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Supp. Fig. 1: Lung Microbiota diversity (inverse Simpson index) from The Cancer 

Genome Atlas (TCGA) cases according to disease status. A) Lung cancer (LC) stage. B) LC 

stage within histological subtype. C) COPD co-morbidity among LC cases. D) COPD co-

morbidity within LC subtype. Welch’s t-test was used to access statistical significance of 

pairwise comparisons (*P-value <0.05). ADC: adenocarcinoma. SCC: Squamous cell 

carcinoma. 
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Supp. Fig. 2: Coordinates Analysis (PCoA) plot highlighting major clusters identified 

among The Cancer Genome Atlas (TCGA) cases. 


