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TCGA-AP-A054
TCGA-BS-A0TA
TCGA-D1-A177
TCGA-BG-A0M4
TCGA-A5-A0GB
TCGA-BS-A0U8
TCGA-DI-A0WH
TCGA-D1-A101
TCGA-AP-A0LG
TCGA-D1-A160
TCGA-BS-A0TJ
TCGA-A5-A0VQ
TCGA-AP-A0LT
TCGA-D1-A0ZO
TCGA-AP-A0LE
TCGA-D1-A17R
TCGA-D1-A17H
TCGA-B5-A0K2
TCGA-BG-A18B
TCGA-AX-A0J1
TCGA-D1-A163
TCGA-D1-A17A
TCGA-AP-A05N
TCGA-B5-A0JZ
TCGA-AX-A064
TCGA-B5-A11J
TCGA-D1-A0ZS
TCGA-D1-A17D
TCGA-BG-A0VW
TCGA-B5-A11U
TCGA-A5-A0GA
TCGA-D1-A17U
TCGA-B5-A11H
TCGA-AX-A060
TCGA-A5-A0GI
TCGA-BS-A0UA
TCGA-A5-A0GH
TCGA-BG-A0LX
TCGA-D1-A176
TCGA-BS-A0TE
TCGA-AX-A06H
TCGA-BG-A0VZ
TCGA-AP-A0LP
TCGA-B5-A0K6
TCGA-A5-A0GW
TCGA-BG-A0MQ
TCGA-D1-A17M
TCGA-B5-A11G
TCGA-BS-A0U7
TCGA-A5-A0G9
TCGA-AP-A0LD
TCGA-AX-A05S
TCGA-BG-A0M0
TCGA-D1-A16N
TCGA-BS-A0UL
TCGA-D1-A174
TCGA-AX-A063
TCGA-BK-A0C9
TCGA-D1-A17B
TCGA-B5-A0JV
TCGA-D1-A17F
TCGA-AX-A05Y
TCGA-BS-A0UJ
TCGA-D1-A167
TCGA-A5-A0VP
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