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DMSO PORCNi TNKSi DMSO PORCNi TNKSi DMSO PORCNi TNKSi
25269 22854 2488 3539 5208 864 17369 12000 2354
30984 20195 2725 2836 2583 876 13351 13770 2647
30401 21896 5106 1880 3350 649 14586 6806 2227

WT Cells LRP5 E2 #3 LRP5 E16 #21

Raw data for bar graph in Figure 5H. 


