAAATCCGTCTTTGTAAAGAAATCACCTGCC complement receptor 2
Cradd NM_009950.2 RAIDD Signal Transduction,Regulation Of AGGTGAGTTCCCGAGGGGCGTCATGGGTTGTCCAGCCTTTCCASP2 and RIPK1 domain containing adaptor with death domain
Crlf2 NM_001164735.1 Ly114, Tslpr, Tpte2 Extracellular Region,Membrane,Int TTGAAGTCACTGCCAGTCTATACTTCAGGCTGAGGTCACT cytokine receptor-like factor 2
Csf1 NM_001113530.1 M‐CSF, CSF‐1, colony‐stimulating fExtracellular Region,Membrane,PerTCCAGCTGCTGGAGAAGATCAAGAACTTCTTTAATGAAACcolony stimulating factor 1 (macrophage)
Csf1r NM_001037859.1 CD115, M‐CSFR, CSF‐1R, Fms, CsfmCell Surface,Membrane,Integral To CCACCACTCTTGACCTTCACTCTGTCTATAGTCCCGCCTCA colony stimulating factor 1 receptor
Csf2 NM_009969.4 Gm‐CSf, Csfgm, MGI‐IGM, GMCSF Extracellular Region,Extracellular SpAAGTCGTCTCTAACGAGTTCTCCTTCAAGAAGCTAACATG colony stimulating factor 2 (granulocyte-macrophage)
Csf2rb NM_007780.4 AIC2B, CDw131, common beta chaMembrane,Integral To Membrane, ATTGCGTGTCTGCATTGCTATGAGATGGGTTGCCGAGCCAcolony stimulating factor 2 receptor, beta, low-affinity (granulocyte-macrophage)
Csf3r NM_001252651.1 G‐CSFR, Csfgr, Cd114 Membrane,Integral To Membrane, CCCAGCCTTCTGCCTCAGGGCTATCTCATTGAGTGGGAAAcolony stimulating factor 3 receptor (granulocyte)
Ctla4 NM_009843.3 CH29‐120A16.2, Cd152, Ctla‐4, Ly‐56 TGGACTCGAGGTCCTGCACCAACTGGCTTGGAAACTAGATcytotoxic T-lymphocyte-associated protein 4
Ctnnb1 NM_007614.2 beta‐catenin, Catnb, beta catenin Adherens Junction,Cell Junction,Int TTGGTCGAGGAGTAACAATACAAATGGATTTGGGGAGTGcatenin (cadherin associated protein), beta 1
Ctsc NM_009982.2 DPP1, DPPI, dipeptidylpeptidase 1Golgi Apparatus,Endoplasmic Retic AGTTATATGTTCCTAAGAAGCGATAGCCATGGTTGACCTCcathepsin C
Ctsg NM_007800.1 Membrane,Intermediate Filament,SCTATGGAAGCAACAATGGTAACCCTCCAGCTGTATTCACCcathepsin G
Ctss NM_021281.2 Cat S Cell Surface,Membrane,Lysosome,PAGACGCTTCCTATCCCTACAAAGCCACGGATGAAAAGTGTcathepsin S
Cul9 NM_001081335.2 Parc AAGATGCTGGCCATTGCTAATTCCTCCGACGTCCCCACTTTcullin 9
Cx3cl1 NM_009142.3 fractalkine, CX3C, neurotactin, D8 Cell Surface,Extracellular Region,M CGTTCTTCCATTTGTGTACTCTGCTGCCGGGTCAGCACCTCchemokine (C-X3-C motif) ligand 1
Cx3cr1 NM_009987.3 Membrane,Perinuclear Region Of CTCCTGTGTTGGTTGTGATAACCATTTCAGAAGTCTCTCCCAchemokine (C-X3-C) receptor 1
Cxcl1 NM_008176.1 N51, Mgsa, Fsp, Gro1, Scyb1, KC/GExtracellular Region,Extracellular SpTGCTAGTAGAAGGGTGTTGTGCGAAAAGAAGTGCAGAGAchemokine (C-X-C motif) ligand 1
Cxcl10 NM_021274.1 CRG‐2, IP‐10, Ifi10, mob‐1, INP10, External Side Of Plasma MembraneAGGACGGTCCGCTGCAACTGCATCCATATCGATGACGGG chemokine (C-X-C motif) ligand 10
Cxcl11 NM_019494.1 betaR1, H174, SCYB9B, IP9, ITAC, bExtracellular Region,Extracellular SpTTAAGGCGTCAAAACATGTGACATCCTGGGAACGTCTGACchemokine (C-X-C motif) ligand 11
Cxcl12 NM_021704.3 Sdf1a, Sdf1b, SDF‐1, PBSF/SDF‐1, SExternal Side Of Plasma MembraneCTGAAAATCCTCAACACTCCAAACTGTGCCCTTCAGATTGTchemokine (C-X-C motif) ligand 12
Cxcl13 NM_018866.2 BLC, BCA‐1, ANGIE2, Scyb13 Extracellular Region,Extracellular SpCTGAGAGGGAATGCTCAAGCTCCGTTGCATACCCAACCCAchemokine (C-X-C motif) ligand 13
Cxcl15 NM_011339.2 lungkine, weche, Scyb15 Extracellular Region,Extracellular SpAGAGAATATTTCCCTTTCCAATTCGGGAGACCTCTAGACA chemokine (C-X-C motif) ligand 15
Cxcl3 NM_203320.2 Dcip1 Extracellular Region,Extracellular SpACTCTCAAGGATGGTCAAGAAGTTTGCCTCAACCCCCAAGchemokine (C-X-C motif) ligand 3
Cxcl9 NM_008599.2 Mig, CMK, crg‐10, Scyb9 External Side Of Plasma MembraneTAGAACTCAGCTCTGCCATGAAGTCCGCTGTTCTTTTCCTCchemokine (C-X-C motif) ligand 9
Cxcr1 NM_178241.4 Il8ra Membrane,Integral To Membrane, TCTCTTAGGAGCCCACTTGATTGAAGATACTTGCGAACGCchemokine (C-X-C motif) receptor 1
Cxcr2 NM_009909.3 CD128, IL‐8Rh, IL‐8rb, Gpcr16, CmCell Surface,Membrane,Integral To CCTTGCCTGTCTGGGCTGCATCTAAAGTAAATGGATGGACchemokine (C-X-C motif) receptor 2
Cxcr3 NM_009910.2 Cxcr3, Cmkar3, Cd183 External Side Of Plasma MembraneGTTGTATGGGGTCTCTGTCTGCTCTTTGCCCTCCCAGATTTchemokine (C-X-C motif) receptor 3
Cxcr4 NM_009911.3 fusin, PB‐CKR, CD184, Cmkar4, SdfExternal Side Of Plasma MembraneGTTTCAATTCCAGCATATAATGGTGGGTCTCGTCCTGCCCGchemokine (C-X-C motif) receptor 4
Cxcr5 NM_007551.2 Gpcr6, CXCR‐5, Blr1 Membrane,Integral To Membrane, ACCGTGCCTTTCTCTTAACCAAGCAGAAAGCTGAAACCGAchemokine (C-X-C motif) receptor 5
Cxcr6 NM_030712.4 BONZO, STRL33 Membrane,Integral To Membrane, AGTGAGGAGATATCCACTATGGTTCTTGTTATACAGATGAchemokine (C-X-C motif) receptor 6
Cybb NM_007807.2 gp91phox, gp91<phox>, Nox2, CgdGolgi Apparatus,Membrane,CytoplaACAGAAGACTCTGTATGGACGGCCCAACTGGGATAACGAcytochrome b-245, beta polypeptide
Ddx58 NM_172689.3 RIG‐I Cytoplasm,Response To Virus,Posit GTACACATCACATTTGCGGAAATACAACGATGCACTCATCDEAD (Asp-Glu-Ala-Asp) box polypeptide 58
Defb1 NM_007843.3 mBD‐1 Extracellular Region,Soluble FractioGGTGTTGGCATTCTCACAAGTCTTGGACGAAGAACAGATCdefensin beta 1
Defb14 NM_183026.2 mBD14 Extracellular Region,Defense RespoAGAATAAGAGGTGGCCGGTGTGCTGTACTTAACTGCCTTGdefensin beta 14
Dpp4 NM_001159543.1 THAM, Cd26, Dpp‐4 Cell Surface,Cell Junction,ExtracelluAAGAGGGGATCACTATTTATGTGATGTGGTGTGGGCTAC dipeptidylpeptidase 4
Ebi3 NM_015766.2 IL‐27, EBI‐3 Extracellular Region,Membrane,ExtATGTACTGGGCTGCTCCGAAGCACTGGATAATTCACTTGAEpstein-Barr virus induced gene 3
Emr1 NM_010130.1 DD7A5‐7, F4/80, TM7LN3, EGF‐TMExternal Side Of Plasma MembraneTGATGAGTGCACCCAAGATCCATTACAATGTGGACTGAATEGF-like module containing, mucin-like, hormone receptor-like sequence 1
Entpd1 NM_009848.3 NTPDase‐1, Cd39, ectoapyrase Membrane,Basal Lamina,Integral T TGGCTGTGATAGCTTTGATTGCTGTGGGACTGACCCAGAAectonucleoside triphosphate diphosphohydrolase 1
Eomes NM_010136.2 Tbr2 Nucleus,Positive Regulation Of Cell ACTGAAAAGGTCGTTCAAGGTGCTGGATTGATTCATTTATeomesodermin homolog (Xenopus laevis)
Ets1 NM_001038642.1 Ets‐1, Tpl1, p42Ets‐1, p51Ets‐1 Nucleus,Transcription Factor CompGAAAGAGGATGTGAAACCATATCAGGTTAATGGAGCCAAE26 avian leukemia oncogene 1, 5' domain
Fadd NM_010175.5 Mort1/FADD Cytoplasm,Lipid Raft,Protein Comp TTAAGTGGCAGTATTGAGTTACTACTGTTGCAGGGCTTTT Fas (TNFRSF6)-associated via death domain
Fas NM_007987.2 CD95, APO‐1, TNFR6, Tnfrsf6 External Side Of Plasma MembraneGGCTCACAGTTAAGAGTTCATACTCAAGGTACTAATAGCAFas (TNF receptor superfamily member 6)
Fasl NM_010177.3 Fas‐L, CD178, APT1LG1, CD95L, TnExternal Side Of Plasma MembraneCATTTAACAGGGAACCCCCACTCAAGGTCCATCCCTCTGGFas ligand (TNF superfamily, member 6)
Fcamr NM_001170632.1 Membrane,Integral To Membrane, CAACAGGCATCAAAGAAAATACTGGTGCCGCCTGGGGTCFc receptor, IgA, IgM, high affinity
Fcer1a NM_010184.1 Fce1a, Fcr‐5, FcERI External Side Of Plasma MembraneGAGAAATCTGTACTGACCTTGGACCCACCATGGATTAGAAFc receptor, IgE, high affinity I, alpha polypeptide
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Fcer1g NM_010185.4 FcR[g], FcR‐gamma, Ly‐50, Fce1g,  External Side Of Plasma MembraneCTATAGCCAGCCGTGAGAAAGCAGATGCTGTCTACACGG Fc receptor, IgE, high affinity I, gamma polypeptide
Fcgr1 NM_010186.5 CD64, FcgammaRI External Side Of Plasma MembraneGAGACAGTTCCACACAATGGTTTATCAACGGAACAGCCGTFc receptor, IgG, high affinity I
Fcgr2b NM_001077189.1 CD32, Fc[g]RII, FcgRII, Fc gamma RExternal Side Of Plasma MembraneTTGGTTCCCAATGGTTGACTGTACTAATGACTCCCATAACTFc receptor, IgG, low affinity IIb
Fcgr3 NM_010188.5 CD16, Fcg receptor III, FcgammaR Signal Transduction,Cell Surface Re TCTGACCTCCACCATCCACCATGGCAGGTGCACACAATAAFc receptor, IgG, low affinity III
Fcgr4 NM_144559.1 CD16‐2, FcgammaRIV, Fcgr3a External Side Of Plasma MembraneGGCGATCCAGGGTCTCCATCCATGTTTCCACCGTGGCATCFc receptor, IgG, low affinity IV
Fcgrt NM_010189.3 FcRn, neonatal Fc receptor Membrane,Integral To Membrane, GCCTCGGATAATTCCTCAGTGCCCACGGCTGTGTTTGCCC Fc receptor, IgG, alpha chain transporter
Fkbp5 NM_010220.3 FKBP51, Dit1, D17Ertd592e Membrane,Cytoplasm,Nucleus,ProtACAGACTCTGTTGTTCCTCCAACGCCCGTCATTAGTGACAGFK506 binding protein 5
Fn1 NM_010233.1 Fn‐1, Fn Proteinaceous Extracellular Matrix, TCCAGACCCTACCGTGGACCAGGTTGATGATACTTCCATT fibronectin 1
Folr4 NM_022888.2 Folbp3 Extracellular Region,Membrane FraGCACAGTGGTGGCAGATCCTCTTGGGGTTGTGGGCAGTC folate receptor 4 (delta)
Foxp3 NM_054039.1 JM2, scurfin Cytoplasm,Nucleus,Transcription FaCCAGCTCCCGGCAACTTCTCCTGACTCTGCCTTCAGACGAGforkhead box P3
Frmpd4 NM_001033330.2 LOC237234, Pdzk10, Pdzd10 Cytoskeleton,Cell Projection,Lipid BTCCCATCCTGCTACCATCAAATATTCACTTGGAATCAAAGGFERM and PDZ domain containing 4
Fyn NM_008054.2 Src Kinase p59 Membrane,Microsome,Endosome, TTCTTATCCGCGAGAGCGAAACCACCAAAGGTGCCTACTCFyn proto-oncogene
Gata3 NM_008091.3 Gata‐3 Nucleus,Nuclear Chromatin,Nucleo CATGCGTGAGGAGTCTCCAAGTGTGCGAAGAGTTCCTCCGGATA binding protein 3
Gfi1 NM_010278.2 Pal‐1, Pal1, Gfi‐1 Nucleus,Nuclear Matrix,Nuclear Bo CAAAGCTCATCATGGTTAGTCCCCTTCACCTTCCTTCCCGGgrowth factor independent 1
Gm10499 XM_003086920.1 AGCCCATGGCTGTTCTTGTTGTCCTTGGAGCTGTGATCATCpredicted gene 10499
Gp1bb NM_010327.2 Membrane,Integral To Membrane, ACCCGAGCTCTGCAAGCCTGAATCAACATGGTGCCAAACTglycoprotein Ib, beta polypeptide
Gpi1 NM_008155.3 Org, Gpi‐1, Gpi‐1t, Gpi‐1s, Gpi‐1r,  Extracellular Region,Cytoplasm,NucCAGGGATGAACTCGATTATACCCTTCAAAAGACAGTTTTAglucose phosphate isomerase 1
Gpr183 NM_183031.2 Ebi2 Membrane,Integral To Membrane, CAGCCAGGGTATTAATGCCTCTGCATTACAGCCTGGTCTT G protein-coupled receptor 183
Gpr44 NM_009962.2 Crth2, PGD2 receptor Membrane,Integral To Membrane, GAAGCCGCTCTGTCCACTCTTGGAGGAGATGGTCCAGCTTG protein-coupled receptor 44
Gzma NM_010370.2 Hanukah factor, BLT esterase, TSPExtracellular Region,Negative Regu CTGTGCTGGCGCTTTGATTGAAAAGAACTGGGTGTTGACTgranzyme A
Gzmb NM_013542.2 CCP‐1/C11, CCP1, Ctla‐1, Ctla1, GZCytoplasm,Proteolysis,Apoptosis GoTTCTGCCACCATGCTGTGACAACCCAACTGACATCTTCCTAgranzyme B
H2-Aa NM_010378.2 A alpha, Aalpha, Ia‐1, Ia1, H‐2Aa, I External Side Of Plasma MembraneTCAGAAATAGCAAGTCAGTCGCAGACGGTGTTTATGAGA histocompatibility 2, class II antigen A, alpha
H2-Ab1 NM_207105.2 Abeta, A beta, H‐2Ab, Ia‐2, H2‐Ab,External Side Of Plasma MembraneAAGGCATTTCGTGTACCAGTTCATGGGCGAGTGCTACTTChistocompatibility 2, class II antigen A, beta 1
H2-DMa NM_010386.3 H2‐Ma, H‐2Ma, H2‐M alpha Late Endosome,Membrane,Integra AGCTGTCGATGGGCTGACCTTCCAGGCTTTCTCTTATTTAAhistocompatibility 2, class II, locus DMa
H2-DMb2 NM_010388.4 H2‐Mb2, H‐2Mb2, H2‐M beta2 Late Endosome,Membrane,Integra TTTGGGGTGCTGTCTAGATTGGCTGAAATAATTTCAAATAhistocompatibility 2, class II, locus Mb2
H2-Ea-ps NM_010381.2 H‐2Ea, Ia‐3, Ia3, I‐Ealpha ATCATGAAGGGTATTAAAAAACGCAATGTTGTAGAACGC histocompatibility 2, class II antigen E alpha, pseudogene
H2-Eb1 NM_010382.2 H‐2Eb, Ia‐4, Ia4 External Side Of Plasma MembraneAAACATGTCCTGCTTGGCCCACATCCCTCCAGAGACACTGhistocompatibility 2, class II antigen E beta
H2-K1 NM_001001892.2 H‐2K, H‐2K(d), H2‐K, K‐f TCTTCCCTTCCACAGCCAACCTTGCTGGTTCAGCCAAACAChistocompatibility 2, K1, K region
H2-Ob NM_010389.3 H‐2I, Ob, H2‐IAb2, H2‐Ab, H‐2Ob,  Membrane,Integral To Membrane, GGCAACCGCAGTGAAGTATAAATCAATGACTTGTTCAAGGhistocompatibility 2, O region beta locus
H2-Q10 NM_010391.4 H‐2Q10, Q10, Qa10 TGAGCCCCTCACCCTGAGATGGGAACCTCCTCCTTCCACTGhistocompatibility 2, Q region locus 10
H60a NM_010400.2 External Side Of Plasma MembraneGGGCAAGGAGTTGGCCAGTTTTCAAAGGTAATTAGGAAThistocompatibility 60a
Hamp NM_032541.1 Hamp1, Hepc, Hepc1 AAGAGAGACACCAACTTCCCCATCTGCATCTTCTGCTGTAAhepcidin antimicrobial peptide
Hc NM_010406.1 C5a, C5, He Extracellular Region,Extracellular SpCTACACACTGAATTTGGTCGCTACTCCTCTTTTCGTGAAGChemolytic complement
Hcst NM_011827.3 DAP10, KAP10 Membrane,Integral To Membrane CATCGGCAGGTTCCTGCTCCGGATGTGGGACTCTGTCTCThematopoietic cell signal transducer
Hfe NM_010424.4 MR2 Membrane,Cytoplasmic Vesicle,EarTTCGTTTCCACATCTGAAGAAGTTGTGAACCTTCATCCGGGhemochromatosis
Hif1a NM_010431.1 MOP1, HIF‐1alpha, HIF1alpha, bHLCytoplasm,Nucleus,Transcription FaAGCTCATCCAAGGAGCCTTAAGCTGTCTGCCACTTTGAAT hypoxia inducible factor 1, alpha subunit
Hlx NM_008250.2 Hlx1 Nucleus,Positive Regulation Of Cell GGACTTTGTGCCTACTTTAAGTTGGTGGCGAGGGTTGCCTH2.0-like homeobox
Icam1 NM_010493.2 MALA‐2, CD54, Icam‐1, Ly‐47 External Side Of Plasma MembraneCACATGGGTCGAGGGTTTCTCTACTGGTCAGGATGCTTTT intercellular adhesion molecule 1
Icam2 NM_010494.1 CD102, Icam‐2 Membrane,Integral To Membrane, GAAGTGGAAACAGTTCTTAGTCTCAAACGTCTCCAAAGACintercellular adhesion molecule 2
Icam4 NM_023892.2 Cd242 Extracellular Region,Membrane,Int GGATTCTTGGTGGTGAGCCTGAGAAGAGGTGGCCGAGTGintercellular adhesion molecule 4, Landsteiner-Wiener blood group
Icam5 NM_008319.2 CD50, Tlcn, TLN, Icam3 Plasma Membrane,Phagocytosis GTTTTCCTGTGAAGTTGATGGGAAGCCAGAACCACGTGTGintercellular adhesion molecule 5, telencephalin
Icos NM_017480.1 External Side Of Plasma MembraneTTCACAATGGAGGTGTACAGATTTCTTGTAAATACCCTGA inducible T cell co-stimulator
Icosl NM_015790.3 GL50, B7h, ICOS‐L, B7RP‐1, LICOS, External Side Of Plasma MembraneCCCCACAGACGCCATTTCAACTTGAGTGGTCTGTATGTCTAicos ligand
Ifi204 NM_008329.2 Ifi16, p204 TGCTTTCACCTGAAAACAATTGACAGGCAACCAAAGTTAGinterferon activated gene 204
Ifi35 NM_027320.4 IFP35 Nucleus GTCTCTCCCTATGTGAGTGGTGAGATCCAGAAAGCCGAGAinterferon-induced protein 35
Ifih1 NM_027835.2 Helicard, MDA‐5, MDA5 Cytoplasm,Nucleus,Response To Vi GCTGCTAAAGACGGAAATCGCAAAGATCGCGTCTGTGCA interferon induced with helicase C domain 1
Ifit2 NM_008332.2 Ifi54 Response To Virus ACAACGAGTAAGGAGTCACTGGAGAGCAATCTGCGACAGinterferon-induced protein with tetratricopeptide repeats 2
Ifitm1 NM_001112715.1 fragilis2, Mil2 Membrane,Integral To Membrane, CCTCCACCGCCAAGTGCCTGAACATCAGCTCCCTGTTCTTCinterferon induced transmembrane protein 1
Ifna1 NM_010502.2 RP23‐360M23.1, Ifa1 CTGCAAGGCTGTCTGATGCAGCAGGTGGGGGTGCAGGAAinterferon alpha 1
Ifna2 NM_010503.2 RP23‐139P14.4, Ifa2 TAACCTCAGGAACAAGAGGGCCTTGAAGGTCCTGGCACA interferon alpha 2
Ifnar1 NM_010508.1 Ifrc, Ifar, IFN‐alpha/betaR Membrane,Integral To Membrane, TGGGAAAACACTTCCAATACTAAGATAAGCATGGAGAAG interferon (alpha and beta) receptor 1
Ifnar2 NM_001110498.1 Ifnar‐2 Extracellular Region,Membrane,Int TCCTCTTGAGCCGCCAGAATTTGAGATCGTTGGCTTTACA interferon (alpha and beta) receptor 2
Ifnb1 NM_010510.1 interferon beta 1, fibroblast, Ifb, IFExtracellular Region,Extracellular SpGATGAACTCCACCAGCAGACAGTGTTTCTGAAGACAGTACinterferon beta 1, fibroblast
Ifng NM_008337.1 IFN‐gamma, Ifg External Side Of Plasma MembraneCTAGCTCTGAGACAATGAACGCTACACACTGCATCTTGGCinterferon gamma
Ifngr1 NM_010511.2 CD119, Nktar, Ifgr, Ifngr, IFN‐gammMembrane,Endoplasmic ReticulumAAGCATAATGTTACCTAAGTCCTTGCTCTCTGTGGTAAAAAinterferon gamma receptor 1
Ifngr2 NM_008338.3 Ifgt, Ifgr2 Endoplasmic Reticulum,Plasma Me CATCCTGATTCCGTTGGGCATCTTCGCATTGCTGCTCGGCCinterferon gamma receptor 2
Igf2r NM_010515.1 Mpr300, IGF‐II/CI‐MPR, CI‐MPR, MCell Surface,Late Endosome,Memb TGCATCTGCTTGCCAGATGAAATATGAAAATCATGAGGGCinsulin-like growth factor 2 receptor
Ikbkap NM_026079.3 Elp1, C78473, IKAP Cytoplasm,Nucleus,Dna Directed RnGCGCCGCCTTTCTGGTGCTACCTGGCGTGTTTCGCCCTTCAinhibitor of kappa light polypeptide enhancer in B cells, kinase complex-associated protein
Ikbkb NM_010546.2 IKK2, IKK‐2, IKK‐beta, IKK[b], IKKbeMembrane,Cytoplasm,Nucleus,MicGTGTGTGTGTAAAAGCAAAAACCGGCTCAGGTTATCATAGinhibitor of kappaB kinase beta
Ikbke NM_019777.3 IKK‐i, IKKepsilon Cytoplasm,Nucleus,Pml Body,Dna DTCTGAGCTCCCTGGGGGTTCACAAGGCACTCAGAAGCAA inhibitor of kappaB kinase epsilon
Ikbkg NM_178590.2 IKK[g], NEMO Cytoplasmic Part,Cytoplasm,NucleuTGCCAACAGATGGCTGAGGACAAGGCCTCTGTGAAAGCT inhibitor of kappaB kinase gamma
Ikzf1 NM_001025597.1 LyF‐1, Ikaros, Zfpn1a1 Nucleus,Transcription Factor CompGATTCCAGTGCCCTCAAGTTGTGTTTTAAGTAGCTATCAGAIKAROS family zinc finger 1
Ikzf2 NM_011770.4 Helios, Zfpn1a2 Nucleus,Positive Regulation Of TranAATTATGGAACTGTGATCTAAAAACGGTTTGACAGTGGAGIKAROS family zinc finger 2
Ikzf3 NM_011771.1 Aiolos, Zfpn1a3 Cytoplasm,Nucleus,Transcription D TGATGGTTCATAAGCGAAGCCATACCGGCGAACGCCCGT IKAROS family zinc finger 3
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Ikzf4 NM_011772.2 Eos, Zfpn1a4 Nucleus,Transcription Dna DependeCACCCACTGGCCGCCTCACTTCACACTTGACTCCAACCGTCIKAROS family zinc finger 4
Il10 NM_010548.1 cytokine synthesis inhibitory factoExtracellular Region,Extracellular SpGGGCCCTTTGCTATGGTGTCCTTTCAATTGCTCTCATCCCT interleukin 10
Il10ra NM_008348.2 mIL‐10R, Il10r, CDw210 Membrane,Cytoplasm,Integral To MTGTTGTCGCGTTTGCTCCCATTCCTCGTCACGATCTCCAGCinterleukin 10 receptor, alpha
Il10rb NM_008349.5 CRF2‐4, D21S58h, D16H21S58, CrfReceptor Activity CTTTACACCTGCGTTTCTCAGCCCCACAAATTGAGAATGAGinterleukin 10 receptor, beta
Il11ra1 NM_010549.3 NR1, Il11ra, Il‐11ra, Il‐11ra‐alpha Membrane,Integral To Membrane, GGGTCCCACAACTCAGTGGAGCGGGAGACAGTTCTTAGC interleukin 11 receptor, alpha chain 1
Il12a NM_008351.1 IL‐12p35, p35 Extracellular Region,Cytoplasm,ExtrTCATGAAGACATCACACGGGACCAAACCAGCACATTGAA interleukin 12a
Il12b NM_008352.1 Il‐12p40, IL‐12 p40, Il‐12b, IL‐23 suExtracellular Region,Membrane,CytTCGTAGAGAAGACATCTACCGAAGTCCAATGCAAAGGCG interleukin 12b
Il12rb1 NM_008353.2 IL‐12R[b], CD212 External Side Of Plasma MembraneGGAGTCATCCCCAGCGCTTTAGCTTTGAGGTGCAGATTTCinterleukin 12 receptor, beta 1
Il12rb2 NM_008354.3 IL‐12RB2, Ifnm External Side Of Plasma MembraneCTTCTGCACCCACTCACATTAACATAGTGGACCTATGTGG interleukin 12 receptor, beta 2
Il13 NM_008355.2 Il‐13 External Side Of Plasma MembraneAGCTACACAAAGCAACTGTTTCGCCACGGCCCCTTCTAAT interleukin 13
Il13ra1 NM_133990.4 CD213a1 Membrane,Integral To Membrane, CTCAAACCGACCGACATAATATTTTAGAGGTTGAAGAGGAinterleukin 13 receptor, alpha 1
Il15 NM_008357.2 Extracellular Region,Cytoplasm,ExtrCTTGCAAACAGCACTCTGTCTTCTAACAAGAATGTAGCAG interleukin 15
Il15ra NM_008358.2 Extracellular Region,Golgi ApparatuCTTTCCTGGCCTGGTACATCAAATCAAGGCAGCCTTCTCAGinterleukin 15 receptor, alpha chain
Il16 NM_010551.3 Extracellular Region,Cytoplasm,NucTGCGAGACAAAGCTGTTGGATGAAAAGGCCAGTAAGCTTinterleukin 16
Il17a NM_010552.3 Ctla‐8, Ctla8, Il17 External Side Of Plasma MembraneACCTCAAAGTCTTTAACTCCCTTGGCGCAAAAGTGAGCTC interleukin 17A
Il17b NM_019508.1 Zcyto7 Extracellular Region,Extracellular SpCCATGGGGCTACAGCATCAACCACGACCCCAGCCGCATCCinterleukin 17B
Il17f NM_145856.2 Extracellular Region,Extracellular SpTGTGAAGCCCGATCTCCAAGTCTTTATGCTTTCTAGGACTCinterleukin 17F
Il17ra NM_008359.1 VDw217, Il17r Membrane,Integral To Membrane, CCCAAAAACCTGACCCCGTCTTCCCCAAAAAACATCTATATinterleukin 17 receptor A
Il17rb NM_019583.3 Evi27, IL‐17Rh1, IL17RH1, IL‐17ER,Cell Surface,Extracellular Region,M GAGTTTTCAATTTTGATGAACATAAGCTGGATACTCCGGGinterleukin 17 receptor B
Il17re NM_001034029.1 Il25r Extracellular Region,Membrane,CytTGGCCTTCAGTGGGGCTGGTTCCCTCTCTTGGTGAGGAAAinterleukin 17 receptor E
Il18 NM_008360.1 Il‐18, Igif Extracellular Region,Cytoplasm,ExtrACTTTGGCCGACTTCACTGTACAACCGCAGTAATACGGAAinterleukin 18
Il18r1 NM_001161842.1 Il1rrp, Il18ralpha Intrinsic To Membrane,Membrane,AGATGGTTCAAAGGCAGTGCTTCACATGAGTATAGAGAG interleukin 18 receptor 1
Il18rap NM_010553.2 AcPL accessory protein‐like) Intrinsic To Membrane,Membrane, CTTGAAGTCGGTCCACGCCAGTTCCAGGTTCTGGACCCAAinterleukin 18 receptor accessory protein
Il19 NM_001009940.1 Extracellular Region,Extracellular SpTCTAGGAGAACTGAACATACTTTTAGCCTGGATTGACAGGinterleukin 19
Il1a NM_010554.4 Il‐1a Cell Surface,Extracellular Region,CyACCTCTGAAACGTCAAAGATGTCCAACTTCACCTTCAAGG interleukin 1 alpha
Il1b NM_008361.3 IL‐1B, IL‐1beta Extracellular Region,Vesicle,SecretoGTTGATTCAAGGGGACATTAGGCAGCACTCTCTAGAACAGinterleukin 1 beta
Il1r1 NM_001123382.1 CD121a, IL‐1 receptor alpha chain Cell Surface,Extracellular Region,IntCTTCTTCGGAGTAAAAGATAAACTGTTGGTGAGGAATGTGinterleukin 1 receptor, type I
Il1r2 NM_010555.4 CD121b, IL‐1 receptor beta chain, Extracellular Region,Membrane,Int GGGAGGATCTGCATACAGATTTTAAATGTGTTGCCTCGAAinterleukin 1 receptor, type II
Il1rap NM_134103.2 IL‐1R AcP, IL‐1RAcP Extracellular Region,Intrinsic To MeGAGAAAGAACCAGGAGAGGAACTGGTTATTCCCTGCAAAinterleukin 1 receptor accessory protein
Il1rl1 NM_001025602.2 T1 gene, T1, T1/ST2, ST2, DER4, Fi External Side Of Plasma MembraneATAGGAAAACCAGCAAGTATTGCCTGTTCAGCTTGCTTTG interleukin 1 receptor-like 1
Il1rl2 NM_133193.3 Intrinsic To Membrane,Membrane,AGGAAGTTGAGTATGGAAGAAGGATCCCTAACATCACGT interleukin 1 receptor-like 2
Il1rn NM_031167.5 IL‐1ra Extracellular Region,Cytoplasm,VesCAACCAGCTCATTGCTGGGTACTTACAAGGACCAAATATCinterleukin 1 receptor antagonist
Il2 NM_008366.2 IL‐2 Extracellular Region,Extracellular SpGCAACTGTGGTGGACTTTCTGAGGAGATGGATAGCCTTCTinterleukin 2
Il20 NM_021380.1 Zcyto10 Extracellular Region,Extracellular SpCCACCATACCCTGAGAAAGATCAGCAGCCTCGCCAACTCCinterleukin 20
Il21 NM_021782.2 Extracellular Region,Extracellular SpATGGCCTGGGGGATGGTTTTGATCTAAGGAAAAAGGTGTinterleukin 21
Il21r NM_021887.1 NILR Membrane,Integral To Membrane, TATGGTACACGTGCCATATGCGCTTGTCTCAATTCCTGTCCinterleukin 21 receptor
Il22 NM_016971.1 mCG_123110, IL‐22, IL‐22a, ILTIFa, Iltif AGAAGAATGTCAGAAGGCTGAAGGAGACAGTGAAAAAGinterleukin 22
Il22ra2 NM_178258.5 Il‐22bp Extracellular Region,Cytosol,CytokinTAAGCATTGCCTTCTAGGTCTCCTCATCATACTCTTGAGCAinterleukin 22 receptor, alpha 2
Il23a NM_031252.1 p19, IL‐23, IL‐23p19 Extracellular Region,Extracellular SpCAAGGACAACAGCCAGTTCTGCTTGCAAAGGATCCGCCAAinterleukin 23, alpha subunit p19
Il23r NM_144548.1 Membrane,Integral To Membrane, AAGTATTTGGTATGGGTCCAAGCTGTCAATTCCCTAGGCAinterleukin 23 receptor
Il25 NM_080729.2 IL‐17E, Il17e Positive Regulation Of TranscriptionTTGGGGAGAAACTCTGACTTTTGCACTTTTTGGAAGCACT interleukin 25
Il27 NM_145636.1 p28, IL‐27, Il30, IL‐27p28 Extracellular Region,Extracellular SpGCTATGTCCACAGCTTTGCTGAATCTCGATTGCCAGGAGT interleukin 27
Il27ra NM_016671.3 WSX‐1, IL‐27R, Tccr Membrane,Integral To Membrane, TTTTGATTCTAGTAAGAATAACTACCAGGCAGGCTATGAGinterleukin 27 receptor, alpha
Il28a NM_001024673.2 Ifnl2,IL‐28A EG330496 GCCACCAGGCTCCCAGTGGAAGCAAAGGATTGCCACATT interferon lambda 2
Il2ra NM_008367.2 CD25, IL‐2R alpha chain, Ly‐43, Il2 External Side Of Plasma MembraneAAGGAATTGGTCTATATGCGTTGCTTAGGAAACTCCTGGAinterleukin 2 receptor, alpha chain
Il2rb NM_008368.3 CD122, Il‐2Rbeta, IL‐15Rbeta, IL‐15External Side Of Plasma MembraneTTATTTTATGTGTTCTTGGGCGATGCTGGTCTATGTAAGGGinterleukin 2 receptor, beta chain
Il2rg NM_013563.3 gamma C receptor, common gammExternal Side Of Plasma MembraneATCCAATGCTCACTGCCTTCCCTTGGGGCTAAGTTTCGATTinterleukin 2 receptor, gamma chain
Il3 NM_010556.4 Il‐3, BPA, HCGF, MCGF, PSF, CsfmuExtracellular Region,Extracellular SpTGCAGCTCTATTGTCAAGGAGATTATAGGGAAGCTCCCAGinterleukin 3
Il33 NM_133775.1 NF‐HEV, Il‐33, Il1f11 Extracellular Region,Nucleus,ExtracATGACTTACGGCGTTGGTAAAGAAACTGAAGGAGATTCA interleukin 33
Il4 NM_021283.1 Il‐4 External Side Of Plasma MembraneTGCTTGAAGAAGAACTCTAGTGTTCTCATGGAGCTGCAGAinterleukin 4
Il4ra NM_001008700.3 CD124, IL‐4 receptor alpha chain,  Extracellular Region,Membrane,Int TGGAATAACCTGTACCCATCGAACAACTTACTGTACAAAGinterleukin 4 receptor, alpha
Il5 NM_010558.1 Il‐5 Extracellular Region,Extracellular SpCAATGAGACGATGAGGCTTCCTGTCCCTACTCATAAAAAT interleukin 5
Il6 NM_031168.1 Il‐6 External Side Of Plasma MembraneCTCTCTGCAAGAGACTTCCATCCAGTTGCCTTCTTGGGACTinterleukin 6
Il6ra NM_010559.2 CD126, IL‐6 receptor alpha chain,  Cell Surface,Extracellular Region,M CACCTCACTGCCACCTTGGCCTTCCTTGCTTTACGTTTGAC interleukin 6 receptor, alpha
Il6st NM_010560.2 gp130, CD130, D13Ertd699e External Side Of Plasma MembraneAGAAGCAAACAACAAGAAGCCTTGTCCAGATGACCTGAA interleukin 6 signal transducer
Il7 NM_008371.2 Il‐7, hlb368 Extracellular Region,Extracellular SpAAACATTCATTGGTGAACCACTGGGGGAGTGGAACTGTC interleukin 7
Il7r NM_008372.3 CD127, IL‐7 receptor alpha chain,  External Side Of Plasma MembraneGTTTCCTGGACTGCCAGATTCATGAGGTGAAAGGCGTTGAinterleukin 7 receptor
Il9 NM_008373.1 Il‐9, P40 Extracellular Region,Extracellular SpTCTGTTTTGCTCTTCAGTTCTGTGCTGGGCCAGAGATGCAGinterleukin 9
Ilf3 NM_010561.2 NF90 Ribonucleoprotein Complex,Cytopl GAGGTTGAGGTGGACGGACAGAAGTTTCAAGGTGCTGGTinterleukin enhancer binding factor 3
Irak1 NM_008363.2 mPLK, Plpk, Il1rak, IRAK‐1 Cytoplasm,Nucleus,Membrane FracAGGTGGAACAGCTATCAAGGTTTCGTCACCCAAATATCGTinterleukin-1 receptor-associated kinase 1
Irak2 NM_001113553.1 IRAK‐2 Cell Surface,Signal Transduction,ProAGAAAGGCTTTTGGGTTTGCCCGGAGACAGGCTTTTCTGGinterleukin-1 receptor-associated kinase 2
Irak3 NM_028679.3 IRAK‐M Cytoplasm,Nucleus,Response To Vi AGCGTATTGATAGGAATAGCCAAAGCCATCCAATACTTGCinterleukin-1 receptor-associated kinase 3
Irak4 NM_029926.5 NY‐REN‐64, IRAK‐4 Cytoplasm,Positive Regulation Of T TTGATCCTCAAGAAGGGTGGAAGAAATTAGCAGTAGCTA interleukin-1 receptor-associated kinase 4
Irf1 NM_008390.1 Irf‐1 Nucleus,Positive Regulation Of TranTGTTCCGGAGCTGGGCCATTCACACAGGCCGATACAAAG interferon regulatory factor 1
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Irf3 NM_016849.3 IRF‐3 Cytoplasm,Nucleus,Response To Vi GCTGCTACCAATAAAGCAGTTTATGCCGCCATCACATCTG interferon regulatory factor 3
Irf4 NM_013674.1 Spip, IRF‐4 Cytoplasm,Nucleus,Positive RegulatAAGGGACTTGGTTCTTAGGTCCAGTCTAGGCTATCATGTCinterferon regulatory factor 4
Irf5 NM_012057.3 mirf5 Nucleus,Transcription Dna DependeCCTTTAGTACCACGGAGTCCAATTACCCCAGGGTAGCCAAinterferon regulatory factor 5
Irf7 NM_016850.2 Cytoplasm,Nucleus,Response To Vi CGCTGTGCACTCCACAGCACAGGGCGTTTTATCTTGCGCC interferon regulatory factor 7
Irf8 NM_008320.3 IRF‐8, ICSBP, Myls, Icsbp1 Nucleus,Positive Regulation Of TranGCAGGGAGAGTCATCATCTGCTTTTGTCTGAGAGAAGGA interferon regulatory factor 8
Irgm1 NM_008326.1 LRG‐47, Iigp3, Ifi1, Irgm Late Endosome,Golgi Apparatus,MeGAAAGAAAATCCACGCGATCAGACCTCCTCTTGGTTCGTCimmunity-related GTPase family M member 1
Itga2b NM_010575.2 platelet glycoprotein IIb, GpIIb, alpExternal Side Of Plasma MembraneCCCGTTGCTCTTCGACCTCAGGGATGAGACACGAAACCTAintegrin alpha 2b
Itga4 NM_010576.3 VLA‐4 receptor, alpha 4 subunit External Side Of Plasma MembraneAATTTGTTGAGACCACTGGTCACTTGGACAGTCCCTTACTTintegrin alpha 4
Itga5 NM_010577.3 Fnra, Cd49e External Side Of Plasma MembraneCAGGCACCAGTCTCTGGGGTGGCCTTCGGTTCACTGTTCCintegrin alpha 5 (fibronectin receptor alpha)
Itga6 NM_008397.3 Cd49f External Side Of Plasma MembraneCAGTGGGGCTGTAGTTTTGCTAAAAAGAGACATGAAGTC integrin alpha 6
Itgal NM_008400.2 LFA‐1, Cd11a, Ly‐21, Ly‐15 External Side Of Plasma MembraneTAACCCGCTACATCATCGGGATTGGCAAGCATTTTGTGAGintegrin alpha L
Itgam NM_001082960.1 CD11B  (p170), complement compExternal Side Of Plasma MembraneATCCCTGTTCAGATCAACAATGTGACCGTATGGGATCATC integrin alpha M
Itgax NM_021334.2 CD11C  (p150) alpha polypeptide, External Side Of Plasma MembraneCCCAGAGAACTTCCATAGGAATTTCTACCCAGGGACACATintegrin alpha X
Itgb1 NM_010578.1 CD29, beta1 integrin, Fnrb, Gm986Adherens Junction,External Side Of CTGTGATAGGTCTAATGGCTTAATTTGTGGAGGCAATGGCintegrin beta 1 (fibronectin receptor beta)
Itgb2 NM_008404.4 Mac‐1 beta, 2E6, Cd18 Cell Surface,Membrane,Integral To GCTCGGTTTCTTTCCGCCATTATATCAAGTCTGCCAGGGTTintegrin beta 2
Itln1 NM_010584.3 IntL, Itln, Itln2, Itln5, Itlna, Lfr ATGTAATACTGAACATCACTGCATCGGTGGAGGAGGATT intelectin 1 (galactofuranose binding)
Jak1 NM_146145.2 Cytoplasm,Nucleus,Enzyme Linked  CATAGCAAAGGACTGTGCCGCTGGCATATTGATCTCAGATJanus kinase 1
Jak2 NM_001048177.1 C81284 Membrane,Cytoplasm,Nucleus,CytoGGGGCTGAAGCTCCTCTGCTTGATGACTTTGTCATGTCTTAJanus kinase 2
Jak3 NM_010589.5 Membrane,Cytoplasm,CytoskeletonTTCTCTTTTGGGGACTACTTGGCTGAGGATTTATGTGTGCGJanus kinase 3
Kir3dl1 NM_177749.3 RP23‐69M9.1, Kirl1, Kirl2, Krl1 TGTGGTCCTCCCCAAGTGACCCCTTGTACCTTCCTGCCAAAkiller cell immunoglobulin-like receptor, three domains, long cytoplasmic tail, 1
Kir3dl2 NM_177748.2 RP23‐69M9.4, Kirl2 AAAGACTATGGTCCTCACTGACAGCATTACAGAAATCACAkiller cell immunoglobulin-like receptor, three domains, long cytoplasmic tail, 2
Kit NM_001122733.1 CD117, c‐KIT, Steel Factor ReceptoExternal Side Of Plasma MembraneCAGTTTCCCTGCATGTCGCTCACTGTCTAGAATTTACTCAAkit oncogene
Klra1 NM_016659.3 Ly49A, Ly49o<129> External Side Of Plasma MembraneACAAAGTCCTCACTTCTCTCTGTGTTAAATCCTTCATTGCTGkiller cell lectin-like receptor, subfamily A, member 1
Klra21 NM_053151.1 CH29‐511G10.2, Ly49H, Ly49u AGGCATCCATCCTTTCTACAGGCATCACTTCAGGGTGGAGkiller cell lectin-like receptor subfamily A, member 21
Klra4 NM_010649.3 RP23‐128D23.4, Chok, Klra32, Ly‐49d, Ly49d, ly49r&lt;129&gt GAAGACACTTTCTCAGCTGTGAGATTCCATAAGTCTTCAG killer cell lectin-like receptor, subfamily A, member 4
Klra5 NM_008463.2 RP23‐451F7.2, Ly49e GTGAGCCATGAGGAGATTCAAGGGCCCGGAGAAGCTGG killer cell lectin-like receptor, subfamily A, member 5
Klra6 NM_008464.2 RP23‐451F7.4, Ly49f ACTTTCCACCAAAGTTAAAGAACATAGACTGCTGTGAATAkiller cell lectin-like receptor, subfamily A, member 6
Klra7 NM_001110323.1 RP23‐128D23.2, LGL‐1, Ly‐49G.1, Ly‐49G.2, Ly‐49G.3, Ly49G.4, Ly49g, GTCCCCTGGAAGCTCATTGTGATAGCTTGTGGAATCCTCT killer cell lectin-like receptor, subfamily A, member 7
Klra8 NM_010650.3 mCG_129364, Cmv‐1, Cmv1, Ly49h, Ly49u&lt;129&gt; GTGGGAAGAAACTGGATAAATTCCCTGATTAACTTTCCAAkiller cell lectin-like receptor, subfamily A, member 8
Klrb1 NM_001099918.1 4930431A04Rik, Gm4696, Klrb1g, Klrb6, Ly‐55, Ly55, NKR‐P1G, Nkrp‐1AGACCTTGGGCTGACGGTCTGGTTGACTGTAATTTGAAAGkiller cell lectin-like receptor subfamily B member 1
Klrc1 NM_001136068.1 NKG2A, NKG2B, CD159a External Side Of Plasma MembraneACCAAGGGGTCCTCGCAGCTCCATTTCAGTCATCGAGCAGkiller cell lectin-like receptor subfamily C, member 1
Klrc2 NM_001098669.1 NKG2C External Side Of Plasma MembraneGGCACCATCTGGTTTACCTTATTGATTGCTCTAGTAATCTCkiller cell lectin-like receptor subfamily C, member 2
Klrc3 NM_021378.1 RP23‐145F22.4, Klrc2, Nkg2e AGTAATCTCAACCAGAATTGTTTCTCCATATATAAACCACAkiller cell lectin-like receptor subfamily C, member 3
Klrd1 NM_010654.2 CD94 External Side Of Plasma MembraneAGTTATCAGGCCAGAGCACTGCATTGTTTACAGTCCAAGCkiller cell lectin-like receptor, subfamily D, member 1
Klrk1 NM_001083322.1 NKG2‐D, Nkg2d, D6H12S2489E External Side Of Plasma MembraneATAAGAGGAAGATACCCTATAGAAAAACTCAAAATATCTCkiller cell lectin-like receptor subfamily K, member 1
Lair1 NM_001113474.1 D7Bwg0421e, Lair‐1, mLair‐1 Membrane,Integral To Membrane, CTTACCTGGAGTCAGATTCAGTGATCCCATACCCATGCAC leukocyte-associated Ig-like receptor 1
Lck NM_010693.2 Hck‐3, p56<lck> Golgi Apparatus,Membrane,CytoplaTCGGGCATCAAGTTGAATGTCAACAAACTTTTGGACATGGlymphocyte protein tyrosine kinase
Lcp2 NM_010696.3 SLP‐76, twm, SLP76 Cytoplasm,Cytokine Secretion CACACACACACTTCGAGCCTACCTTCCTACTAGATGATACTlymphocyte cytosolic protein 2
Lef1 NM_010703.3 lymphoid enhancer factor 1, Lef‐1 Cytoplasm,Nucleus,Transcription FaATAATGATGCCCAATATGAACAGCGACCCGTACATGTCAAlymphoid enhancer binding factor 1
Lif NM_008501.2 Extracellular Region,Extracellular SpACATCTTTCACCTGGAAGCATTGACTTCCACCGAGCATAG leukemia inhibitory factor
Lilra5 NM_001081239.2 Gm4878 AACACCTGGGTACTTGGGTGGAAAATTCTTCTATGGCCAAleukocyte immunoglobulin-like receptor, subfamily A (with TM domain), member 5
Lilra6 NM_011090.2 7M1, Pira3 GGTAACTTCAGGAGGGTATGTCACTCTCCAGTGTGAGTCTleukocyte immunoglobulin-like receptor, subfamily A (with TM domain), member 6
Lilrb3 NM_011095.2 Gp91, Pirb Membrane,Integral To Membrane, TTCTTCGACGAAGACATCGGGGAAAATTCAGGAAAGATG leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 3
Lilrb4 NM_013532.2 CD85K, Gp49b, HM18, ILT3, LIR‐5, gp49 AAAGCCAAATCCTCCTCAATAAACAATTCATCTAATGAGA leukocyte immunoglobulin-like receptor, subfamily B, member 4
Litaf NM_019980.1 TBX1 protein, Nedd4 WW domainGolgi Apparatus,Membrane,Lysoso TCCTGTCTCAGCTCCTGGCCTGTGAAGGGTCTCCTTTCTCALPS-induced TN factor
Lta NM_010735.1 lymphotoxin alpha, LT[a], LT‐alphaExtracellular Region,Membrane,ExtAAGAGGGGAAAAATAGAAAGCCGTCAGATGACAACTAG lymphotoxin A
Ltb NM_008518.2 lymphotoxin beta, Tnfc, LTbeta, TnMembrane,Integral To Membrane, ATCAGGGACGTCGGGTTGAGAAGATCATTGGCTCAGGAGlymphotoxin B
Ltb4r1 NM_008519.2 mBLTR, BLTR, BLT1 Membrane,Integral To Membrane, AAACCCTGTCCTTTTGATGGCTGCAAACACTACATCTCCTGleukotriene B4 receptor 1
Ltb4r2 NM_020490.2 BLT2 Membrane,Integral To Membrane, GCACACGGGTGGGTCGTCTGGTGAGCGCCATCGTGCTGGleukotriene B4 receptor 2
Ltbr NM_010736.3 LT beta‐R, LT‐beta receptor, TNF r Membrane,Integral To Membrane,AAGAGAAGGGGAGGATGGGGCCTTGGGTAGCGTTAGCAT lymphotoxin B receptor
Ltf NM_008522.3 Lf, lactoferrin Extracellular Region,Cytoplasm,Sec TGCGTATGGGTGACCATGTATGCCTCAACATAAGTTTGCAlactotransferrin
Ly86 NM_010745.2 MD1, MD‐1 Extracellular Region,Inflammatory RCCAGGGACAGATGTTCCCAGACCCAACAGATGTAATAAA lymphocyte antigen 86
Ly96 NM_016923.1 MD‐2, MD2, ESOP‐1, myeloid diffeExtracellular Region,Inflammatory RGAGCTCTGAAAGGAGAGACTGTGAATACATCAATACCATTlymphocyte antigen 96
Maf NM_001025577.2 c‐maf Cytoplasm,Nucleus,Cell DevelopmeCTGGCAATGAACAATTCCGACCTGCCCACCAGTCCCCTGGavian musculoaponeurotic fibrosarcoma (v-maf) AS42 oncogene homolog
Map4k1 NM_008279.2 Hpk1 Response To Stress,Protein Kinase CTGCATCAACAACCTCCTCATGTCTCTCTCAGGGAAGACAC mitogen-activated protein kinase kinase kinase kinase 1
Map4k2 NM_009006.2 BL44, Rab8ip Golgi Apparatus,Membrane,CytoplaTTGATGCTCATGTCGAAAAGCAGCTTCCAGCCACCCAAGCmitogen-activated protein kinase kinase kinase kinase 2
Map4k4 NM_008696.2 Nik Cytoplasm,Response To Stress,ReguAAGAGTTCTGTGGAAGTCTATGCATGGGCACCGAAGCCAmitogen-activated protein kinase kinase kinase kinase 4
Mapk1 NM_011949.3 p42mapk, MAPK2, Erk2, Prkm1 Nucleoplasm,Cytoplasm,Insoluble FTGCTGAAGCGCCATTCAAGTTTGACATGGAGTTGGACGA mitogen-activated protein kinase 1
Mapk11 NM_011161.5 Prkm11, P38b, Sapk2, p38beta Cytoplasm,Nucleus,Soluble FractionCCACGGATGTGAGCATGGACATTCTTGCCCCGGGACCTTGmitogen-activated protein kinase 11
Mapk14 NM_011951.2 p38 MAP Kinase, p38, p38‐alpha, CSpindle Pole,Cytoplasm,Cytosolic PaGAAGACCTTCTCATGGGAACTCTCCAAATACCATTCAAGTmitogen-activated protein kinase 14
Mapkapk2 NM_008551.1 MAPKAP kinase 2, Rps6kc1, MK2 Cytoplasm,Nucleus,Inflammatory RGTAGCCTCTGCTTGCCCTTCTTGCCACGATTAACCCACTCTMAP kinase-activated protein kinase 2
Marco NM_010766.2 Scara2 Membrane,Integral To Membrane, GCACAGAAGACAGAGCCGATTTTGACCAAGCTATGTTCCCmacrophage receptor with collagenous structure
Masp1 NM_008555.2 Crarf Extracellular Region,Extracellular SpCCCGGAGGGGTTTCGAATCAAGCTTTACTTCATGCACTTC mannan-binding lectin serine peptidase 1
Masp2 NM_010767.3 MASP‐2, MAp19 Extracellular Region,Proteolysis,InnTCACTGGGTCCCAGCCTAAAGGTCACCTTCCACTCCGACTAmannan-binding lectin serine peptidase 2
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Mbl2 NM_010776.1 MBL‐C, MBL, MBP‐C Extracellular Region,Extracellular SpCCCTGAGAAACTGGGTGCTCTTCTCTCTGAGTGAAAAAGTmannose-binding lectin (protein C) 2
Mbp NM_010777.3 Hmbpr, golli‐mbp Membrane,Cytoplasm,Nucleus,Cell TGCCAGGCATGGCTTCCTCCCAAGGCACAGAGACACGGGmyelin basic protein
Mif NM_010798.2 Glif Cell Surface,Extracellular Region,CyAACTATTACGACATGAACGCTGCCAACGTGGGCTGGAAC macrophage migration inhibitory factor
Mme NM_008604.3 CD10, neprilysin, NEP, neutral endBrush Border,Axon,Membrane,CytoTGCTCGACTGATTCAGAATATGGATGCCTCTGTTGAGCCAmembrane metallo endopeptidase
Mr1 NM_008209.4 MR1, H2ls Membrane,Endoplasmic Reticulum TTACAAGTAGATCACAGAGTATCAGAGCCGCAAGCAACTTmajor histocompatibility complex, class I-related
Ms4a1 NM_007641.5 Ly‐44, Cd20 External Side Of Plasma MembraneGCAACCTGCTCCAAAAGTGAACCTCAAAAGGACATCTTCAmembrane-spanning 4-domains, subfamily A, member 1
Msr1 NM_001113326.1 MSR‐A, SR‐AI, SR‐AII, Scara1, Scvr,Membrane,Cytosol,Cytoplasmic Ve GATTTCGTCAGTCCAGGAACATGGGAATTCACTGGATGCAmacrophage scavenger receptor 1
Muc1 NM_013605.1 EMA, CD227, Muc‐1 Cell Surface,Membrane,Cytoplasm,AACGGAGATTTTCTGGGGATCTCTAGCATCAAGTTCAGGTmucin 1, transmembrane
Mx1 NM_010846.1 myxovirus (influenza) resistance 1Cytoplasm,Nucleus,Response To Vi ACAAGGATTCCACCTCTCTTTTAGCCCACCACCCATCAGAGmyxovirus (influenza virus) resistance 1
Myd88 NM_010851.2 Cytoplasm,Cytosol,Protein ComplexGCTGCAGGCTCAGCTGTTTTCTCCCCAGCAGCGAGGTTTGmyeloid differentiation primary response gene 88
Ncam1 NM_001113204.1 CD56, NCAM‐1, NCAM‐180, NCAMExternal Side Of Plasma MembraneATGCTGTGATTGTCTGTGATGTGGTCAGCTCCCTGCCTCCAneural cell adhesion molecule 1
Ncf4 NM_008677.2 p40phox Membrane,Cytoplasm,Cytosol,PhosTCATGGATCGCATGGAAGCGCCAAGAGCAGAGGCCTTGTneutrophil cytosolic factor 4
Nfatc1 NM_016791.4 NFATc, NFAT2, NF‐ATc Cytoplasm,Nucleus,Nuclear ChromaATCCCGTTGCTTCCAGAAAATAACATGCGAGCCATCATCGnuclear factor of activated T cells, cytoplasmic, calcineurin dependent 1
Nfatc2 NM_001037177.1 NFAT1, NFATp, NFAT1‐D Cytoplasm,Nucleus,Cytosol,Actin CyGGATCCTTAAGCCGCACGCCTTCTACCAAGTACACAGGATnuclear factor of activated T cells, cytoplasmic, calcineurin dependent 2
Nfatc3 NM_010901.2 NFAT4, NFATx, D8Ertd281e Cytoplasm,Nucleus,Cytosol,Plasma GGGCTCACATTGTCCTTGAAGTTCCTCCCTATCATAACCCAnuclear factor of activated T cells, cytoplasmic, calcineurin dependent 3
Nfil3 NM_017373.3 E4BP4 Nucleus,Transcription Dna DependeCTTACCGCACAAGCTTCGGATTAAAGCCAAGGCCATGCAGnuclear factor, interleukin 3, regulated
Nfkb1 NM_008689.2 p50 subunit of NF kappaB, NF kap Cytoplasm,Nucleus,Cytosol,MitochoGTCTTACACTTAGCCATCATCCACCTCCACGCTCAGCTTGTnuclear factor of kappa light polypeptide gene enhancer in B cells 1, p105
Nfkb2 NM_019408.2 p52, NF kappaB2 Cytoplasm,Nucleus,Cytosol,Signal TCCTATCACAAGATGAAGATCGAGAGGCCTGTAACGGTGT nuclear factor of kappa light polypeptide gene enhancer in B cells 2, p49/p100
Nfkbia NM_010907.2 I(Kappa)B(alpha), Nfkbi, IkappaBalCytoplasm,Nucleus,Cytosol,Protein CTGCAGGCCACCAACTACAATGGCCACACGTGTCTGCACCnuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, alpha
Nfkbiz NM_030612.1 Mail Nucleus,Transcription Dna DependeCCTTCTCTCCACCTCAGAAATACCAACCGTTCCAAGTCAGTnuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, zeta
Nod2 NM_145857.2 Card15, Nlrc2 Cell Surface,Cytoplasm,Vesicle,CytoCTGTGACGAAGGGGTATATTCTCTCGCAGAAGGACTCAA nucleotide-binding oligomerization domain containing 2
Nos2 NM_010927.3 iNOS, Nos‐2, NOS‐II, Nos2a Cytoplasm,Nucleus,Cytosol,PerinucCCCCCCTCCTCCACCCTACCAAGTAGTATTGTACTATTGTGnitric oxide synthase 2, inducible
Notch1 NM_008714.2 lin‐12, Tan1, Mis6, Motch A, N1 Cell Surface,Golgi Apparatus,Cytop TGAGATTGATGTTAATGAGTGCATCTCCAACCCATGTCAGNotch gene homolog 1 (Drosophila)
Notch2 NM_010928.1 Motch B, N2 Cell Surface,Membrane,Nucleus,IntGGCTTCTCATGCCATCCAAGGGACCCTATCCTACCCTCTAGNotch gene homolog 2 (Drosophila)
Nox1 NM_172203.1 GP91 phox homolog, Nox‐1 Cell Junction,Membrane,CytoplasmCTCCAAACATGACAGTGATGTATGCAGCATTTACCAGTATNADPH oxidase 1
Nox3 NM_198958.2 het, nmf250 Membrane,Cytoplasm,Integral To MCAGATGTATTTCACTACCCCGTGAGCGTGTGCATTGCAACNADPH oxidase 3
Nox4 NM_015760.4 Cell Junction,Membrane,EndoplasmGCTGTACCTCAGTCAAACAGATGGGATTCAGAAGATAATTNADPH oxidase 4
Npc1 NM_008720.2 D18Ertd139e, D18Ertd723e, C853 Golgi Apparatus,Endoplasmic Retic TGGCTGAGGCCAATTGTGGTAGCGGTGTTTGTGGGCGTTNiemann Pick type C1
Nt5e NM_011851.3 CD73, ecto‐5'‐nucleotidase, Nt5 Cell Surface,Membrane,Cytoplasm,AAGCATGACTCTGGTGATCAAGATATCAGCGTGGTTTCTG5' nucleotidase, ecto
Pax5 NM_008782.2 Pax‐5, EBB‐1 Nucleus,Transcription Factor CompTGAATCAGCTTGGGGGGGTTTTTGTGAATGGACGGCCACpaired box gene 5
Pdcd1 NM_008798.1 PD‐1, Pdc1 External Side Of Plasma MembraneAGCAGGCTTCCCGGTTTCCTATTGTCACAAGGTGCAGAGCprogrammed cell death 1
Pdcd1lg2 NM_021396.2 Btdc, PD‐L2, B7‐DC Membrane,Integral To Membrane, ATTGTTAGGGCACTTGAGGGTGGGCGTTCTGGAAGTCCTTprogrammed cell death 1 ligand 2
Pdcd2 NM_008799.2 RP‐8 Cytoplasm,Nucleus,Apoptosis Go,Z TATTCCTCAAGAAAAAGATATTCCAGATTGCCCGTGTGGTprogrammed cell death 2
Pdgfb NM_011057.3 Sis, PDGF‐B Cell Surface,Extracellular Region,M AGCAAGGTTGTAATGGGATGTATATTGCACATGATGCACTplatelet derived growth factor, B polypeptide
Pdgfrb NM_008809.1 CD140b, Pdgfr Intrinsic To Plasma Membrane,MemCTCAAGGACAACCGTACCTTGGGTGACTCCGGCGCTGGC platelet derived growth factor receptor, beta polypeptide
Pecam1 NM_008816.2 PECAM‐1, Cd31 External Side Of Plasma MembraneACACCTGCAAAGTGGAATCAAACCGTATCTCCAAAGCCAGplatelet/endothelial cell adhesion molecule 1
Phlpp1 NM_133821.3 AI836256, Phlpp, Plekhe1, SCOP, mKIAA0606 TGCAGACGCATGCACACCGTGATTGCTCACTCCAATTGTAPH domain and leucine rich repeat protein phosphatase 1
Phlpp2 NM_001122594.2 Phlppl Membrane,Cytoplasm,Nucleus,Me TCTCTGGGTGCTATCACAGTGCGTTTCACGAGTGCTGTTTCPH domain and leucine rich repeat protein phosphatase 2
Pigr NM_011082.3 Extracellular Region,Membrane,Int GACACCCACGTCTACACAAAGGACATAGGCAGAAATGTGpolymeric immunoglobulin receptor
Pla2g2a NM_001082531.1 Enhancing factor, EF, modifier of MMembrane,Endoplasmic ReticulumACCGGTGCTGTGTTACTCATGACTGTTGCTACAAGAGCCTphospholipase A2, group IIA (platelets, synovial fluid)
Pla2g2e NM_012044.2 mGIIEsPLA2s Extracellular Region,Lipid Catabolic CCTGGTCCAGTTTGGAGTGATGATTGAGAGAATGACGGGphospholipase A2, group IIE
Plau NM_008873.2 uPA, u‐PA, urokinase‐type plasminCell Surface,Extracellular Region,Ex CAAGTCTAGGTATTTCCCTAACTCCAGACTGTGATGCGGGplasminogen activator, urokinase
Plaur NM_011113.3 uPAR, Cd87, u‐PAR, urokinase‐typ Cell Surface,Extracellular Region,M TTCTTTGGACCTCAGTTTTTCCATGAACCAGAAGAGAATTGplasminogen activator, urokinase receptor
Pml NM_008884.2 Trim19 Nucleoplasm,Membrane,CytoplasmCACAGGTGGCCTTATGGCTCTTCCTGGATGTTCGATTCATGpromyelocytic leukemia
Pou2f2 NM_001163554.1 Oct2a, Oct2b, Oct‐2, Otf‐2, Otf2 Cytoplasm,Nucleus,Positive RegulatAAAGAGAAAGGACCCGAACAACCTTACACCAAATACTCA POU domain, class 2, transcription factor 2
Pparg NM_011146.1 Nr1c3, PPAR‐gamma, Ppar‐gammaCytoplasm,Nucleus,Cytosol,PositiveACCAAGTGACTCTGCTCAAGTATGGTGTCCATGAGATCATperoxisome proliferator activated receptor gamma
Ppbp NM_023785.2 Scyb7, CTAP3, TGB, NAP‐2, b‐TG1,Extracellular Region TATCGAACTGCGCTGCAGATGTACGAATACCATCTCTGGApro-platelet basic protein
Prdm1 NM_007548.3 PRDI‐BF1, Blimp1, Blimp‐1 Cytoplasm,Nucleus,Transcription D CCAATGGCTTGAGCACCATGAACAACATCAATGGTATCAAPR domain containing 1, with ZNF domain
Prf1 NM_011073.2 perforin, Prf‐1, Pfp, Pfn Extracellular Region,Membrane,Int ACAGCTACTGATGCCTACCTAAAGGTCTTCTTTGGTGGCC perforin 1 (pore forming protein)
Prim1 NM_008921.2 Transcription Dna Dependent,Dna RGAGGTTACAAGAAGACCAGTCTAGCACCGTATGTGAAAGDNA primase, p49 subunit
Prkcd NM_011103.2 PKC[d], PKCdelta, Pkcd, D14Ertd42Intercellular Junction,Membrane,CyAGGACCACCTGTTCTTCGTGATGGAGTTTCTCAATGGGGGprotein kinase C, delta
Psmb10 NM_013640.3 Mecl1, Mecl‐1 Cytoplasm,Proteasome Complex,NuAACCCACAGGAGGCTTCTCTTTCGAGAACTGCCAGAGGAAproteasome (prosome, macropain) subunit, beta type 10
Psmb11 NM_175204.4 beta5t Cytoplasm,Proteasome Complex,NuGGTCAGAAGAGGATATCAAATCCCCTGGAGTCAGAGATGproteasome (prosome, macropain) subunit, beta type, 11
Psmb5 NM_011186.1 TGCAGCTTCTGGGAGCGGTTGTTGGCTCGGCAGTGTCGA proteasome (prosome, macropain) subunit, beta type 5
Psmb7 NM_011187.1 MC14 Cytoplasm,Proteasome Complex,NuACGAGAGCAACTGAAGGGATGGTTGTTGCTGACAAAAACproteasome (prosome, macropain) subunit, beta type 7
Psmb9 NM_013585.2 Lmp‐2, Lmp2 Cytoplasm,Proteasome Complex,NuTTCACCACAGATGCCATCACTCTGGCCATGAACCGAGATGproteasome (prosome, macropain) subunit, beta type 9 (large multifunctional peptidase 2)
Psmc2 NM_011188.3 Cytoplasm,Proteasome Complex,NuAACACTTCAGAGTGAACAGCCATTACAGGTGGCAAGATGproteasome (prosome, macropain) 26S subunit, ATPase 2
Psmd7 NM_010817.2 Mov‐34, Mov34 Proteasome Complex ATTGCTAAATGGAATTCATGGATCCCATACAATGCCGCCCproteasome (prosome, macropain) 26S subunit, non-ATPase, 7
Ptafr NM_001081211.1 PAF receptor, PAFR Membrane,Nucleus,Integral To Me TCCTTGGTCCATCTATAGGTACAAGGTCCTTGTGACCCTTCplatelet-activating factor receptor
Ptger4 NM_008965.1 Ptgerep4, EP4 Membrane,Integral To Membrane, GGTGGCCATCGTAGTATTGTGCAAGTCGCGCAAGGAGCAprostaglandin E receptor 4 (subtype EP4)
Ptgs2 NM_011198.3 Cox‐2, cyclooxygenase 2, Pghs2, CMembrane,Cytoplasm,EndoplasmicCCATCAGTTTTTCAAGACAGATCATAAGCGAGGACCTGGGprostaglandin-endoperoxide synthase 2
Ptk2 NM_007982.2 Fadk, FAK, FRNK, fak Cell Junction,Membrane,CytoplasmTGTACAGATTTGACAAAGAGTGCTTCAAGTGTGCCCTTGGPTK2 protein tyrosine kinase 2
Ptpn2 NM_001127177.1 Ptpt, TC‐PTP Cytoplasm,Endoplasmic Reticulum, GCTGGCAGCCGTTATACTTGGAAATTCGAAATGAATCCCAprotein tyrosine phosphatase, non-receptor type 2
Ptpn22 NM_008979.1 70zpep, Ptpn8 Cytoplasm,Nucleus,Perinuclear RegGAATGCCGAGGAAGAGTTGGTTTTGCACTCGGCTAAATCAprotein tyrosine phosphatase, non-receptor type 22 (lymphoid)
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Ptpn6 NM_013545.2 SHP‐1, hcp, Ptp1C, Hcph Cytoplasm,Nucleus,Positive RegulatGACCGAGGCCCAGTACAAGTTTATTTACGTGGCCATTGCCprotein tyrosine phosphatase, non-receptor type 6
Ptprc NM_011210.3 T200, B220, CD45, Lyt‐4, Ly‐5 External Side Of Plasma MembraneAGTGGATGTCTATGGTTATGTTGTCAAGCTAAGGCGACAGprotein tyrosine phosphatase, receptor type, C
Rae1 NM_175112.5 41, MNRP, MNRP41, D2Ertd342e Cytoplasm,Nucleus TTGTTGAGCATCAGCACAGCATCCTGGCGACTTGCCGTCTRAE1 RNA export 1 homolog (S. pombe)
Rag1 NM_009019.2 Rag‐1 Nucleus,B Cell Differentiation,Dna RGAAGCACGGGAGTGGGCCCGCAGTTCCAGAAAAGGCCG recombination activating gene 1
Rag2 NM_009020.3 Rag‐2 Nucleus,T Cell Differentiation,B Cel GAAGATCCTGGGGACTCCACTCCCTTTGAAGACTCAGAGGrecombination activating gene 2
Rela NM_009045.4 p65 NF kappaB, p65 Cytoplasm,Nucleus,Cytosol,Transcr GAGGCTGACCTCTGCCCAGACCGCAGTATCCATAGCTTCCv-rel reticuloendotheliosis viral oncogene homolog A (avian)
Relb NM_009046.2 shep Cytoplasm,Nucleus,Cytosol,CytoskeTTCTCTTTGAGCCCATTTTACAGAATGCTGAGTCCGAAGA avian reticuloendotheliosis viral (v-rel) oncogene related B
Rorc NM_011281.2 thymus orphan receptor, Thor, RONucleus,Transcription Dna DependeCTTTCCCTTTCTGCACTCTATGAAGGGTGGTATCCCTAGGARAR-related orphan receptor gamma
Runx1 NM_001111021.1 runt domain, alpha subunit 2, PebBasement Membrane,Nucleus,Posi ACAGTGGAGGACTTGGTCAAAATCCAGTTGTTCTACAACGrunt related transcription factor 1
Runx3 NM_019732.2 AML2, Cbfa3 Cytoplasm,Nucleus,Nuclear ChromaCTCTGCACATAGTGCTGTTGAAAATTTGTGGCTAGACATT runt related transcription factor 3
S100a8 NM_013650.2 MRP8, Caga, p8, B8Ag, CP‐10, CFAExtracellular Region,Membrane,CytTGGACATCAATAGTGACAATGCAATTAACTTCGAGGAGTTS100 calcium binding protein A8 (calgranulin A)
S100a9 NM_009114.2 MRP14, Cagb, p14, L1Ag, GAGB, 6 Extracellular Region,Membrane,CytAAGGACACCCTGACACCCTGAGCAAGAAGGAATTCAGACS100 calcium binding protein A9 (calgranulin B)
Sele NM_011345.2 E‐selectin, CD62E, Elam Membrane,Perinuclear Region Of CTCAGTGGCTGCCGAAGTATTCTTGAACATTGTGTTCTGTG selectin, endothelial cell
Sell NM_001164059.1 L‐selectin, LECAM‐1, CD62L, Ly‐m2External Side Of Plasma MembraneGTCCAAGTGTGCTTTCAACTGTTCTGAGGGAAGAGAGCTAselectin, lymphocyte
Selplg NM_009151.3 Psgl1, Psgl‐1, CD162 Membrane,Integral To Membrane, CTCTGGCATCCATACTCACAGGTAAATATGAACACAACTAselectin, platelet (p-selectin) ligand
Serping1 NM_009776.3 C1nh, C1 inhibitor, C1INH Extracellular Region,Extracellular SpTCTGCCATCTCCTTTGGCCGAAGCTTACCCATCTTTGAGGTserine (or cysteine) peptidase inhibitor, clade G, member 1
Sh2d1a NM_011364.3 Duncan disease homolog, SAP Cytoplasm,Positive Regulation Of S TTGTATCAAGGTTACATCTACACATATCGAGTGTCCCAGA SH2 domain protein 1A
Sigirr NM_023059.3 Sigirr, Tir8 Intrinsic To Membrane,Membrane, CTGGGTCAGCGCCAACTTCTCAGAGATTGTGTCCAGTGTCsingle immunoglobulin and toll-interleukin 1 receptor (TIR) domain
Ski NM_011385.2 Nuclear Part,Cytoplasm,Nucleus,NuTGATTCGAGACAGCTTCTACTCCTACAAGAGCTTTGAGACski sarcoma viral oncogene homolog (avian)
Slamf1 NM_013730.4 CD150, IPO‐3, ESTM51, Slam, CDwExternal Side Of Plasma MembraneATGGATCCCAAAGGATCCCTTTCCTGGAGAATACTTCTGT signaling lymphocytic activation molecule family member 1
Slamf7 NM_144539.5 novel Ly9, CS1, 19A24, 19A Membrane,Integral To Membrane, TACCGTGCAGAGATTTACAGTACATCGAGTCAGGCTTCCTSLAM family member 7
Smad3 NM_016769.3 Smad 3, Madh3 Cytoplasm,Nucleus,Receptor CompGTGTATCGCCACCTGACTCCTTGTTTAATGACAGAGGTCT MAD homolog 3 (Drosophila)
Smad5 NM_008541.2 MusMLP, Smad 5, Madh5 Cytoplasm,Nucleus,Transcription FaATACCTTTGCTCCTTACCAGACTTGTCATACAAGGACTCGTMAD homolog 5 (Drosophila)
Socs1 NM_009896.2 SSI‐1, JAB, JAK‐binding protein, STNucleus,Cytoplasmic Vesicle,Jak StaCAGCTTGTGTCTGGGGCCAGGACCTGAATTCCACTCCTACsuppressor of cytokine signaling 1
Socs3 NM_007707.2 SOCS‐3, EF‐10, E2a‐Pbx1 target geCytoplasm,Positive Regulation Of C CCGCGACAGCTCGGACCAGCGCCACTTCTTCACGTTGAGCsuppressor of cytokine signaling 3
Spn NM_001037810.1 3E8 antigen, leukosialin, Cd43, Ly‐ External Side Of Plasma MembraneGCAACCAGTTCTGTGGAGAGTTCCAGTGTGGCCCGTGGC sialophorin
Src NM_001025395.2 pp60c‐src Membrane,Cytoplasm,Nucleus,CytoTGCCAAGGGCCTAAATGTGAAACACTACAAGATCCGCAA Rous sarcoma oncogene
Stat1 NM_009283.3 Axon,Cytoplasm,Nucleus,Dendrite, ACGCTGGGAACAGAACTAATGAGGGGCCTCTCATTGTCA signal transducer and activator of transcription 1
Stat2 NM_019963.1 Cytoplasm,Nucleus,Plasma MembraTCAGTGAAACTTCTGAAGGGGGCATTACTTGTTCTTGGGTsignal transducer and activator of transcription 2
Stat3 NM_213659.2 Aprf Cytoplasm,Nucleus,Plasma MembraGGGGTCACTTTCACTTGGGTGGAAAAGGACATCAGTGGCsignal transducer and activator of transcription 3
Stat4 NM_011487.4 Cytoplasm,Nucleus,Positive RegulatTAGAGACCAGCTCATTACCTGTCGTGATGATTTCTAATGTCsignal transducer and activator of transcription 4
Stat5a NM_011488.2 STAT5 Cytoplasm,Nucleus,Positive RegulatCATGTCACTGAAAAGAATCAAGCGCGCCGACAGGCGTGGsignal transducer and activator of transcription 5A
Stat5b NM_011489.3 Cytoplasm,Nucleus,Cytosol,PositiveTGAGGGTGTACCTGGACATGGGAGAGGTTTTTAACTGGAsignal transducer and activator of transcription 5B
Stat6 NM_009284.2 Cytoplasm,Nucleus,Nuclear ChromaCATTGTATAAGACAGCAACCCAGTATCATTTGGGGAGTAAsignal transducer and activator of transcription 6
Syk NM_011518.2 Sykb TGATAGGGAGGCACTATGCTTAGAGCATGGTTAGGAAGTspleen tyrosine kinase
Tagap NM_145968.2 Signal Transduction,Regulation Of CTCATGAGAAAGCTCTCTCCTTCATCCGACTTCTCTGGGTCAT cell activation Rho GTPase activating protein
Tal1 NM_011527.2 SCL/tal‐1, Scl, bHLHa17 Nucleus,Nuclear Chromatin,TranscrCCGATCTATCCTAAAGCTAGGCCTGCCTATAATGAAGTTC T cell acute lymphocytic leukemia 1
Tap1 NM_001161730.1 PSF‐1, RING4, MTP1, Ham‐1, Tap‐1Integral To Endoplasmic Reticulum TGGCCATTCCCTTCTTCACGGGCCGCATCACTGACTGGATTtransporter 1, ATP-binding cassette, sub-family B (MDR/TAP)
Tapbp NM_009318.2 tapasin, TPN, D17Wsu91e Golgi Membrane,Membrane,EndopAGGGAGTTTCAGGTCAGTCGGGGTTACTTGGCGGGGCTTTAP binding protein
Tbk1 NM_019786.4 Cytoplasm,Response To Virus,Posit ATACACTGTTCTAGAGGAGCCGTCCAATGCGTATGGACTTTANK-binding kinase 1
Tbx21 NM_019507.1 TBT1, Tblym, T‐bet Nucleus,Cell Soma,Positive Regulat CACTAAGCAAGGACGGCGAATGTTCCCATTCCTGTCCTTCT-box 21
Tcf4 NM_013685.1 SEF‐2, ME2, MITF‐2A, MITF‐2B, ITFNucleus,Transcription Factor CompAATTACCGGATATTGAATAGGGGAAGCCCGGCTGCCCTC transcription factor 4
Tcf7 NM_009331.3 TCF‐1, Tcf1, T‐cell factor 1, T cell faNucleus,Transcription Factor CompCTTTCCCAAGAAGCTCACCAGCATTAACAACTAGTCAATATtranscription factor 7, T cell specific
Tfrc NM_011638.3 CD71, Mtvr‐1, Mtvr1, Trfr, p90, Tf Cell Surface,Extracellular Region,M CTGAACCAGTTCAAAACAGATATCAGGGATATGGGTCTAAtransferrin receptor
Tgfb1 NM_011577.1 TGF‐beta 1, Tgfb, Tgfb‐1, TGFbeta Proteinaceous Extracellular Matrix, GGAGTTGTACGGCAGTGGCTGAACCAAGGAGACGGAATAtransforming growth factor, beta 1
Tgfb2 NM_009367.1 Tgf‐beta2, Tgfb‐2 Cell Surface,Axon,Extracellular RegiCCCAAAGCCAGAGTGGCCGAGCAGCGGATTGAACTGTATtransforming growth factor, beta 2
Tgfb3 NM_009368.2 Tgfb‐3 Cell Surface,Extracellular Region,CyTCATGTAATTAGTTTCTGGGCCAGCAACTAGCTATCTCAG transforming growth factor, beta 3
Tgfbi NM_009369.4 bIG‐h3, 68kDa, Beta‐ig Proteinaceous Extracellular Matrix, TCTGTGTTCAAAGATGGTGTCCCTCGCATCGACGCCCAGAtransforming growth factor, beta induced
Tgfbr1 NM_009370.2 TbetaR‐I, TbetaRI, ALK5, Alk‐5 Cell Junction,Tight Junction,MembrTCAGAAGTAGTGGCCAGCTGTGTCTCTAGTAGGACAGTAAtransforming growth factor, beta receptor I
Tgfbr2 NM_009371.2 TbetaRII, TbetaR‐II, TBR‐II External Side Of Plasma MembraneTGTGCAAGTTTTGCGATGTGAGACTGTCCACTTGCGACAAtransforming growth factor, beta receptor II
Thy1 NM_009382.3 CD90, Thy‐1, Thy 1.2, Thy1.1, Thy1External Side Of Plasma MembraneACTTTTGTGAGCTTCAAGTCTCGGGCGCGAATCCCATGAGthymus cell antigen 1, theta
Tigit NM_001146325.1 ENSMUSG00000071552, Vstm3 Cell Surface GCAGAAGATGACTATGCTGACCCACAGGAATACTTTAATGT cell immunoreceptor with Ig and ITIM domains
Tirap NM_001177847.1 Mal, MyD88‐adapter‐like, wyatt, MCytoplasm,Endocytic Vesicle,Signal AGGAGGTGCAAACCCATGCAATCTACCTGGAATCGGCTG toll-interleukin 1 receptor (TIR) domain-containing adaptor protein
Tlr1 NM_030682.1 Intrinsic To Membrane,Membrane, TCAGCACTACGATCGGTTTGGAACTGTCTAACATCAAGTGtoll-like receptor 1
Tlr2 NM_011905.2 Ly105 External Side Of Plasma MembraneGCAGGCGGTCACTGGCAGGAGATGTGTCCGCAATCATAGtoll-like receptor 2
Tlr3 NM_126166.2 Cell Surface,Membrane,Cytoplasm,TTTCTCTGGGCTGAAGTGGACAAATCTCACCCAGCTCGAT toll-like receptor 3
Tlr4 NM_021297.2 Lps, Rasl2‐8, lipopolysaccharide reExternal Side Of Plasma MembraneAACGGCAACTTGGACCTGAGGAGAACAAAACTCTGGGGCtoll-like receptor 4
Tlr5 NM_016928.2 Membrane,Integral To Membrane, CTGGGGACCCAGTATGCTAACTTGACCATTGGTCCAGGGGtoll-like receptor 5
Tlr8 NM_133212.2 Membrane,Integral To Membrane, TCCATAAAGCGAACTATTCCAGAAGCTATCCTTGTGACGAtoll-like receptor 8
Tlr9 NM_031178.2 Membrane,Cytoplasm,EndoplasmicGGCCACAATTTCAGTTTTGTGACCCATCTGTCCATGCTACAtoll-like receptor 9
Tmem173 NM_028261.1 MPYS, ERIS, Sting Mitochondrial Outer Membrane,M AAATCCTGTGGGGCCCTGTCACTTTTGGTCCTTGTATGGA transmembrane protein 173
Tnf NM_013693.1 tumor necrosis factor‐alpha, TNF‐ External Side Of Plasma MembraneTTCCTGAGTTCTGCAAAGGGAGAGTGGTCAGGTTGCCTCTtumor necrosis factor
Tnfaip3 NM_009397.2 zinc finger protein A20, A20, TnfipCytoplasm,Nucleus,Centrosome,ProGGCTGAACAACTTCTTCCTCAGGCTTTGTATTTGAGCAATAtumor necrosis factor, alpha-induced protein 3
Tnfaip6 NM_009398.2 Tsg6, Tnfip6, TSG‐6 AGGCTGCTTGGCTGACTATGTAGAAATCTATGACAGTTATtumor necrosis factor alpha induced protein 6
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Tnfrsf11a NM_009399.3 Rank, TRANCE‐R External Side Of Plasma MembraneATTGGTGTCTCTCTTATGTTGGGGTCCATCCCATAGGCAG tumor necrosis factor receptor superfamily, member 11a
Tnfrsf13b NM_021349.1 Taci External Side Of Plasma MembraneGTCCAGGATTGAGGCTAAGTAGCGACCAGCTGACTCTCTAtumor necrosis factor receptor superfamily, member 13b
Tnfrsf13c NM_028075.2 BAFF‐R, Bcmd‐1, Baffr, Lvis22, BcmExternal Side Of Plasma MembraneAATGCACTGCGGGTGGCTCATTACTGAGCATAACTTTTGCtumor necrosis factor receptor superfamily, member 13c
Tnfrsf14 NM_178931.2 Hvem, Atar, HveA External Side Of Plasma MembraneACAGACACCACCTGCTCCTCCCAGGTCGTCTACTACGTTGTtumor necrosis factor receptor superfamily, member 14 (herpesvirus entry mediator)
Tnfrsf17 NM_011608.1 BCM, Tnfrsf13a, Tnfrsf13 Membrane,Integral To Membrane, CCTCATGGCGCAACAGTGTTTCCACAGTGAATATTTTGAC tumor necrosis factor receptor superfamily, member 17
Tnfrsf1b NM_011610.3 CD120b, p75, TNF‐R2, p75 TNFR, TAxon,Membrane,Nucleus,PerinucleGTGTGTGTCCATGTTTGCATGTATGTGTGTGCCAGTGTGT tumor necrosis factor receptor superfamily, member 1b
Tnfrsf4 NM_011659.2 CD134, ACT35, Ox40, Txgp1 External Side Of Plasma MembraneATGGTGAGCCGCTGTGATCATACCAGGGATACTCTATGTCtumor necrosis factor receptor superfamily, member 4
Tnfrsf8 NM_009401.2 CD30 Membrane,Integral To Membrane,SGAGCCCCGGGTATCCACGGAACACACCAATAACAGGATT tumor necrosis factor receptor superfamily, member 8
Tnfrsf9 NM_001077508.1 4‐1BB, CDw137, Cd137, Ly63, ILA External Side Of Plasma MembraneTCTTCAGAGCAGTTCAAGGGCCTGCTTCTCCTGTTTCCTCTtumor necrosis factor receptor superfamily, member 9
Tnfsf10 NM_009425.2 APO‐2L, Trail Membrane,Integral To Membrane, GTTCACCATGCTTGCTTTGTCCAGATTGCGACTGTCACCCAtumor necrosis factor (ligand) superfamily, member 10
Tnfsf11 NM_011613.3 RANKL, ODF, OPGL, Ly109l, TranceExtracellular Region,Membrane,CytCCAGCGAGGCAAGCCTGAGGCCCAGCCATTTGCACACCTCtumor necrosis factor (ligand) superfamily, member 11
Tnfsf12 NM_011614.3 Tweak, DR3L, APO3L Extracellular Region,Membrane,PerTCAAAGGCAGCCAGAGCTTGTTCACATGTTTTCCATTCCACtumor necrosis factor (ligand) superfamily, member 12
Tnfsf13b NM_033622.1 BAFF, zTNF4, TALL‐1, BLyS, D8ErtdExtracellular Region,Membrane,Int TCTGCAAAGACCCTGCCACCACCGTGCCTCTGTTTTTGCTCtumor necrosis factor (ligand) superfamily, member 13b
Tnfsf14 NM_019418.2 HVEM‐L, LIGHT Extracellular Region,Membrane,Int CAGGAAGAAAGAATCAAGCTGGGGTATTTATGCTTCTGA tumor necrosis factor (ligand) superfamily, member 14
Tnfsf15 NM_177371.3 TL1, TL1A, VEGI Membrane,Integral To Membrane, AAGACTCACAAGCCCGAGTTGCAGTTACTTTTCTGAAGCAtumor necrosis factor (ligand) superfamily, member 15
Tnfsf18 NM_183391.3 GITR ligand, Gitrl Cell Surface,Membrane,Integral To GCACAGTGAGAACATGGGTAGATGAACCCTAAGACTCTT tumor necrosis factor (ligand) superfamily, member 18
Tnfsf8 NM_009403.2 Cd30L, CD153, CD30LG Membrane,Integral To Membrane, ATCCAGGATGCAGGGGAAAATCCTTCTTGGAACAGAGCT tumor necrosis factor (ligand) superfamily, member 8
Tollip NM_023764.3 Toll interacting protein Cytoplasm,Perinuclear Region Of CyCTCAGCATCACTGTGGTACAGGCAAAATTGGCAAAGAATTtoll interacting protein
Traf1 NM_009421.3 Cytoplasm,Signal Transduction,Acti ACCTGTCCCTCTTCATCGTGATCATGAGAGGAGAATACGATNF receptor-associated factor 1
Traf2 NM_009422.2 Cytoplasm,Cell Cortex,Lipid Raft,ProCAGAACTGTGCTGCCTGTGTCTATGAAGGCCTGTATGAAGTNF receptor-associated factor 2
Traf3 NM_001048206.1 CRAF1, CD40bp, CAP‐1, LAP1 Cytoplasm,Endosome,Signal TransdGGTTGGGGTCAGTGCAGACAGCTGCAGACTGTTCTAAAGTNF receptor-associated factor 3
Traf4 NM_009423.4 CART1, msp2 Cell Junction,Tight Junction,MembrCAGTTACCACTTAAGCTGGCATCTCCAGTCCATACCTCACCTNF receptor associated factor 4
Traf5 NM_011633.1 Cytoplasm,Centrosome,Positive Re AAGACGACACACTGTTCTTGAAAGTGGCCGTGGATTTAACTNF receptor-associated factor 5
Traf6 NM_009424.2 Cytoplasm,Nucleus,Cytosol,PerinucGTGCTGTGTCCATGGCATATGAAGAGAAAGAGATCCATGTNF receptor-associated factor 6
Trem1 NM_021406.3 Membrane,Integral To Membrane, GACCCTAGTGAGGCCATGCTACAAGTTCAAATGACTGACCtriggering receptor expressed on myeloid cells 1
Trem2 NM_031254.2 Trem2a, Trem2b, Trem2c Extracellular Region,Membrane,Int GAATCAAGAGACCTCCTTCCCACCCACCTCCATTCTTCTCC triggering receptor expressed on myeloid cells 2
Trp53 NM_011640.1 p53, p44 Nucleoplasm,Chromatin,CytoplasmCCCTCTCTGAGTAGTGGTTCCTGGCCCAAGTTGGGGAATAtransformation related protein 53
Tslp NM_021367.1 Extracellular Region,Extracellular SpCTGTACTGTTAATGACCAGCTTCTGAGAAGTCTTTCTCACCthymic stromal lymphopoietin
Tyk2 NM_018793.2 JTK1 Cytoplasm,Nucleus,Phosphorylatio CCCAGAATGCCTGAAGGAGTGCAAATTTTACTATGCATCTtyrosine kinase 2
Tyrobp NM_011662.2 DAP12, KARAP, killer cell activatin Membrane,Integral To Membrane, CCCAGAGTGACACTTTCCCAAGATGCGACTGTTCTTCCGT TYRO protein tyrosine kinase binding protein
Ube2l3 NM_009456.2 UbcM4, Ubce7 Cytoplasm,Nucleus,Protein Polyubi CCTTGCTTTCTGCTTTAACCTTAGTTCTATAACTTCCGGGCTubiquitin-conjugating enzyme E2L 3
Vcam1 NM_011693.2 CD106, Vcam‐1 External Side Of Plasma MembraneGGTTTTGAGGATGAACACTCTTACCTGTGCGCTGTGACCTvascular cell adhesion molecule 1
Vtn NM_011707.2 Vn Proteinaceous Extracellular Matrix, CACAGACGCAGCCAGAGCTCGAACTCCCGTCGTTCATCACvitronectin
Xbp1 NM_013842.2 XBP‐1, TREB‐5, TREB5, D11Ertd39eNucleus,Transcription Dna DependeCCTCTAGTTTTAGAGATCCCCTCTGAGACAGAGAGTCAAAX-box binding protein 1
Xcl1 NM_008510.1 Lptn, LTN, ATAC, Scyc1, SCM‐1, SCExtracellular Region,Extracellular SpAGAGAGTAGCTGTGTGAACTTACAAACCCAGCGGCTGCC chemokine (C motif) ligand 1
Xcr1 NM_011798.4 C motif‐1/lymphotactin receptor,  Membrane,Integral To Membrane, CTGTCTACTGCCTGTGTTGATCTCAGCACAATGGAGTTGGchemokine (C motif) receptor 1
Zap70 NM_009539.2 Srk, ZAP‐70, TZK Membrane,Cytoplasm,Cytosol,ImmTACGAGAGTCCCTACAGCGACCCTGAGGAACTCAAAGAC zeta-chain (TCR) associated protein kinase
Zbtb7b NM_009565.4 c‐Krox, Zfp67, Thpok Nucleus,Positive Regulation Of TranTGAAGCAATAATCTATCTCTGATTTGTGGGGTCCCACTTCGzinc finger and BTB domain containing 7B
Zeb1 NM_011546.2 Nil2, MEB1, [delta]EF1, Tcf8, Zfx1aCytoplasm,Nucleus,Transcription FaCTTAAGCAAGACCTGTGCTCTAAGTGCCATTCTCAGTATTGzinc finger E-box binding homeobox 1
Internal Reference Genes
Alas1 NM_020559.2 5‐aminolevulinate synthase, succi Cytoplasm,Nucleus,Mitochondrial MACTAGGAATATTTCTGGAACGAGCAAGTTCCACGTAGAACaminolevulinic acid synthase 1
Eef1g NM_026007.4 EF1G Translation GGCAAGGTTCCAGCATTTGAGGGTGATGATGGATTCTGT eukaryotic translation elongation factor 1 gamma
G6pdx NM_008062.2 G28A, Gpdx, G6pd Cytoplasm,Nucleus,Cytosol,MicrosoACATTCTAGTTCCTGGGCTTGGACCGCCATTTTGTCCTATGglucose‐6‐phosphate dehydrogenase X‐linked
Gapdh NM_001001303.1 Gapd AGGTTGTCTCCTGCGACTTCAACAGCAACTCCCACTCTTCCglyceraldehyde‐3‐phosphate dehydrogenase
Gusb NM_010368.1 g, Gut, Gur, asd, adipose storage dEndoplasmic Reticulum,MicrosomeAATACGTGGTCGGAGAGCTCATCTGGAATTTCGCCGACTTglucuronidase, beta
Hprt NM_013556.2 Hprt1 Cytoplasm,Cytosol,Soluble FractionTGCTGAGGCGGCGAGGGAGAGCGTTGGGCTTACCTCACThypoxanthine guanine phosphoribosyl transferase
Oaz1 NM_008753.4 AZ‐1, AZ1, Antizyme, ODC‐Az, Oaz CCCTGTGCCCTCTCCTGGGTTAGTCCACATGTCGTGATTGTornithine decarboxylase antizyme 1
Polr1b NM_009086.2 RPA2, RPA116, 128kDa, Rpo1‐2 Cytoplasm,Nucleus,Nucleolus,TransTGCCTTTCACTGAGAGTGGCATGATGCCGGACATTCTGTTpolymerase (RNA) I polypeptide B
Polr2a NM_009089.2 Rpo2‐1, 220kDa Nucleus,Dna Directed Rna Polymer GTGAATCGTATTCTCAATGATGCTCGAGACAAAACTGGCTpolymerase (RNA) II (DNA directed) polypeptide A
Ppia NM_008907.1 RP23‐198N14.9, 2700098C05, Cphn, CyP‐18, CypA CCAAGACTGAATGGCTGGATGGCAAGCATGTGGTCTTTG peptidylprolyl isomerase A
Rpl19 NM_009078.2 Ribonucleoprotein Complex,RibosoGCCTCTAGTGTCCTCCGCTGCGGGAAAAAGAAGGTCTGG ribosomal protein L19
Sdha NM_023281.1 FP, SDH2, SDHF Membrane,Mitochondrial Inner MeCTTGCGAGCTGCATTTGGCCTTTCTGAGGCAGGGTTTAATsuccinate dehydrogenase complex, subunit A, flavoprotein (Fp)
Tbp NM_013684.3 Gtf2d Cytoplasm,Nucleus,Transcription FaGTGGCGGGTATCTGCTGGCGGTTTGGCTAGGTTTCTGCGGTATA box binding protein
Tubb5 NM_011655.4 Cytoplasm,Cytoskeleton,MicrotubuATTGGAAGTGTCTTCCCTGTATTGGTTCTCCTTTCTCGGAGtubulin, beta 5 class I
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