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Dsk5

4-HNE staining, a marker of oxidative stress (lipid peroxidation) : x 160.

A wT
Gr-1 staining, a neutrophil marker: x 400.
B
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Masson’s trichrome staining: X160.
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Alt Sequence p- q-
Motif ID D Name Strand | Start | End | value | value | Matched Sequence
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06 -




400

300

200

100

Liver EGFR mRNA levels

N
(3]

N
o

TGFa mRBNA levels
o S o

o

0.20

0.15

0.10

0.05

AREG mRNA levels

[}
[ ] *%k
[ )
1 1
Male Female
[}
| Y] -1
{ 0
[
L [ ] -
[ ]
Male Female
LX)
i 4
([ ] *%
[ ]
! . R
.0
Male Female

Supplemental Figure S12

Aorta EGFR mRNA levels
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Fibrosis (% of kidney area)
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