S9 Table The statistically enriched GO terms of Sub 4

GO Style Term Pvalue Gene count The involved genes
Transcription ositive regulation of 2.00E-02 7/53 |BCL11B,ISL1 SMARCADL,SP1 HAND] , NR4A3, TGFBR1
P ositive regulation of gene 2.30E-02 (13.2%) [BCL11BJSL1,SMARCADL,SP1,HAND1 NR4A3,TGFBRL
Biological ositive regulation of! ic process 3.90E-02 753 [BCLI1BISL1 SMARCADI,SP1 HANDI NR4A3,TGFBRI
Bi i [positive regulation of cellular bi ic process 4.70E-02 13.2% [BCL11BJSL1 SMARCAD1,SP1,HAND] NR4A3,TGFBR1
processes positive regulation of! process 4.90E-02 (I32%) | 11511 SMARCADL SPLHAND NR4A3,TGRERL
Gene expression |positive regulation of transcription 2.00E-02 (1;/23/0) IBCL11B,ISL1 SMARCAD1,SP1, HAND1 NR4A3,TGFBR1
Imetal ion bindin; 5.70E-03 [ADAM19,BCL11B,CHFR EEF2K,NR4A3 ZBTBS,RNF1 41, etc
Molecular o SRR 2856
Ion I]inding cation binding 6.60E-03 46.1% |ADAM19,BCL11B,CHFR EEF2K NR4A3,ZBTBS,RNF141, etc
function lion binding 8.20E-03 @6.1%) |ADAM19,BCL11B,CHFR,EEF2K,NR4A3,ZBTBS,RNF1 41, etc




