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Additional File 3A: Full nucleotide-level ML phylogeny for D27 family
Maximum likelihood (ML) tree under the MGK+F3X4+R5 codon model in 1Qtree. Topology
rooted with the D27L2 clade. Bootstrap values are shown at each node of the tree.
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Additional File 3B: Full amino acid-level Bayesian inference phylogeny for
D27 family

Bayesian inference tree under the CAT + LG codon model in PhyloBayes. Topology rooted with

the D27L2 clade. Bootstrap values are shown at each node of the tree.
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Additional File 3C: Full amino acid-level ML phylogeny for D27 family
Maximum likelihood (ML) tree with the amino acid dataset under the PROTCATLGX model in
RAXML. Topology rooted at the D27L2 clade. Bootstrap values are shown at each node of the tree.



