Supplementary Figure S3

Copy-number low (endometrioid)

Mutational Signatures (%)

Primary Secondary Mutations  SNVs Indels MSI MLH1
TCGAID 0 2|0 4&0 6|0 EEO Signature Signature (n) (n) (%) Sensor Methylation Score
TCGA-BG-AOM7 | —— 1 NA 90 87 3.3 0.21 0.04
TCGA-D1-A0ZU | —— 1 NA 47 43 8.5 0.28 0.03
TCGA-B5-ATMW | " 1 NA 95 92 3.2 0.22 0.02
TCGA-BG-AoW2 | " 1 NA 51 48 5.9 0.06 0.02
TCGA-BS-A0TG | " 1 NA 61 58 4.9 0.17 0.03
TCGA-BK-AOCA | " 1 NA 80 75 6.3 0.01 0.19
TCGA-B5-A11Z | —" 1 NA 82 78 4.9 0.19 0.03
TCGA-BG-A187 |1 1 18 117 109 6.8 0.08 0.03
TCGA-BK-A13C | 1 18 120 114 5.0 0.36 0.06
TCGA-BG-AOMT | —"" 1 20 46 40 13.0 0.29 0.03
TCGA-D1-A102 | — | 1 29 68 62 8.8 0.40 0.06
TCGA-D1-A168 | —— 1 15 72 66 8.3 0.24 0.03
TCGA-D1-A17S | E— 1 6 62 59 4.8 0.14 0.03
TCGA-BG-A16A | o 1 18 87 81 6.9 0.02 0.03
TCGA-D1-A17T | e 1 6 102 97 4.9 0.10 0.03
TCGA-BG-AoVV | B 1 22 64 62 3.1 0.05 0.03
TCGA-D1-A15W | —— 1 NA 96 90 6.3 0.08 0.03
TCGA-B5-A1MF | = 1 2 60 57 5.0 0.52 0.03
TCGA-A5-A0GQ | — 1 NA 91 83 8.8 0.00 0.02
TCGA-BG-AOMI | e 1 7 78 76 2.6 0.21 0.02
TCGA-AP-AOLO | | 1 7 41 39 4.9 0.08 0.54
TCGA-B5-A11V | [ ] 1 24 79 74 6.3 0.25 0.03
TCGA-A5-AORA | e 1 6 98 87 11.2 0.03 0.02
TCGA-BG-A0M3 | — 1 10 82 75 8.5 0.18 0.02
TCGA-AP-AOLY | . [ | 1 2 33 30 9.1 0.06 0.02
TCGA-B5-A0K7 | [ 1 18 71 67 5.6 0.14 0.04
TCGA-A5-AOR9 | e 1 6 63 57 9.5 0.33 0.02
TCGA-B5-A11Y | 1 6 1506 1479 1.8 3.86 0.03
TCGA-BS-A0U5 | e 1 6 78 74 5.1 0.17 0.02
TCGA-BG-AOLW | 1 3 44 40 9.1 0.22 0.02
TCGA-D1-A0ZV | [ 1 7 56 51 8.9 0.04 0.03
TCGA-BG-A0M9 | e 1 4 83 76 8.4 0.16 0.02
TCGA-A5-AORS | I 1 18 101 90 10.9 0.07 0.03
TCGA-BG-AOW1 | e — 1 15 94 77 18.1 0.35 0.12
TCGA-A5-AOGX (I [ ] 1 19 47 43 8.5 0.00 0.03
TCGA-D1-A16D | = 1 6 54 50 7.4 0.05 0.03
TCGA-BG-A0OMS | — 1 15 65 60 7.7 1.14 0.02
TCGA-D1-A165 | e 1 6 92 86 6.5 0.00 0.03
TCGA-AP-AOSP | o 1 15 74 73 1.4 0.01 0.02
TCGA-D1-A0ZQ (. B 1 29 117 107 8.5 0.33 0.02
TCGA-B5-A0K4 | [ | 1 24 65 60 7.7 0.22 0.02
TCGA-AP-AOLL | — 1 15 62 58 6.5 0.27 0.02
TCGA-D1-A15z | e 1 6 101 91 9.9 0.09 0.03
TCGA-BG-AOYU | —" 1 15 31 31 0.0 0.05 0.03
TCGA-BG-AORY | B 1 19 74 71 4.1 0.18 0.02
TCGA-BG-AOMU | . e 1 3 90 84 6.7 0.32 0.02
TCGA-BS-AOUT | e 1 3 48 44 8.3 0.19 0.01
TCGA-D1-A16E (IS s b 1 15 81 76 6.2 0.06 0.03
TCGA-B5-A0JT (. = | 1 6 87 82 5.7 0.14 0.10
TCGA-AX-A0SU | = 1 6 39 35 10.3 0.07 0.03
TCGA-D1-A17N | e —— 1 10 41 38 7.3 0.01 0.03
TCGA-BG-AOMG | e 1 6 163 150 8.0 0.40 0.02
TCGA-B5-A0JS | [ 1 15 39 37 5.1 0.03 0.01
TCGA-BS-AOTD | [ 1 16 55 49 10.9 0.03 0.02
TCGA-AP-AOLN | [ | 1 29 83 75 9.6 0.11 0.02
TCGA-BG-AOMO (. e 1 3 64 59 7.8 0.04 0.02
TCGA-D1-A17C | — 1 15 74 67 9.5 0.01 0.03
TCGA-A5-AOGE | 1 29 41 36 12.2 0.06 0.04
TCGA-AX-AOIS (I e 1 6 69 63 8.7 0.16 0.12
TCGA-D1-A0ZN | [ 1 29 63 58 7.9 0.14 0.03
TCGA-BG-A2AE | e [ ] 1 6 173 166 4.0 0.01 0.03
TCGA-BS-A0TY (e [ ] 1 6 79 71 10.1 0.01 0.03
TCGA-B5-A11S (e [ | 1 6 67 63 6.0 0.22 0.12
TCGA-BG-AOVT | | 1 16 47 45 4.3 0.12 0.03
TCGA-D1-A161 (——— . e 1 6 122 114 6.6 0.16 0.03
TCGA-AX-A05T | [ 1 16 77 68 1.7 0.40 0.02
TCGA-D1-AOZR (I . 1 15 76 71 6.6 0.16 0.03
TCGA-D1-A16Q | [ | 1 15 43 41 4.7 0.02 0.03
TCGA-A5-AOGU | [ 1 19 65 60 7.7 0.02 0.02
TCGA-BG-AOM2 [—— 1 3 44 39 11.4 0.83 0.03
TCGA-BS-A0Ve | [ | 1 15 77 75 2.6 0.01 0.05
TCGA-BG-A186 | b 1 6 47 40 14.9 0.08 0.03
TCGA-BK-AOCB | e [ 1 6 82 79 3.7 0.09 0.02
TCGA-A5-AOGM | "' [ 1 5 56 51 8.9 0.05 0.02
TCGA-AP-AOLJ (I b 1 6 56 53 5.4 8.89 0.02
TCGA-B5-A0KO | [ ] 1 30 25 24 4.0 0.02 0.02
TCGA-BG-AOMC [ ] 6 1 76 72 5.3 0.05 0.02
TCGA-A5-AOGV (I e 1 6 69 63 8.7 0.14 0.02
TCGA-B5-A11Q (I s 6 1 54 51 5.6 0.49 0.10
TCGA-D1-A16B | bm [ | 1 15 66 61 7.6 0.02 0.03
TCGA-B5-A110 |l e 6 1 142 133 6.3 0.56 0.30
TCGA-D1-A17L |l [ 6 1 87 84 3.4 0.21 0.23
TCGA-B5-A121 | 'mmmn [ 1 10 47 42 10.6 0.13 0.03
TCGA-D1-A15X | 6 1 2409 2375 1.4 11.04 0.03
TCGA-B5-A0K1 |l i 6 1 72 66 8.3 0.06 0.02
TCGA-BG-AOVX (. -+ 10 1 282 275 2.5 0.08 0.03
TCGA-D1-A16J | 2 1 331 325 1.8 0.09 0.03
TCGA-BS-AOWQ |l e [ | 6 1 67 61 9.0 0.06 0.02
TCGA-D1-A160 (S s = 6 1 47 43 8.5 0.07 0.03
TCGA-AX-A062 (BN e 6 1 36 36 0.0 0.15 0.02
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