Supplementary figure 1

AKR1D1 expression levels
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Supplementary figure 2
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Supplementary figure 3
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Supplementary figure 4

SLC2A1 1.17 1.89x102
GAPDH -0.30 2.93x101
CYP7A1 3.49 2.44x103
FASN 0.95 1.49x102
ACACA (ACC1) 0.74 2.40x107
PPARA -0.52 2.82x107
SCD 0.61 3.49x107
ABCA1l -0.86 9.11x103
PYGL -0.61 3.22x107

SREBF1 0.57 2.23x107



Supplementary figure 5
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Supplementary figure 6
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Supplementary figure 8
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Supplementary figure 9
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