Color Key

1160 pM

1 2 3 4
Value 400 pPpm
L D
B Color Key
. 23 4 1160pM
Value 400 ppm
L D
C Color Key
12345 1160 pM
Value 400 pPpm
L D
D Color Key
1160 pM
1 2 3 4
Value 400 ppm
L D
E Color Key
012345 1160 pM
Value 400 ppm
L D
F Color Key
L, 5 1160pM
Value 400 ppm
L D
G Color Key
s s 1160 pM
Value 400 ppm
L D
H Color Key
L, 34 1160pM
Value 400 ppm
L D
I Color Key
01234 1160 pM
Value 400 ppm

L D

233 pM

800 ppm
D

L

233 pM
800 ppm
L D

58 pM
400 ppm
D

L

58 pM
400 ppm
L D

Glycolysis

233 pM
800 ppm
L D

58 pM
400 ppm
L D

C fixation

233 pM
800 ppm
L D

233 pM
800 ppm
L D

58 pM
400 ppm
L D

58 pM
400 ppm
L D

TCA cycle

233 pM
800 ppm
L D

400 ppm
L

58 pM

D

N metabolism

233 pM
800 ppm
L D

58 pM
400 ppm
L D

Signaling molecules

233 pM
800 ppm
L D

58 pM
400 ppm
L D

Transcription factors

233 pM
800 ppm
L D

58 pM
400 ppm
L D

Light-harvesting and Photosynthesis

12 pM
800 ppm
L D

Lhcf11 (2845) +

Lhex6_1 (30385) +
Lhcr14 (262332) +

Lher3 (34276) +

Lhca7 (33131) +

Lhcf6 (33018) +

PSlI prot (2848) * +
Twin-arginine (20603) * +
PSII Psb31 (24769) * +
PSII PsbM (32964) * +
PsbO (34830) * +

Lhca2 (2601) +
oxidoreductase (6361) * +
fucoxanthin (264714)
Proton gradient (22396) +
Cytochrome ¢ (35934) * +
superoxide dismutase (Fe) (263062)
Imm (37377)

Lhcf1 (38494)

Lhcf8 (5174) +

Lhcfo (268127) +

Lhcf4 (38667)

Lhcf5 (42962) +
Lhca6(3815) +

lhcag (38306)

release factor (34560)
Lhex5 (31128)

PSII psbW (34554)

ferredoxin (25892)

Lhcx2 (38879)
Lhex6 (12097)

lhex1 (264921)

apyrase (261769)
hypothetical protein (21545)
PSli prot (5793)

Alternative oxidase (25462)
Bromodomain (25223)
PGRS5-like protein 1 (268713)
cytochrome ¢ (26131)

PSII PSBP (261242)
Twin-arginine (3258)
ferredoxin (4914)

chlorophyll synthase (262279)

Oxidative Phosphorylation

12 pM
800 ppm
L D

264347-ubiquinone oxidoreductase
24132-ubiquinone

2233-ATPase

34739-ubiquinone oxidoreductase
31113-Cytochrome oxidase ¢
26002-NADH dehydrogenase
19298-ATPase

37509-proton pump

29359-ATP synthase
35642-hypothetical protein
32914-iron-sulfur protein
24653-ubiquinone oxidoreductase
15142-Protoheme IX farnesyltransferase
264096-copper chaperone Cox17
36673-oxidoreductase
41256-ATPase
269322-mitochondrial ATPase
29850-quinone oxidoreductase
5026-ATPase

40522-ATPase

37123- proton pump
263135-ATPase

40728-atpase
38312-Foxidoreductase
29053-ATPase

39173-atpase

29117-ATPase

39278-atpase

37665-ATPase

261500-ATP synthase

39417- ATP synthase
37834-atpase
261904-ubiquinol-cytochrome-c reductase
42867-cytochrome c1
262564-atpase
37139-Cytochrome ¢ oxidase
33574-Acyl carrier protein
264051-ubiquinol cytochrome c reductase
35982-Cytochrome oxidase
7268-ATPase

32945-precursor of hydrogenase
9849-Succinate dehydrogenase
42475-flavoprotein
6361-oxidoreductase
5188-Inorganic pyrophosphatase
687-oxidoreductase

40156-ATP synthase
264807-v-atpase

269348-inorganic pyrophosphatase

12 pM
800 ppm
L D

phosphomannomutase-like protein-263111-
pyruvate dehydrogenase-8778-M
Fructose-1,6-bisphosphatase-264556-P
Acy-CoA synthetase-33454-C
glucose-6-phosphate isomerase-39973-C
pyruvate dehydrogenase-268374-
dihydrolipoamide s-acetyltransferase-21177-

268280-M

FBP1-16295-P
Phosphoglycerate mutase-260919-
phosphoglycerate mutase-263397-C
TonB box-26523-

aldehyde dehydrogenase-268550-
glucokinase-261320-C

alcohol dehydrogenase-1394-C
malate dehydrogenase-41425-
malic enzyme-34030-M

aldo-keto oxidoreductase-40021-
Phosphoglycerate mutase-17735-M

triose-phosphate isomerase-40958-P

4543-M

phosphoenolpyruvate carboxykinase-5186-M

malate dehydrogenase-20726-M

Aldose 1-epimerase-15858-

Pyruvate carboxylase-11075-C

5816-C

phosphat

16-M

lipoamide
phosphoenol pyruvate synthase-23810-
Glucose-6-phosphate isomerase-263810-C
aldehyde dehydrogenase-21238-C
6-phosphofructokinase-31232-C
acetykcoenzyme a synthetase-34187-C
fructose-bisphosphate aldolase-35048-C
triose-phosphate isomerase-30380-C
Phosphoglycerate mutase-263035-
Pyruvate carboxylase-11076-P
glucose-6-phosphate isomerase-38266-C
phosphoglycerate kinase precursor-42577-C

28334

phosphats

phosphoglycerate kinase-25116-C

Pyruvate kinase-31810-M

phosphofructokinase-22213-C
3-phosphate

alpha enolase-40391-M

pyruvate carboxylase-like-269908-P

28241-M

phosphoglycerate kinase-39901-M
malate dehydrogenase-25953-P
fiuctose-bisphosphate aldolase-21748-P

26854

M

phosphoglycerate kinase-269057-C
phosphoglycerate mutase-28350-P
enolase-40771-C

Phosphoglycerate mutase-17651-M
pyruvate kinase-264583-M
6-phosphofructo 2-kinase-14563-C
triose-phosphate isomerase-36462-P

triose phosphate isomerase-7229-C

tide-disulphid 24399

pyridine nuck
Phosphoglucomutase-35878-P
Fructose-2,6-bisphosphatase-38051-C
Dehydrogenase-16169-
aldose-1-epimerase-31636-
dihydrolipamide s-acetyltransferase-547-
Fructose 1,6-bisphosphate aldolase-428-P

hosphat

1383-P

3-phosphoglycerate kinase-35712-P
phosphoglycerate mutase-27850-M
TPUGAPDH fusion -28239-M

Pyruvate kinase-4875-P

pyruvate kinase-22345-C

pyruvate kinase-40393-C
phosphoglucomutase-268621-C
glucose-6-phosphate isomerase-33663-P
pyruvate phosphate dikinase-5500-C
Fructose-1,6-bisphosphatase-33021-C

12 pM
800 ppm
L D

31046-Carbonic anhydrase *
22596-Carbonic anhydrase
41566-Carbonic anhydrase
264556-Fructose 1,6-bisphosphate 1-phosphohydrolase
34094-Carbonic anhydrase
261823-Sedoheptulose-bisphosphatase
31215-Carbonic anhydrase
261750-Glycerate kinase
32252-Ribose-5-phosphate isomerase
25840-Carbonic anhydrase *
36462-Triose-phosphate isomerase
21748-Fructose-bisphosphate aldolase

22391-Carbonic anhydrase **

16295-Fructose 1,6-bi: 1-p y
40958-Triose-phosphate isomerase
34543-P lpyruvate y

262006-Carbonic anhydrase **

262009-Carbonic anhydrase **

34125-Carbonic anhydrase *

233-Carbonic anhydrase

5500-Pyruvate phosphate dikinase **

4376-Phosphoribulokinase *

428-Fructose-bisphosphate aldolase *

32924-D-Ribulose-5-Phosphate 3-Epimerase

31383-Gly yde 3-|

dehy

35712-Phosphoglycerate kinase

32332-Ribose-5-phosphate isomerase *

814-Carbonic anhydrase *

Pentose Phosphate Pathway

12 pM
800 ppm
L D

31232-6-phosphofructokinase

27187-transaldolase

262408-hypothetical protein

35048-hypothetical protein

34514-glucose-6-phosphate 1-dehydrogenas

16114-6-phosphogluconate dehydrogenase

16295-hypothetical protein

4331-Transaldolase

22213-phosphofructokinase

263111-phosphomannomutase

264556-Fructose-1,6-bisphosphatase

32252-ribose-5-phosphate isomerase

261750-hydroxypyruvate reductase

39973-glucose-6-phosphate isomerase

21748-fructose-bisphosphate aldolase

37156-ribose-phosphat pyrophosphokinase

268621-phosphoglucomutase

33663-glucose-6-phosphate isomerase

21175-transketolase

10378-6-phosphogluconolactonase

26678-transketolase

26109-Ribose-phosphate pyrophosphokinase

35878-Phosphoglucomutase

32332-Ribose 5-phosphate isomerase

33021-FBP3 Fructose-1,6-bisphosphatase

12 pM

800 ppm
L

D

36716-precursor of hydrogenase
9849-Succinate dehydrogenase
32945-precursor of hydrogenase
42475-succinate dehydrogenase flavoprotein
269718-2-oxoglutarate dehydrogenase
22464-fumarate hydratase
36971-Beta-ketoacyl synthase
31362-precursor of synthetase
411-precursor of synthetase
11411-precursor of synthase
21177-dihydrolipoamide s-acetyltransferase
268280-dihydrolipoamide s-acetyltransferase
268374-pyruvate dehydrogenase
8778-pyruvate dehydrogenase
11075-Pyruvate carboxylase

20726-malate dehydrogenase

41425- malate dehydrogenase
16169-Dehydrogenase
547-dihydrolipamide s-acetyltransferase
24399- oxidoreductase

269908-pyruvate carboxylase

24123-Fumarate lyase

12 pM
800 ppm
L D

26192-glutamate dehydrogenase

22961-2-nitropropane dioxygenase

38359-glutmatae dehydrogenase

268335-glutamate dehydrogenase

39592-nitrate transporter

264532-cyanate lyase

29861-Glutamate synthase

270138-Glutamine synthetase

27414-nitrate transporter

40323-CPSase

25299-Cytochrome b5

269900-glutamate synthase

262125-nitrite reductase

26051-Glutamine synthetase

12 pM
800 ppm
L D

16961-Protein kinase
23500-CPF4 *
7839- gutamate receptor-iike
0995-CPD3 *
2118-Protein kinase
4364-Protein kinase
225-Histidine kinase
1249-Hpt
585-Metallophosphoesterase
17468-Casein kinase Il
24729-Rhodopsin-like
37638-DEAD/DEAH box helicase
1-PAS *
Response regulator receiver
1-Guanylate cyclase

ylate cyclase

46-Leucine-rich repeat
13-Phosphatidylinositol 3- and 4-kinase
843-Ras GTPase

269281-Protein kinase

11091-protein kinase

2792-GTPase Rab1/YPT1

61036-Leucine-rich repeat

61018-3'5'-cyclic nucleotide phosphodiesterase
1075-Guanylate cyclase

62828-Leucine-rich repeat

33407-AUREO2 *

263953-Guanylate cyclase
11478.Rhodopsin-like

264726-Response regulator receiver
7368-CPD2 *

261932-Response regulator receiver
13326-Rhodopsin-like

37609-Protein kinase

269927-unknown

35643-Protein kinase

24575-Guanylate cyclase

13134-Protein kinase

261678-Guanylate cyclase

262088-Guanylate cyclase

22442-Guanylate cyclase

270005-Leucine-rich repeat
35726.DEAD/DEAH box helicase

39241-Ras GTP
7830-glutamate
261065-GAF )
261064-Response regulator receiver
24827-Guanylate cyclase
34876-G-protein beta WD-40 repeat

263128-GAF
42133-Guanylate cyclase

16501-Protein kinase

39149-Hsp90

263557-Leucine-rich repeat
25078-Leucine-rich repeat
269725-Leucine-rich repeat
263554-Shikimate kinase

20732-Protein kinase

33193-PAS *

268301-Anthranilate synthase component
10414-CPD4 *

264653-Sigma-54 factor

262946-CPF1 *

20899-bHLH2_PAS *

263935-PAC *

1783-Rhodopsin-ike

9689-bZIP7b_PAS *

9688-bZIP7a_PAS *

35005-CPF2*
4202:bHLH4_PAS
24507-bZIP5_PAS *
25911-bZIP6_PAS *
32230-Protein kinase
1078-Rhodopsin-Tike
37571-ATP-binding region
5790-Protein kinase
262395-GAF

ase
receptor-like

11180-Protein kinase
264122-Protein kinase
8821-Guanylate cyclase
7582-Guanylate cyclase

35206-Leucine-rich repeat
263928-Leucine-rich repeat
1225-ATPase-like
18841-RNA-binding region RNP-1
263361-Guanylate cyclase
17208-Casein kinase Il
263483-Guanylate cyclase
261973-Protein kinase
18220-Ras GTPase
8798-Guanylate cyclase
4552-Rhodopsin-like

28R

ase
69874-Protein kinase

4618-Ras GTPase

808-Seri ine protein kinase

595-Leucine-rich repeat
262559-Ras GTPase

35818-Ras GTPase
4322-Leucine-rich repeat
263389-Response regulator receiver
5018-Protein kinase
262217-Leucine-rich repeat
1415-Rhodopsin-like
41754-Protein kinase
33340-AUREOTA *
4523-Guanylate cyclase
263504-PAS/PAC *
263505-Guanylate cyclase
7937-GC_PAS *
263979-Protein kinase
38732.G,

38647-Response regulator receiver
262720-PAS *

262719
262721
38559-Protein kinase
261595-Leucine-rich repeat
268988-CPF3 *
7188-Protein kinase
33389-Protein kinase
22848-Dph *

-PAS
-Guanylate cyclase
-PAS *

30963-Protein kinase
22234.PAS *
8820-Guanylate cyclase
8258-Guanylate cyclase
268-Response regulator receiver
24007-bHLH1_PAS *
33777-Protein kinase
262298-ATP-binding region
261606-PAS *
23208-bHLH3_PAS *
20065-AUREO1B *
37198-AUREO1C *
260939-protein phosphatase
25531-Leucine-rich repeat
261233-ATP-binding region
21161-Sterol-sensing 5TM box
268270-Sterol-sensing 5TM box
261384-unknwon

12 pM
800 ppm
L D

6911-Tp_CCCH10
9353TpHSF 1c
201894 Tp_aR2
283491 T AR2 EREBP10
o1R2

25

D
1043 TpIRSE 260
283861 Tp_ugbiR
262141 Th_AR.EREBPS
24178 Tp"Hod
411G TOTWYDIR SHAQKYFI
18897-Tp_MyD4RT
) Tp bR 17

11166-TpCCHH12
33067-Tp_CBFINF4.
22988.T5 WYbIR_SHAQKYFsa
T50Tp P11
2088875 CBRNES.

o3RS

24377-Tp. CCHIAS.
288362 Fp_AP2 EREBP2
26170 ngal TRF1a
39577.TpMyBSRA.
ToMyb2R1
19832 Tp CBEINF1b "
25535 TpWybiR SHAQKYF10*
Fra s yesaty
288368Tp HSF T6a ™
TS Th T SHakvr2
clehm

TieiTp CaHHT?
33407-75_aureoch
2317615 CCOHT RINGE.
284350-F5_Myo2R10_CCHH1
261455Tp Hows.
3487Tp COCH2A
201974Tp WSF 2.7
23801-Tp ASF e
280941-p HSF 140
4758Tp HSF 220
TSeTp AP ERERPY
2237005 HisF .74
262688-1p HSF 429
3157p P 126
3143505 APy ERERPA
Bty Her 25,
D1

7025-1p WypdRe
269416Tp My 1RS
Ty R

Zatasa Fo W]
23601p otk sackves
280474Tp HSF1 20

2262079 APS ERESS
10807-Th-HSF 2 41
ST17Tp CBRIES.

P1

283465 Hoed
18289.Tp CBFINFS
238766, T5 WpIR SHAOKYFS
2204515 CCHH10,

284847y 13F 254
BT REA
By

B055-Tp ASF_1d *



