
Supplementary Data 2: Identified Burkholderia gladioli MDU1 (AUSMDU00013928) glycopeptides

Gene Protein name
Uniprot 

accession m/z Charge MH+
Peptide 

mass Glycan mass Peptide sequence
MASCOT 
ion Score Page

bgla_1g02560 Uncharacterized protein F2LHM5 858.37762 2 1715.7544 1047.5065 668.247946 AAAASAAGTNDK 83 3 and 4

bgla_1g03670

ABC transporter, 

periplasmic substrate-

binding protein F2LHY4 1009.9695 2 2018.9382 1450.7033 568.234866 AADAGGAKPAAASGAGAH 113 5 and 6

bgla_1g31160

Bifunctional 

uroporphyrinogen-III 

synthetase/uroporphyrin-

III C-methyltransferase F2LG73 763.36084 3 2288.0809 1719.8409 568.240032 AAHPGDIASEAAATGQPR 86 7 and 8

bgla_1g32320 Uncharacterized protein F2LGU6 895.93744 2 1790.8741 1222.6426 568.231486 APAAAPEAASAPAK 88 9 and 10

bgla_1g32320 Uncharacterized protein F2LGU6 945.94543 2 1890.8901 1222.6426 668.247466 APAAAPEAASAPAK 80

11 and 

12

bgla_1g32320 Uncharacterized protein F2LGU6 915.75739 3 2745.2706 1508.8067

1236.463882 

(2* 568.23) ASAPAAAPEAASAPAKK 68

13 and 

14

bgla_1g02400 Adhesin/hemolysin F2LHK9 808.86163 2 1616.7225 948.5109 668.211566 ASGAKASASAK 55

15 and 

16

bgla_1g28150 Uncharacterized protein F2LBQ5 885.3573 2 1769.7138 1201.4725 568.241306 ASGAM(+16)SNDAM(+16)SK 48

17 and 

18

bgla_1g28150 Uncharacterized protein F2LBQ5 869.36279 2 1737.7248 1169.4925 568.232286 ASGAMSNDAMSK 77

19 and 

20

bgla_1g28150 Uncharacterized protein F2LBQ5 919.37048 2 1837.7402 1169.4925 668.247666 ASGAMSNDAMSK 82

21 and 

22

bgla_1g37560 Uncharacterized protein F2LG07 968.98877 2 1936.9767 1268.7321 668.244646 EASIVAAVKPQR 55

23 and 

24

bgla_1g09460 Uncharacterized protein F2LC05 786.6925 3 2358.0759 1789.8326 568.243312 FNEHPQMQFAASAPSK 68

25 and 

26

bgla_1g09460 Uncharacterized protein F2LC05 820.0296 3 2458.0872 1789.8326 668.254612 FNEHPQMQFAASAPSK 68

27 and 

28

bgla_1g09460 Uncharacterized protein F2LC05 825.36267 3 2474.0864
1805.8226

668.263822 FNEHPQM(+16)QFAASAPSK 56

29 and 

30



lolA

Outer-membrane 

lipoprotein carrier protein F2L9H3 827.89001 4 3308.5577 2640.2786 668.279058 GASGAMPTVKPTDNSSGTFVFSRPGR 47

31 and 

32

bgla_1g28150 Uncharacterized protein F2LBQ5 1087.9504 2 2174.9001 1606.6658 568.234286 HDAMGMSPAASDAMSK 110

33 and 

34

bgla_1g28150 Uncharacterized protein F2LBQ5 1095.9493 2 2190.8979 1622.6558 568.242086 HDAMGMSPAASDAMSK 82

35 and 

36

bgla_1g35490 Periplasmic protease F2LE35 939.47168 2 1877.9426 1309.711 568.231566 PLTAGAAAPSASAPK 28

37 and 

38

bgla_1g23600 Ankyrin repeat protein F2LDR2 704.33496 3 2111.0033 1542.7619 568.241392 IGDGRPASGAGGQNSAK 45

39 and 

40

bgla_1g28150 Uncharacterized protein F2LBQ5 801.67279 3 2403.0168 1734.7608 668.255982 KHDAMGMSPAASDAMSK 138

41 and 

42

bgla_1g28150 Uncharacterized protein F2LBQ5 1151.9988 2 2302.9968 1734.7608 568.235966 KHDAMGMSPAASDAMSK 108

43 and 

44

bgla_1g22150 Uncharacterized protein F2LA58 988.47693 2 1975.9531 1407.7227 568.230366 KPAAPAADAASAPAAQ 66

45 and 

46

bgla_1g22150 Uncharacterized protein F2LA58 1038.4868 2 2075.9728 1407.7227 668.250146 KPAAPAADAASAPAAQ 38

47 and 

48

bgla_1g35490 Periplasmic protease F2LE35 989.48334 2 1977.9659 1309.711 668.254886 PLTAGAAAPSASAPK 53

49 and 

50

bgla_1g09580 Uncharacterized protein F2LC16 888.78162 3 2664.3433 2096.0982 568.245072 SLSNQAPAASAVAAAPIDADKK 92

51 and 

52

bgla_1g09580 Uncharacterized protein F2LC16 922.12 3 2764.3584 2096.0982 668.260212 SLSNQAPAASAVAAAPIDADKK 110

53 and 

54

bgla_1g09580 Uncharacterized protein F2LC16 822.07099 3 2464.2114 1895.9821 568.229285 SNQAPAASAVAAAPIDADKK 86

55 and 

56

bgla_2g17040 Uncharacterized protein F2LPV7 885.414 3 2654.2404 1985.9774 668.263012 TDAAAPGADAAAAASTPTKAEK 86

57 and 

58

bgla_1g22150 Uncharacterized protein F2LA58 797.04413 3 2389.1308 1720.8725 668.258302 TPASAAAAAASTPGAAHAAR 104

59 and 

60

Supplementary Data 2. Identified Burkholderia gladioli MDU1 (AUSMDU00013928) Glycopeptides. A total of 29 unique glycopeptides were observed within whole cell proteome 

samples of B. gladioli  MDU1. For assigned glycopeptides the gene, protein name, uniprot accession (mapped to B. gladioli  BSR3), observed m/z, charge state, MH+ mass, peptide mass, 

glycan, peptide sequence, MASCOT ion score and containing annotated CID and HCD data are provided.
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Relative Abundance

186.07744

331.20007

234.14656

528.22333

1214.62500
402.23804

753.33588
1028.43384

1278.61609
560.30505

900.37445
1741.82483

1111.48083
725.33948

1182.55005

1411.65637
1805.81873

Score: 56
M

/z: 825.36267
Charge: +3

M
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m
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100

Relative Abundance

948.45

880.78

466.10
1321.14

Score: 47
M

/z: 827.89001
Charge: +4
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B
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Y
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Y
1 +2

Peptide
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2000
m

/z

0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07733

862.92712

1289.15686

1076.06018

329.19528
1707.82104

706.36182

216.09938

926.97394
427.19714

1411.71619
1568.74377

977.00739
1321.14331

491.19418

1255.62415

1665.81702
1836.91077

1165.59827
801.44537

625.29938
1510.72778

1995.06140

Score: 47
M

/z: 827.89001
Charge: +4

M
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m
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Relative Abundance

905.36

1606.65
803.86

1006.87

1809.57

366.00

407.17

569.10

Score: 110
M

/z: 1087.95044
Charge: +2
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1900

2000
m

/z

0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07756

253.09515324.13281

877.41522
730.27051

512.19586
442.19742

643.23767

567.23914

1606.67981
964.44739

365.18903
1171.45972

1242.49695
780.36517

1354.59094
1095.48865

M
ASCOT assignm

ent

Score: 110
M

/z: 1087.95044
Charge: +2
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m
/z
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100

Relative Abundance

811.77

913.36

1622.56

1015.37

1825.66

366.00

407.09

Score: 82
M

/z: 1095.94934
Charge: +2
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0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07767

253.09563

877.41516

1558.67273
324.13339

682.26715

442.19940
1622.67151

638.28351
746.27112

964.44672

850.35699

513.22980
1123.45398

366.13992
1306.58679

1002.41229
1338.67468

M
ASCOT assignm

ent

Score: 82
M

/z: 1095.94934
Charge: +2
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1300
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m
/z
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100

Relative Abundance

1309.71

1512.81

655.35

756.86

858.37

366.09

407.09

Score: 28
M

/z: 939.47168
Charge: +2
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m
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100

Relative Abundance

1310.72241

1514.80554

186.07727
657.35907

204.08801

402.23868
244.16772

728.39636
312.19354

511.28802
582.32678

939.47211
343.16422

799.43213
1087.00317

473.86307

M
ASCOT assignm

ent

Score: 28
M

/z: 939.47168
Charge: +2
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Relative Abundance

873.45

771.95

650.36

974.95
569.19

366.09

407.09

Score: 45
M

/z: 704.33496
Charge: +3
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0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07753

1542.77368

771.89087

499.26627
305.18436

996.49255
1257.63806

1124.55200
366.14301

419.22800

1414.67969
882.45026

705.33398
629.32318

1210.60376

534.23108

826.39246
1500.72644

1617.78186
1745.84644

M
ASCOT assignm

ent

Score: 45
M

/z: 704.33496
Charge: +3
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m
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100

Relative Abundance

969.371070.87

867.87

466.01

1938.00
1734.49

B
2

Score: 138
M

/z: 801.67279
Charge: +3
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m
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0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07741

801.45306

231.12611

877.41504

263.07837

442.19687
638.28589

365.18906
964.44751

771.33295
1734.77905

1152.51306
583.27063

709.32306

551.25415
1026.45422

1469.61938

1097.49304

1299.56030
1606.67590

1501.63513
1242.48645

1867.28589

Score: 138
M

/z: 801.67279
Charge: +3

M
ASCOT assignm
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100

Relative Abundance

969.44
867.94

1734.82

1071.04

1937.74

366.09
569.10

B
2

Score: 108 
M

/z: 1151.999
Charge: +2
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0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07764

231.12595

877.41541

442.19684
266.16354

638.28625
324.13303

771.33374
964.44739

583.27026
709.32391

365.18866

513.23749

1734.77563

840.35699

1152.50989
1299.56006

1026.45911
1606.68396

1469.61987
1184.52075

Score: 108 
M

/z: 1151.999
Charge: +2

M
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ent
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/z
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Relative Abundance

1407.72

704.35
1610.82

805.86

366.09
907.45

569.18

407.09

Score: 66
M

/z: 988.47693
Charge: +2
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1900

m
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0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

204.08806

1408.73303

1611.81567

240.13611

355.16360

1023.53632
386.20630

989.48273

426.20105
722.38574

497.23965
952.50049

655.30823
566.25995

793.42712
311.17447

1191.63159
1492.44531

1672.57568

1376.11438

Score: 66
M

/z: 988.47693
Charge: +2

M
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m
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100

Relative Abundance

1407.64

1610.73

466.09

704.35

805.86
669.19

907.45

Score: 38
M

/z: 1038.48682
Charge: +2
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100

Relative Abundance

1409.73450

1611.81396

204.08784

1023.53601

240.13622

426.19775
722.39301

1262.67407
865.46454 952.50824

608.36066
1803.59973

1671.82605
1335.06543

281.17709

Score: 38
M

/z: 1038.48682
Charge: +2

M
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Relative Abundance

1309.55

1512.73

655.35756.86

466.09
858.36

Score: 53
M

/z: 989.4833
Charge: +2
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m
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0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07787

657.36151

1309.72266
244.16792

582.33289
312.19568

728.39978

511.29651

414.20059
927.50024

1512.79663
799.43549

1158.87732
972.51105

1891.81665
1369.35010

861.42596

Score: 53
M

/z: 989.4833
Charge: +2

M
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m
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100

Relative Abundance

1150.04

1048.64

835.03

767.36
366.09

Score: 92
M

/z: 888.7816
Charge: +3
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1700
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m
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0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95

100

Relative Abundance

186.07733

786.44098

512.23962
1495.82166

398.20694
857.47919

330.14349
240.13593

999.55402
640.33783

576.30334
461.27490

928.51752

710.39130
1256.68970

1098.62170
1169.65784

1567.85889
1327.72742

1678.93323
1821.92480

Score: 92
M

/z: 888.7816
Charge: +3

M
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Relative Abundance

1150.13

1048.62

1251.72

466.09

Score: 110
M
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Charge: +3
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Relative Abundance

186.07761

786.44208

1495.82166
512.24060

398.20758
857.47986

999.55530
330.14377

240.13628

640.33771
576.30359

928.51550
461.27719

710.39117
1098.62256

1256.69519
1169.65576

1327.73352
1566.85632

1399.75830
1694.94116

1791.91309

Score: 110
M

/z: 922.12000
Charge: +3
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Relative Abundance

1050.06

948.45

366.09

Score: 86
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100

Relative Abundance

186.07741

786.44312

330.14288

240.13629
512.23804

1495.85010
398.20847

857.47607
999.55115

928.51544
576.30255

1256.68994
1098.62378

461.27185

710.37964
1399.77344

1169.66333
1711.08240

1328.70789

M
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ent

Score: 86
M

/z: 822.07091
Charge: +3
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Relative Abundance

1094.96

993.45

466.10

Score: 86
M

/z: 885.41400
Charge: +3
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Relative Abundance

186.07768

288.12146

341.14859
673.39362

1556.80493

412.18631

554.26166
483.22391

625.29919
932.51276

1074.58875
774.44104

696.33679

1145.62463

1331.69238
1459.74866

1627.83850
1986.99573

848.39532

1759.93262

1263.65417

Score: 86
M

/z: 885.41400
Charge: +3
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Relative Abundance

962.54

860.95

709.69
466.10

642.02

Score: 104
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Charge: +3
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Relative Abundance

186.07747

750.40674

1151.59985

355.16376
1222.63660

1009.52362
1720.88428

1293.67383
938.48718

410.20645
327.16873

572.30872

227.10426

1676.85620
499.25467

796.43103
1364.71326

1451.74133
641.33173

1522.77832

712.36475
906.45038

1632.82349

Score: 104
M

/z: 797.04413
Charge: +3
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