Table S1: Statistical Analyses of Factors Associated With Survival in OSCC Patients with the Multivariate Cox Proportional Hazards Model.

Overall survival

Variables RR 95% CI P value
HOXC10 expression

Positive VS negative 2.551 1.167-4.319 0.005
Gender

Male VS female 0.721 0.327-2.120 0.713
Age

<60 VS >60 1.413 0.899-2.553 0.912
Smoking

Yes VS no 0.821 0.335-2.117 0.663
Drinking

Yes VS no 0.997 0.661-3.213 0.341
Tumor stage

3-4VS 1-2 3.117 1.421-4.871 0.007
Lymph node metastasis

+VS - 3.237 1.378-4.691 0.000
Clinical stage

3-4VS 1-2 2.169 1.214-4.641 0.000
Histological type

Poor VS well-moderate 1.217 0.764-1.214 0.764

ClI, confidence interval.



Table S2: Sequences of primers used in quantitative RT-PCR

Target gene | Primer Nucleotide sequence
HOXC10 F 5’- -ACATCTGGAATCGCCTCAGC-3’

R 5’- GGCTCTGCTCCGTCTTGATT-3’
WNT10B F 5’- CATCCAGGCACGAATGCGA-3’

R 5’- CGGTTGTGGGTATCAATGAAGA-3’
DVL2 F 5’- GAGGAAGAGACTCCCTACCTG-3’

R 5’- CGGGCGTTGTCATCTGAAAT-3’
SENP2 F 5’- GGCTGGTTAGGATTCTCGGC-3’

R 5’- GGCAGCATTGTAGAGACTGTTTT-3’
LRP6 F 5’- TTTATGCAAACAGACGGGACTT-3’

R 5’- GCCTCCAACTACAATCGTAGC-3’
MAPK9 F 5’-GAAACTAAGCCGTCCTTTTCAGA-3’

R 5’ TCCAGCTCCATGTGAATAACCT-3’
PLCB1 F 5’- GGACTGACCCTCAGGGATTTT-3’

R 5’- AAGCCACGAGATTCAAATGGG-3’
FZD6 F 5’- ATGGCCTACAACATGACGTTT-3’

R 5’- GTTTACGACAAGGTGGAACCA-3’
LRP5 F 5’- ACTCGCTGTGAGGAGGACAAT-3’

R 5’- GGCAGGCGCATGTGTAGAA-3’
ACTB F 5’-CATGTACGTTGCTATCCAGGC-3’

R 5’-CTCCTTAATGTCACGCACGAT-3’




Table S3. UALCAN is designed to detect coordinated differences in the expression of predefined sets of functionally HOXC10-correlated genes.

GENES Pearson CC
HOXC11 0.54
HOXC9 0.49
HOXC6 0.49
LOC646762 0.48
HOXC4 0.48
LRRC37B2 0. 46
L0C400043 0.44
NBPF15 0.43
LOC200030 0.43
WHAMML 1 0.43
HOXCS8 0.43
CCDC112 0.41
PRKCSH 0.41
ZNF354B 0.41
RGPD1 0.41
NBPF9 0.41
PELI2 0.41
Clorf96 0.4
CTPS2 0.4
RICSB 0.4
BMPR1A 0.39
INF642 0.39
KCNMB3 0.39
TSPYL5 0.39
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Table S4: KEGG pathways associated with the correlated genes.

Term Count  Genes P value
hsa03013:RNA transport 12 NCBP2, EIF4B, SENP2, NUP133, AAAS, 4.95E-05
RGPD1, RGPD4, RGPD3, EIF2S3, NUPL2,
PNN, FXR1
hsa03015:mRNA surveillance pathway 7 NCBP2, PAPOLA, CPSF7, CPSF6, PPP1CC, 0.002384187
CPSF1, PNN
hsa04310:Wnt signaling pathway 8 DVL2, SENP2, WNT10B, LRP6, MAPKY, 0.004620306
PLCB1, LRP5, FZD6
hsa00563:Glycosylphosphatidylinositol(GPI)-anchor biosynthesis 3 PIGZ, PIGH, PIGC 0.05377096
hsa04550:Signaling pathways regulating pluripotency of stem cells 6 DVL2, WNT10B, PCGF6, PIK3CA, 0.059469658

BMPRI1A, FZD6




