EKC98308.1
T.asa. EJT51135.1
T.cor. 023_162 Sxil
T.ink. 003 681 Sxil
C.muc. JCM9939 Sxil
C.der. JCM11170 Sxil
C.arb. JCM14201 Sxil
C.ole. Trioll|175080
C.cur. LLPEOl Sxil
C.das. JCM11166 Sxil
V.hum. JCM1457 Sxil
V.hum. UJ1l Sxil

C.neo. Sxil AAN75718.1
C.gat. AAV28797.1
T.kor. JCM12878 Sxil
N.alb. LKPzZ01l Sxil
N.alb. LLJTO01l Sxil
T.mel. Sxil ADO17677.1
K.hev. Sxil ACz51516.1
X.den. XDEN_ 05476

T.asa.

B
C.neo. Sxi2 AAV98474.1
C.gat. Sxi2 AAV28762.1
T.fae. 002 950 Sxi2
T.cor. Sxi2
T.ovo. 001 797 Sxi2
T.ovo. 014 242 Sxi2
C.muc. JCM9939 Sxi2
C.cya. JCM31388 Sxi2
A.dom. 002 744 Sxi2
V.fra. JCM1530 Sxi2
V.hum. CBS4282 Sxi2

K.hev. Sxi2 ACz51517.1
T.tep. JCM11965 Sxi2
X.den. XDEN_05477

HQTRREAAGVHY
HQTRREAAGVHY
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NGMQPTESSTDY|
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VAHEGKEADSRP
EYDLGSRGQLNP
NKTDDSRDATRH
SDNDWPDDDHQP
SGSDVDAHPPAT
AQAKTECKSLLS
AQAKTECKSLLS
PKPSEPPIDHTV

PKPLESAPDHTIV

DATPSQNVVRQ
DPTNKADEADEH
DPIDPADEADEH

PONPLLFPPTDPI
SISRSPEPDHSLI

RPRTEHPSSFRH
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RPSPFAPETLH
RPSTFAPGTLNI
RGANFRKRSLD
LRPLTLKRSLDI
RGASFNTRSLD
RGASFSGHSLK

SNVQRGSSFKPIBKD

VRLLSGHKTKQ

SVRKCYAETQQVEKE

TVADCLQRTKE

SRPAARPREDQTSIA

KLSSFSSHTLL
SVIQKGQHTLA

helix |
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SRAEROKMESIASTTP
SRAERQKMASIASTTP
SGAERQKMASITNSTP
NRTERQKMBKLMETTT,
PLSVRRRFASELGISL
PLSVKRRFASELGISL
PLAVKROFSRELGLSL
SLSLRORFESEL
SRIEKRELAASL
SRSEKREL@NSLSLTP
SPREKGEWAGLMGVT
SPREKGEWAGLMGVT
TAQOKDFLBKTAGIQRSQVDSDL
TAQQOKDSLAKYAGMORGKVDSDL
TSSOKQILAKALS IAPKRVETOL KDLYAG
DKPT! SILSLTTILDéIQLNTW TDYLRSYAS
DKPTKAVLSSTTGLDVROLNTH TDYSRSYA
TSLEKVELESSANITTNKLDSDLY ANVRDKYCG
TVSMKETLASKAGI TRAKVDSDL TEEMNERCG
SAQEKEELALARNLTKNS INLWENNM DFVRTHALN
| | WFXNXR |
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TRITSTVTQQVPH
TRITSSTIQPVSH
GS--ARKQA-KSQ
GSDSARKQE-KTG
PTGSARKKTGRVS
PAASARKKAKKDC
KSSSARRTSRTSR
RPIRRRLNNSKAA
NDVTATFVPLESK
PESPPTTESLDAD

QSRIRSMRSTYRR
GKDKNPSTAANRPVSS
ETIRKSRKTMRTASASH

RSSPARSHKKPLKIST
WEXNXR
helix Il



