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Figure S1: Quality measures of the de novo assemblies. The different subsamples of the 
reads were de novo assembled. The assembly quality was assessed by calculating four 
important quality measures. The subsampling is indicated on the x-axis and the measure 
on the y-axis. The colors indicate the library kit used. In the boxplots the lower and upper 
hinges correspond to the first and third quartiles. The whisker are located at 1.5x of the 
interquartile range.
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