
 

 

 

 

Figure S1. The correlation between the number of significant AV differences detected per 

metabolite and the metabolite’s absolute concentration. Related to Fig.1. 

 

 

 

 

 

 

 

 

 



 

Figure S2. Unknown metabolites showing significant inter-organ exchange. Related to Fig.1. 



 

Figure S3. Renal metabolite uptake in pigs (A and B) and steady-state infusion of 13C-labeled TCA 

intermediate tracers in mice (C and D). The reporter metabolite (measured to determine TCA labeling) 

was selected to be distinct from the tracer metabolite, to avoid misinterpreting extracellular tracer as TCA 

labeling (in practice, we observe an additional 1% to 8%. TCA contribution, depending on the tissue, 

when the reporter metabolite and tracer are the same). Specifically, for 13C-citrate and 13C-malate infusions, 

tissue succinate labeling was used to determine their TCA contribution. For 13C-succinate infusion, tissue 

malate labeling was used. Data are means and error bars are standard errors. N = 4 for citrate, and N = 3 

for malate and succinate. Related to Fig.2. 



 

Figure S4. Kidneys oxidize circulating lactate into circulating pyruvate in pigs. Related to Fig. 3. 



 

Figure S5. Exchange of amino acids in pigs (A and B), and steady-state infusion of a 13C-leucine 

tracer in mice (C). Data are means and error bars are standard errors (N = 4 mice). Related to Fig. 4. 



 

Figure S6. Short chain fatty acid exchange in pigs (A) and steady-state infusion of a 13C-acetate 

tracer in mice (B and C). Data are means and error bars are standard errors (N = 3 mice). Related to Fig. 

5. 



 

Table S1. Sources and sinks of metabolites (continued). Related to Fig. 1. 



 

Table S1. Sources and sinks of metabolites (continued). Related to Fig. 1. 

 



 

Table S1. Sources and sinks of metabolites. Related to Fig. 1. 

 

 

 

 


