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Table S5 - Detailed information of the 20 motifs identified in ZmSPLs
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GQEQRFCQQCSRFHLLAEFDEKKRSCRKRLAGHNRRRRKPQ
KDYHRRHKVCEMHSKAPVVVV
TDKIVFKLFGKEPKDFPPNLREQILNWLKHYPTDMESYIRPGCIILTIYLRMPNWMWD
ELEENMAQWINKLINSSNDDFW

PRCQVEGCKADLSRC
KVYLFTPNMPGPSNITPLHIAATIEDAEDVLDALTDDPQQIGITCWKNARDETGFTPE
EYARKRGHNSYIELVQKKIDKM
YMLSMMAIAAVCVCVGIIMKTLPRVYAMKTFKWEKIEWGPM
MTKEDVTDYCLIRFPMWRFRWLLVFAMEREWCAVIKMLLDIM
DVSTKVGTITGQVHLDKSHMFNAIPTLSHGKDEPWPMKGLDMSISASKFDGAADLQ
HALSLLSAGACGLPDSVHQTSCIQFNGASENSSDLHVTHGRNSGPASCADAQHIA
NYPKILCVTPIAVPYSQTINFIVKGFNLVIPTTKLICTFEGKYIIQEETCMAYENTI
QTVPSTMDLLGVFPTGFATSTPETNTSQSQGSSDSSGNNKSKSHSTEPVTVVNSHDKS
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