
Principal component analysis reveals overall similarity between sample subsets 
Principal Component Analysis (PCA) performed using DESeq2 log-normalized RNA-
seq data for all samples to evaluate the overall effect of experimental covariates. The 
biological triplicates for each sample set are shown in the two-dimensional plane 
spanned by their first two principal components (PC1 and PC2). Each axis represents 
the proportion of variation explained by each of the principal components. The 
biological triplicates of each sample subset (HP, ADM and PDAC) are represented as 
dots and are grouped together in the PCA plot, sample groups are clearly separated. 
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