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Supplemental Figure 1 Upper: The first 60 nucleotides of the 5'-UTR of the HCoV-229E are shown with their predicted RNA sec-
ondary structure using RNAfold (Lorenz et al. 2011). Middle: The SL2 region of the wild type (blue box) was exchanged with the
BCoV (green box) and SARS-CoV (orange box) counterpart, respectively (Madhugiri et al. 2018). Lower: The resulting structure

after changing the SL2 region.
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