Supplementary Table 1. Clinical information on the patients in this study.

Supplementary Table 2A. Functions of the genes that were upregulated in the better versus the poorer prognostic

group.
geneset description link P Value FDR' overlapGene
CXCL13;TNFSF13B;CCRS;C
Cytokine-cytokine . SF2RB;IFNG;IL2RA;FASLG;
. . http://www.kegg.jp/kegg- ’ ’ ; ’
receptor interaction - . 9 ) i IL7;IL12A;IL15; TNFRSF9;C
hsa04060 Homo sapiens ggz)/show_pathway.hsaM 4.22E-08 1.28E-05 XCL10:CXCL9:IL21:CXCL1
(human) 1;XCL1;XCL2;CCR2;TNFSF
10;IL18RAP;IL18R1
http://www kegg jp/kegg CDK6;DDX58;IFNG;IL2RA,;
Measles - Homo ) ' A _ FASLG;IL12A;SH2D1A;PIK
K‘) i 2 2 2
hsa05162 sapiens (human) 11316112/sh0w _pathway?hsa05  2.43E-06 0.000368 3CGIFIH1:STAT1:TLR2:TN
FSF10;CD3G
Natural killer cell http://www kegg jp/kege FCGR3A;KLRKI1;LAT;IFNG
mediated cytotoxicity ., ’ - o . ;FASLG;KLRC2;KLRC3;KL
hsa04650 - Homo sapiens Egrgshow pathway?hsa04  1.28E-05 0.001295 RD1:LCP2:SH2D1A:PIK3CG
(human) ;TNFSF10
Chemokine signaling  http://www kegg.jp/kegg- g?g;léﬁcg)féiolglfﬁg Iég(
_ : f) . b b b 9
hsa04062 p:tlilviflay(h krlr(l);ll; gl6nz/show_pathway ?hsa04  1.73E-05 0.001314 CL9:PIK3CG:CXCL11:XCL1
saprens (u :STAT1;XCL2;CCR2
Inflammatory bowel .
. http://www.kegg.jp/kegg-
disease (IBD) - . o IFNG;IL12A;IL21;STAT1;ST
hsa05321 Homo sapiens l;lznl/show _pathway?hsa05  3.72E-05 0.002108 AT4;TLR2:IL1SRAP:ILISR1
(human)
Toll-like receptor .
ionaline pathway - http://www.kegg.jp/kegg- IL12A;CXCL10;CXCL9;TLR
hsa04620 ;{g & pathway bin/show pathway?hsa04 4.17E-05  0.002108 8;PIK3CG;CXCLI11;STATL;T
Omo sapiens 620 LR2;TLR3;CDS0
(human)
African .
. http://www.kegg.jp/kegg-
trypanosomiasis - . 9 ) PLCBI1;IFNG;FASLG;ILI12A;
hsa05143 Homo sapiens bin/show_pathway?hsa05 5.43E-05 0.002349 IDO1:VCAMI
143
(human)
IS\iIOnIZI_ilrllke r;c}:lf‘:;);or_ http://www.kegg.jp/kegg- TANK;GBP4;GBP5;CYBB;P
hsa04621 Himo Sf ?ens Y™ bin/show pathway?hsa04 0.000126  0.004759 LCBI1;GBP1;GBP2;GBP3;NA
P 621 IP;STAT1;CASP5;ATM2
(human)
http://www kegg jp/kege DDXS58;IFNG;FASLG;IL12A
Influenza A - Homo L ' - _ ;CXCL10;CIITA;PIK3CG;IFI
f) 2 b > 2
hsa05164 sapiens (human) bin/show_pathway?hsa05 0.000165 0.00557 H1:STAT1:TLR3:TNFSF10:R
164
SAD2
STi Cillirnecezt&rwa  http//www.kegg.jp/kegg- RASGRP1;LAT;ICOS;IFNG;I
hsa04660 Eatmg pathiway = i show pathway?hsa04  0.000214  0.00649  TK;LCP2;PIK3CG;PTPRC;C
Homo sapiens
660 D3G
(human)
Jak-STAT signaling  http://www.kegg.jp/kegg- CSF2RB;IFNG;IL2RA;IL7;IL
hsa04630 pathway - Homo bin/show_pathway?hsa04  0.000273 0.007531 12A;IL15;PIK3CG;IL21;STA

sapiens (human)

630

T1;STAT4;IL27RA

'p value was adjusted using the Benjamini and Hochberg method by WebGestalt.
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Supplementary Table 2B. Functions of the genes that were upregulated in the better versus the poorer prognostic

group.
Category Term P Value Benjamini1 Genes
KEGG_PATHWAY  hsa04060:Cytokine- 3.26E-08 6.14E-06 IL18R1, IL2RA, IL18RAP, IL7, CXCL9,
cytokine receptor FASLG, IL15, CXCL11, IL21, CXCL10,
interaction CCRS8, TNFRSF9, TNFSF10, TNFSF13B,
CXCL13, CCR2, IFNG, IL12A, CSF2RB,
XCL1, XCL2
KEGG_PATHWAY  hsa05162:Measles 8.69E-06 8.16E-04 PIK3CG, IFIH1, IL2RA, CD3G, TLR2,
FASLG, CDK6, STATI1, DDX58, TNFSF10,
SH2D1A, IFNG, IL12A
KEGG PATHWAY  hsa04062:Chemokine 5.67E-05 0.0035478 PIK3CG, ITK, CXCL9, STAT1, CXCLI11,
signaling pathway CXCL10, CCR8, GNGT1, DOCK2, CXCL13,
CCR2, PLCBI1, XCL1, XCL2
KEGG_PATHWAY  hsa04620:Toll-like 1.94E-04 0.0090657 PIK3CG, CD&0, IL12A, TLR2, CXCL9,

KEGG _PATHWAY

receptor signaling

pathway

hsa05321:Inflammatory  2.14E-04 0.0080151
bowel disease (IBD)

TLR3, CXCL11, STATI, TLR8, CXCL10

ILI8R1, STAT4, ILISRAP, IFNG, IL12A,
TLR2, STATI, IL21

'P value was adjusted using the Benjamini and Hochberg method by DAVID.

Supplementary Table 3A. Functions of the genes that were downregulated in the better versus the poorer prognostic

group.
geneset description link P Value FDR' overlapGene
hsa00190 Oxidative http://www.keg  6.26E-11  1.90E-08 NDUFA11;,COX6B1;CYCI1;NDUFS7,ATP
phosphorylat  g.jp/kegg- 6;COX3;CYTB;ND1;ND3;NDUFA3;NDU
ion - Homo bin/show_path FB7;NDUFC2;NDUFV1;NDUFS8;NDUF
sapiens way?hsa00190 A13;ATP5D;ATP5G2;ATP6VOC;ATP6VO
(human) A1;ATP6AP1;NDUFB11;COX412;ATP6V
0D1
hsa01100 Metabolic http://www.keg  3.49E-10 5.29E-08 ALG3;PEMT;AGPAT2;CERS1;ADSSLI;
pathways - g.jp/kegg- NDUFA11;COMT;COX6B1;CYC1;CYP27
Homo bin/show_path A1;POLR3H;AHCY;AK1;FAH;ALDH3BI1
sapiens way?hsa01100 ;JALDOA;DOLK;PGLS;GALK1;GAMT;G
(human) APDH;GBA;GPI;GSTZ1;GYS1;IDH3G;A
CADS;APRT;ITPKB;NDUFS7;MPST;ATP
6;COX3;CYTB;NDI1;ND3;NAGLU;NDUF
A3;NDUFB7;NDUFC2;NDUFV1;NDUFS
8;NME4;NOS3;ACO2;PAFAH1B3;NDUF
A13;DCXR;ATP5D;ISYNA1;ATP5G2;PF
KL;ATP6VOC;ATP6VOAL;ATP6AP1;DP
M3;POLR2I;NDUFBI11;NT5M;PYCR1;PC
YT2;PYCRL;SMPD2;TKT;TST;TSTA3;T
YR;TYRP1;ALG8;HSD17B8;CERS4;PTG
ES2;FLADI1;PTDSS2;COX412;DGATI1;GP
AA1;ATP6VOD1;UAPIL1;G6PC3;NAPRT
:PPT2
hsa05012 Parkinson's http://www.keg  4.55E-08 4.59E-06 NDUFA11;COX6B1;CYCI;NDUFS7;ATP
disease - g.jp/kegg- 6;COX3;CYTB;ND1;ND3;NDUFA3;NDU
Homo bin/show_path FB7;NDUFC2;NDUFV1;NDUFS8;NDUF
sapiens way?hsa05012 Al13;ATP5D;ATP5G2;SEPT5;NDUFBI11;C
(human) 0X412
hsa05010 Alzheimer's http://www.keg  4.10E-06 0.00031 NDUFA11;COX6B1;CYC1;GAPDH;NDU
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disease -
Homo
sapiens
(human)

hsa05016 Huntington's
disease -
Homo
sapiens
(human)

hsa03010 Ribosome -
Homo
sapiens
(human)

hsa04932 Non-
alcoholic
fatty liver
disease
(NAFLD) -
Homo
sapiens
(human)

g.jp/kegg-
bin/show_path
way?hsa05010

http://www.keg  6.66E-06  0.000404

g.jp/kegg-
bin/show_path
way?hsa05016

http://www.keg  1.06E-05 0.000536

g.jp/kegg-
bin/show_path
way?hsa03010
http://www.keg
g.jp/kegg-
bin/show_path
way?hsa04932

0.000158 0.006841

FS7;ATP6;COX3;CYTB;NDUFA3;NDUF
B7;NDUFC2;NDUFV1;NDUFS8;NDUFA
13;ATP5D;ATP5G2;NDUFB11;PSENEN;
COX412

CLTB:NDUFA11;COX6B1;CYCI1;BBC3;
NDUFS7;ATP6;COX3;CYTB;NDUFA3;N
DUFB7;NDUFC2;NDUFV |;NDUFS8;ND
UFA13;ATP5SD;ATP5G2;POLR2I;NDUFB
11;COX412
MRPL21;MRPL2;MRPS2;RPL8;RPL18;R
PL18A;MRPL23;RPL28;MRPS12;RPS2;R
PS3;RPS10;RPS15;RPS19;RPS28;UBAS52

NDUFA11;COX6B1;CYC1;NDUFS7;COX
3;CYTB;NDUFA3;NDUFB7;NDUFC2;ND
UFV1;NDUFS8;NDUFA13;PIK3R2;NDU
FB11;COXA4I2

'P value was adjusted using the Benjamini and Hochberg method by WebGestalt.

Supplementary Table 3B. Functions of the genes that were downregulated in the better versus the poorer prognostic

group.

Category Term

P Value

Benjamini'

Genes

KEGG_PATHWAY

hsa01100:Metabolic

1.39E-09  2.96E-07

pathways

KEGG_PATHWAY

hsa00190:Oxidative

1.08E-06 1.15E-04

phosphorylation

KEGG PATHWAY

hsa03010:Ribosome

2.89E-05

0.002046409

ATP5SD, PTGES2, ATP6AP1, CYCI,
ALG3, ITPKB, ALGS, FAH,
NDUFS7, TYR, IDH3G, NT5M,
NDUFSS8, GSTZ1, NOS3,
ATP6VOD1, PCYT2, AGPAT2,
PTDSS2, NDUFB11, ACO2, PFKL,
ACADS, COX412, NDUFC2,
NDUFA13, ALDH3B1, NDUFAI1,
NAPRT, NME4, PYCRI, PGLS,
DGATI, CYP27A1, FLAD1, MPST,
ALDOA, PYCRL, TYRP1, NAGLU,
AHCY, NDUFB7, POLR2I, GPAAI,
PPT2, ATP5G2, CERS4, COMT,
G6PC3, ATP6VOC, GALKI,
ISYNAI1, CERS1, PEMT, COX6BI,
PAFAHIB3, TSTA3, GAPDH,
GBA, HSD17BS, ADSSLI,
POLR3H, NDUFA3, AK1, TKT,
UAPIL1, APRT, DOLK, TST, GPI,
NDUFV1, ATP6VOA1, DPM3,
GAMT, QPRT, DCXR, SMPD2

ATP5D, NDUFB11, NDUFA3,
NDUFB7, ATP6AP1, CYCI,
NDUFC2, COX412, NDUFA13,
ATP5G2, NDUFAL11, NDUFS7,
ATP6VOC, NDUFV1, NDUFSS,
COX6BI1, ATP6VOAL, ATP6VOD1

MRPL2, RPL18, MRPS12, RPS2,
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KEGG PATHWAY

hsa05012:Parkinson's disease

1.81E-04

0.009616315

RPL28, MRPS2, RPS3, MRPL23,
RPS19, MRPL21, RPS28, RPL18A,
RPLS, RPS15, RPS10, UBAS2
SEPTS5, ATP5D, NDUFBI11,
NDUFA3, NDUFB7, CYCI,
NDUFC2, COX412, NDUFA13,
ATP5G2, NDUFA11, NDUFS7,
NDUFVI, NDUFS8, COX6B1

'p value was adjusted using the Benjamini and Hochberg method by DAVID.

Supplementary Table 4. Association of upregulated gene expression with OS, and validation in three GEO cohorts.

Supplementary Table 5A. Functions of the validated prognostic genes.

geneset description link P Value FDR' overlapGene

hsa04060 Cytokine-cytokine http://www.kegg.jp/kegg- 7.15E-07 0.000217 CXCL13;TNFSF13B;CCR
receptor interaction - bin/show_pathway?hsa04060 8;CSF2RB;IFNG;IL2RA;F
Homo sapiens (human) ASLG;IL7;TNFRSF9;,CX

CL10;CXCL9;IL18R1

hsa04620 Toll-like receptor http://www.kegg.jp/kegg- 1.46E-06 0.000222 CXCL10;CXCL9;TLRS;PI
signaling pathway - bin/show_pathway?hsa04620 K3CG;STATI1;TLR2;TLR
Homo sapiens (human) 3;CD80

hsa05162 Measles - Homo http://www.kegg.jp/kegg- 9.53E-06 0.000962 IFNG;IL2RA;FASLG;SH2
sapiens (human) bin/show_pathway?hsa05162 DI1A;PIK3CG;STATI;TL

R2;CD3G

hsa04630 Jak-STAT signaling http://www.kegg.jp/kegg- 2.85E-05 0.002159 CSF2RB;IFNG;IL2RA;IL
pathway - Homo bin/show_pathway?hsa04630 7;PIK3CG;STATI1;STAT4
sapiens (human) ;JL27RA

hsa04621 NOD-like receptor http://www.kegg.jp/kegg- 4.82E-05 0.002923 GBP4;CYBB;GBP1;GBP2
signaling pathway - bin/show_pathway?hsa04621 ;GBP3;NAIP;STAT1;CAS
Homo sapiens (human) PS5

hsa04658 Thl and Th2 cell http://www.kegg.jp/kegg- 7.68E-05 0.003878 LAT;IFNG;IL2RA;STATI1
differentiation - Homo  bin/show pathway?hsa04658 ;STAT4;CD3G
sapiens (human)

hsa04640 Hematopoietic cell http://www.kegg.jp/kegg- 0.000103 0.004469 IL2RA;IL7;CD1D;CD2;C
lineage - Homo sapiens  bin/show_pathway?hsa04640 D3G;CD38
(human)

hsa05321 Inflammatory bowel http://www.kegg.jp/kegg- 0.000146 0.005387 IFNG;STATI1;STAT4;TL
disease (IBD) - Homo bin/show_pathway?hsa05321 R2;IL18R1
sapiens (human)

hsa04660 T cell receptor http://www.kegg.jp/kegg- 0.00016  0.005387 RASGRPI;LAT;IFNG;PI
signaling pathway - bin/show_pathway?hsa04660 K3CG;PTPRC;CD3G
Homo sapiens (human)

hsa04659 Th17 cell http://www.kegg.jp/kegg- 0.000178 0.005387 LAT;IFNG;IL2RA;STATI1
differentiation - Homo  bin/show_pathway?hsa04659 ;CD3G;IL27RA
sapiens (human)

'P value was adjusted using the Benjamini and Hochberg method by WebGestalt.
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Supplementary Table 5B. Functions of the validated prognostic genes.

Category Term P Value Benjamini' Genes

KEGG PATHWAY  hsa04060:Cytokine- 6.06E-07 6.96E-05 TNFRSF9, IL18R1, CCRS, IL2RA,
cytokine receptor TNFSF13B, CXCL13, IL7, IFNG,
interaction CXCL9, CSF2RB, FASLG, CXCL10

KEGG PATHWAY  hsa04620:Toll-like 7.40E-06 4.26E-04 PIK3CG, CD80, TLR2, CXCL9, TLR3,
receptor signaling STATI, TLRS, CXCL10
pathway

KEGG PATHWAY  hsa05162:Measles 3.28E-05 0.0012563  PIK3CG, SH2D1A, CD3G, IL2RA, IFNG,

TLR2, FASLG, STAT1
KEGG PATHWAY  hsa04640:Hematopoietic = 3.22E-04 0.0092085  CD38, CD3G, IL2RA, IL7, CD2, CD1D

cell lineage

'p value was adjusted using the Benjamini and Hochberg method by DAVID.

Supplementary Table 6A. Functions of the genes that were hypomethylated in the better versus the poorer

prognostic group.

geneset description

link P Value FDR!

OverlapGene

hsa04060 Cytokine-
cytokine
receptor
interaction -
Homo
sapiens
(human)

hsa04080 Neuroactive
ligand-
receptor
interaction -
Homo
sapiens
(human)

http://www.kegg.jp/ke  1.41E-06

gg-
bin/show_pathway?hsa
04060

http://www kegg.jp/ke  6.59E-06

gg-
bin/show_pathway?hsa
04080

0.000426

0.000741

EDAR;CCR1;CCR4;CCR6;CCR7;CNTFR
;CSF2;CSF2RB;CSF3R;IFNLR1;EDAEG
F;EGFR;EPO;FLT3;FLT4;IL17RA;IFNL1
;CXCL2;CXCL3;IFNAR2;IFNG;IFNGR2;
ILTAGIL2RAGIL2RG;IL4;IL6R;IL7;CXCR
1;IL9;CXCR2;IL10RA;IL12RB1;IL13RA
L;IL15;IL15SRAGIL17A;INHBB;CCLA4LI1;
LIF;LIFR;LTA;LTB;LTBR;OSM;IL21R;I
L22;IL23A;PDGFRB;TNFRSF19;PDGFC
;ACKR3;CXCL16;IL22RAT1;CCL1;CCL3;
CCL4;CCLS;CCL11;CCL13;CCL14;CCL
15;CCL16;CCL22;CCL23;CXCL5;CXCL
12;CXCRS5;TGFB2;TNF; TNFRSF1B;TNF
SF4;TNFRSF4;IL1R2;TSLP;TNFRSF25;
TNFSF14;TNFSF12;TNFSF10;TNFRSF1
8; TNFRSF10D;OSMR;CD27;TNFRSF8;T
NFSF8;CD40
NPFFR2;GPR&3;CHRM3;CHRM4;CHRN
A5;CHRNB1;CHRNB2;CHRNB3;CHRN
B4;CHRND;CHRNE;CHRNG;ADCYAPI
R1;CNR2;ADORA1;CRHRI1;CRHR2;AD
RATA;CTSG;ADRA2C;ADRB3;DRD1;A
PLNR;S1PR1;LPARI1;GABRR3;F2RL1;F
2RL2;GABBR1;GABRAI1;GABRA2;GA
BRA4;GABRA6;GABRG3;GALR1;GHS
R;GIPR;P2RY10;GLP1R;GLRB;NPBWR
1;NPBWR2;MCHR1;GRIA1;GRIA3;GRI
A4;GRID1;GRIK2;GRIK3;GRIK4;GRIN2
A;GRM6;GRM8;GZMA;HRH2;HTR1B;
HTRIE;HTR2A;HTR2C;HTR5A;HTR7;L
HCGR;MC3R;MTNR1A;MTNR1B;NMB
R;NPY1R;OPRLI1;P2RY6;P2RY11;AVPR
1B;AVPR2;PTGDR;PTGER2;PTGER3;P
TGER4;BDKRB2;SCTR;SSTR1;TACR3;
THRB;C3AR1;TSHB;VIPR2;MCHR2;F2
RL3;TAARS;GPR50
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hsa04640 Hematopoiet

ic cell
lineage -
Homo
sapiens
(human)

hsa04950 Maturity
onset
diabetes of
the young -
Homo
sapiens
(human)

http://www.kegg.jp/ke
gg-

bin/show_pathway?hsa

04640

http://www.kegg.jp/ke
eg-

bin/show_pathway?hsa

04950

7.33E-06 0.000741

3.64E-05

0.002758

CR1;CR2;CSF2;CSF3R;DNTT;EPO;FLT
3;ANPEP;HLA-DMA;HLA-DMB;HLA-
DOA;HLA-DPA1;HLA-
DRAGILIA;IL2RA;ILA;IL6R;IL7,ITGA3;1
TGA4;ITGAS5;ITGB3;MME;TNF;IL1R2;
CDI1A;CDI1B;CDIC;CDID;CDIE;CD3E;
CD5;CD7;CD8A;MS4A1;CD22;CD33;C
D34;CD38
RFX6;NR5A2;HHEX;MNX1;FOXA2;HN
F4G;ONECUTI;INS;PDX1;NKX2-
2;NKX6-
1;NEUROG3;PAX4;PAX6;HNF1B

'p value was adjusted using the Benjamini and Hochberg method by WebGestalt.

Supplementary Table 6B. Functions of the genes that were hypomethylated in the better versus the poorer

prognostic group.

Category

Term

P Value Benjamini'

Genes

KEGG PATHWAY

KEGG_PATHWAY

hsa04060:Cytokine-
cytokine receptor
interaction

hsa04080:Neuroactive
ligand-receptor
interaction

2.11E-06 5.98E-04

6.63E-06 9.38E-04

OSMR, IL21R, CXCR1, TNFSF14,
CXCR2, IL15, TNFSF12, CXCL12,
IL17RA, TGFB2, IFNL1, CXCRS5, IFNG,
CSF3R, IL15RA, CSF2RB, IL13RAI,
LTB, IFNGR2, IL1A, LTA, IFNLRI,
LTBR, LIFR, CCL4L1, ACKR3, EDAR,
CD40, IL6R, IL22, INHBB, OSM,
IFNAR2, CCR7, CCR6, CCR4,
TNFRSF10D, EDA, CCL1, IL1R2, CSF2,
CCL3, TNF, IL22RA1, CXCLS5,
TNFRSF25, CCR1, CXCL3, CXCL2,
CCLS8, TNFRSFS, CNTFR, CCL4,
TNFRSF4, LIF, IL17A, CCL22,
TNFRSF1B, IL12RB1, IL23A, CCL23,
IL10RA, TNFRSF18, TNFRSF19, IL2RG,
CD27, EPO, IL4, IL2RA, TNFSF4, IL7,
L9, CCL16, CCL15, TNFSF8, CCLI11,
TSLP, CCL13, TNFSF10, CCL14,
CXCL16

GPRS3, F2RL2, F2RL3, MCHRI,
MCHR2, TACR3, THRB, GRIK2, GRIK3,
GRIK4, F2RL1, LHCGR, GABBRI,
LPARI, VIPR2, ADORAL1, SCTR,
HTRIB, SIPR1, GALRI, CHRNAS,
TAARS, HTR5A, GRID1, HTRIE,
PTGER2, GABRG3, PTGER3, PTGER4,
GZMA, NPBWR1, NPBWR2, GRIN2A,
CRHR1, GABRR3, CRHR2, CHRM4,
CHRM3, SSTR1, GRMS, HTR7, GRM6,
PTGDR, GIPR, GPR50, GLPIR, CTSG,
C3ARI1, AVPR2, DRD1, ADCYAPIRI,
TSHB, BDKRB2, ADRB3, APLNR,
P2RY6, HRH2, CNR2, NPFFR2,
ADRA2C, MC3R, GABRA2, GLRB,
GABRAI, GABRA4, OPRL1, GABRAG,
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KEGG_PATHWAY hsa04640:Hematopoietic 4.41E-05 0.004152929
cell lineage

GRIA3, GRIA4, NPY 1R, P2RY 10,
P2RY11, GRIAI, AVPRIB, MTNRI1B,
CHRNB4, ADRA1A, CHRNB3, CHRND,
CHRNB?2, CHRNBI1, NMBR, GHSR,
HTR2C, CHRNE, HTR2A, MTNRI1A,
CHRNG

IL1R2, CSF2, TNF, CDSA, MME,
ANPEP, ITGB3, DNTT, MS4A1, CSF3R,
CD22, CDS5, IL1A, EPO, CD7, IL4, CR1,
CR2, IL2RA, IL7, FLT3, CD3E, CDIC,
CDIB, CDI1A, ITGA3, IL6R, ITGA4,
CDIE, CDID, CD38, CD34, ITGAS,
CD33, HLA-DRA

'p value was adjusted using the Benjamini and Hochberg method by DAVID.
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