
0.0

0.5

1.0

1.5

2.0

1160pM 233pM 58pM 12pM
Fe'

no
rm

al
iz

ed
 a

ve
ra

ge
 

 re
ad

 c
ou

nt
s

Photosynthesis (43)
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Glycolysis/ 
 Gluconeogenesis (73)
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N metabolism (14)
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C fixation (27)
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TCA cycle (22)

0.00

0.25

0.50

0.75

1.00

1.25

1160pM 233pM 58pM 12pM
Fe'

no
rm

al
iz

ed
 a

ve
ra

ge
 

 re
ad

 c
ou

nt
s

Transcription factors (225)
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Oxidative Phosphorylation (49)
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Pentose Phosphate 
 Pathway (25)
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Signaling molecules (143)


