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Figure S1. Cell type specific eQTL analysis. Using LVs corresponding to cell types (dark blue) detected 75 cell 
type specific eQTLs, whereas using single gene expression markers (light blue) only detected 5 cell type specific 
eQTLs at a dependent FDR of 0.1. The analysis was performed on the ROSMAP data only. Note that in the case of 
LVs, multiple testing correction was performed across all LVs, not just the cell type related ones. The increased 
detection rate suggests that using multiple genes to estimate cell type proportions as in the case of LVs might 
improve accuracy over using single gene markers.


