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SPTAN1 Spectrin repeat Spectrin repeat EF-hand EF-hand
ABL1 SH3 SH2 Kinase domain Actin_BD
Fusion Kinase domain Actin_BD
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GOLGAS5 Coiled coil I

Kinase domain

JAK?2 FERM SH2

Pseudo Kinase domain

Coiled coil Kinase domain
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EGF-like

NOTCH1

FN3 Kinase domain

ROS1 FN3 FN3 FN3

I\[o] (o] NOD NODP Kinase domain

Fusion EGF-like
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NOTCH1 exon 30 ———> ROS1 exon 34 ——>
GT CCGCGGGCCTGATGATTTTTGG ATACCA G AAACAAGT
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Tetratricopeptide-like helical domain superfamily

5’ UTR 5'UTR

WFSlexonl ———> PLAGl exon3 —8M>
CGTG CGGCCCACTCACGGGCCGATTGGCCAAAATGGGAAGGATTGG
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