Gene structural models
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Legend:
@ cps MEEUTR — Intron

Updated sequences

CsRDR6b: Cs1gl4730 - Chromosome 1: from 18.022.840 to 18.027.238

>CsRDR6Db

MEPEEREKISVDTQVSVGGEDRDIKAVDLVKYLENEVGGVWRCRLKTSCTPSESYPNFET
ENVAEVOKTDDYEKVEPHAFVHFATSTYITRAMDAAEHMELFLNGRALKVSLGPENPEFRL
NOQRGRTSAPLKLPDVYVEIGSLVTQDEFEFVSWRGPASGTDFLVDPFDGTCKFCEFTKDTAF
ALKSSAEHAVIKCEFKVFLVKEIDIVKQYSELPRVAILLRLASSPRICYRTAEDDIEVLV
PFDLLDDDDPWIRTTDEFSPSGAIGRCNSYMLNEVMSYLRKQRVQEDCLSQPVTIREEPDFE
EVPMEDPFFCMHYKEGVSFEIMFLVNAVMHKGILNQHQLSDSFFDLLRCQPREVNVTALK
HIYSYKRPVFDAYEKLKDVQEWLIKNPKLYEGPKNIDDIAEVRRLVITPTKAYCLPPEVE
LSNRVLREMTLLKSEMDEGLQTMNANVLSYYVAPIVKDITSNTFSQKTGVFKRVKSILSD
GFNLCGRRYSFLAFSSNQLRDHSAWFFSKVGETSVLDIKNWMGEFTAKNIAKYAARMGLC
FSSTHATVEIPPTEVDHELPDIKRNGYVEFSDGIGKITPDLAMEVAQILKLDGSPPPSAYQ
IRYAGYKGVVACWPAKDDGIRMSLRGSMKKFKSCHTSLEICSWTREFQPGFLNRQIITLLS
TLNVSDEIFWTVQASMASKLNLMLVASDVAFEVLTASCAEQGNTAAIMLSAGFKPQTEPH
LOGMLTCIRAAQLWGLRDKARIYVPPGRWLMGCLDELGELKEGQCFIQVSESSLENCESK
HGSRFAETKKLQVINGFVVIAKNPCLHPGDVRILEAVDRPELHHLCDCLVEFPQKGDRPHT
NEASESDLDGDLYEVTWDENLIPPSKKSCPPMEYTPAEAKPLTCHVNHQONLGQICSAHVV
LSEYGAFDENCILLAKLAATAVDSPKTGKIVTMPSHLKPKIYPDFMEKEEYQTYKSNKIL
GRLYRQIKDAYDENISVSSEIDINPVDIHCDTDLEVPESVDEFTADARNQKCSYDGQLNGL
LGOYNVNRKEFRHIWSMPKYNSRKOQGELQERLKHSYSAFRKEFROQVFEKMNSDFELSDNE



KNVLYEQKASAWYQVTYHREWVKKSLDLLEQGSARSVVLLSFAWIANDYLARIKIKCQEM
ANIGKSKPVNNLARLLIGCKPLCHVK

CsAGO5b: Cs7gl17970 - Chromosome 7: from 13.774.473 to 13.781.129

>CsAGO5b
MSRRGGGGRRPDSRRDQPTQAPAPSFQRGGGGAARPRGRGRQGORGGAGRGSHSGSGAAPSSPH
TASTSTEPAPSSPSVSASASASSSSSVSTLVEETEQKLTLAAPAAATLPPSSSLAVRLPVRPGE
GTVGRKCVVRANHFMVQLAEKDIHHYDVSITPWVTSKKINRQITISQLINLYRLTDLGGRIPAYD
GMKSIYTAGPLPFQSKEFIIELPDSDPRPSSSTRPIRERQFRVVIRLASKPDLYTLOQQFLGRRH
FEAPYDVIQVLGVILSAASSEKHTVVGRSEFEFPTDHGPIGQLGDGVEYWRGYFQSLRLTOMGLSL
NIDVSARSEFYEPILVTEFVONYCRNLSRPLSDOQVRLKVKKELKGIKVVLTHLETSNSHRITGIS
SOPMSQLAFTDGSATSMSVIQYFRERYNIALQFTSLPALLAGSEARPIYLPMELSRIVAGQRYT
ORLNERQVTALLQATCQRPREREDYIRMMARANAYNEDTLVNKEFGIQVADDLTSVDARILPAP
MLKYHETGQEASVNPGFGOWNMINKKMENGGRVEVWTCVNEFSTRLNRDVPFQFCQGLVDMCNSK
GMVENPQPVIPISSSNPNQIEKALVDVHNRTTQOGKQLOLLITIILPDVSGSYVPRFLVKIDREA
SLVGGRNTVLVDAVQKRIPLVTDRPTIIFGADVTHPOPWGGTSPSIAAVVASMDWPEVAKYRGL
VSAQAPHEEITQDLYKSIQDPOWGLVHGGMIRELLIAFRRSTNFKPHRITIFYRDGVGERQESQV
LLHEMNAIRQACASLEEGYAPPVTFVVVQKRCRTRLFPAEHNRCDLTDRSGNILPGTVVDTEIC
HPTEFDFYLNSHAGIQGTSRPTRYHVLYDENREFTADGLOVLTNNLCYTYARCTRSVSIVPPAYY
AYLAAFRARYYIEDETSAGGSTDGNRSTAERNLATRPLPVIKDNVKDVMEYC

CsAGO5c: Cs7gl7930 - Chromosome 7: from 13.732.122 to 13.738.824

>CsAGO5c
MSRRGGGGRRRDSCRDQPTQAPAPSFQRGGGGAAGPRGRGRQGQRGGAGRGSHSGSGAAP
SSPHTASTSTAPAPSSPSVSESSPSSSSVSTLVEETEQKLSLAAPAAATLPPLSSQELRL
PVRPGIGTVGRKCVVRANHFMVQLAERDIHHYDVSIDQVQODLESNRYSEVTSKKINRQITI
SHLINLYGLTNLGGRIPAYDGMKNIYTAGPLPFESKEFIINLPDSDPHPSSSTSPGREGQ
FRVVIRLASMPDLYTLQOFLRRMHFEAPYHVIQVLDVVLRAAPSEKHTVLGRSFFSADLG
PMGQLGDDVEYWRGYFQSLRPTOMGLSLNIDVSASSEFYKPILVTEFVQYYCSDLSRPLSD
OVRLKVKKALKGIKVVLRHMGYNLNCKITGITSQPMSQVMFTDGSVTEMSVVQYFLERHN
IALQFTSLPALEAGTEERRIYLPMELSRIVEGQRYTKRLNERQVTALLRATCQRPRDREA
NIQTMARKNAYNKDTLVNKEFGIQVADGLTSFDARILPAPMVIMCHFVLEVTGLWCFQSP
CALKYHESGREASVNPDFGOWNMINKKMENGGTVQVWTCMNFSTCLNQDVSRECQRLVDM
CKKKGMVWVENPQPVIPISSYNPNQIEKELVDVHSKTTQOPGKQLQLLITIILPDVSRSYGE
GRIKRVCETELGIVSQCCQPKHASSRNMQYFENVALKINVKVGGRNTVLVDAVQKRIPLV
TDRPTIIFGADVTHPQPGEDSSPSIAAVVASMDWPEVTKYRGLVSSQAHNEEITIQDLYKS
IKDPOQRGLVHGGMIRELLIDFRRSTNFKPHRIIFYRRDGVSEGQFSQVLLHEMNAIRQAC
ASTEEGYAPPVTFVVVQKRHHTRLFPAEYNRRDLTDRSGNILPGTVVDTQICHPTEFDEY
LNSHAGIQQITCVTRNMFTFSLIGEFNIALLKNLSVCKVYSISFNRMAVPPAYYAHLAAFR
ARFYIEDETSAGGSTGGTRSTAEAGSLAIRPLPVIKDNVKDVMEYC



CsAGO6-1like: Cs6gl6080 - Chromosome 6: from 17.010.270 to
17.016.001

>CsAGOb6-1like
MKFPKDSEAHGPSPSEIPPNVESSQIKSVTGPEVTKKIKPSGSKGEITSLLSNHFKVSIT
GASGHIFHYSVALFYDDGCPIETKGIRRKIIDKVCETYSADLAEMLKESKRTSKLGPTGE
KSLFTISALPHKKMEFLVLLDNPSSYRTTSNDSPDGHGSNNERDRKRRRVSQSKTFKVE I
SVAAKIPLOQAIAAALHGQESONSREAFRVLDIILRQHAAKHGCFLVRQSFFONEPRSFEFFED
LGGGVLGCWGFHSSFQATQOGGLSLNITTTIIKPGPIIDFLIANONVRDCYQLDWAKAKRT
LKILRIRVHPEFNREYRITGLSDSTCKROMESWKSGVKDRNDDVKCVDVTVEDYFVNHRRI
NLCEFSGDFPCIDVGKPRKPTYIPIELCSLLSLORYTKALTVFQRSALVEKSQQKPQEKMK
IITDVMRSNKNDSEPMLRSCGISINSRFAQVEGRILSAPRLMAGNREVIFPKNGRWSFHN
KVIFVPAAKIDHWAVANFSGGCDIRSLCRDLIRFGEMKRISTSPPLNVFEENPQFRRAPA
PVRVDRMFEQMKQKFEKRPCFLLCLLPDRKDSDLYGSWKRKTLSEFGIFNQCLAPTKVNE
OYLMNVLLKINAKLGGLNSLLAIEQSKNLPLVSKVPTIIFGMDVSHGSPGHSNVPSVAAV
VSSRNWPILSRYRASVRSQSTKLEMIDSLFKPLPNKDDAGIVRELLVDFYKSSGQTKPSQ
ITTIFRSTLTWRFFFLFIFYAITIAFGTFLESNIQERCYHLSWIGSKIWKAGSVGLMTSHGK
PVYSLFLLFPRAVSRNSMTLGIKDCGIWLLLGYIRLPETAKTFSYHHNSLPETVKTENYY
HNSSLNLMSIFAQVSIGLPPYARSDCLWMYQRSTTAVSVVAPVRYAHLAAAQEFSQFMKFED
DLSEISSSPGGQTSSGHAHVPALPKLHENVRSSMFEFFEC



