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Supplementary Figure 1: Alignment RabGAP domains. The RabGAP domain was identified based on the crystal structure of
TBC1D15 (Chen et al., 2017). It starts at position 47 (LKIL.) and ends at position 488 (..GSE). Conserved amino acids

based on this publication are marked in green.
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Supplementary Figure 2:
acids are labelled
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Alignment of TBC1D10 subfamily.

Conserved amino
in two members

in green. Amino acids that are identical
are labelled in yellow.
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TBC1D10A VEGFR2 NRP1
TBC1D10B VEGFR2 NRP1
TBC1D10C VEGFR2 NRP1 ——

Supplementary Figure 3: VEGFR2, NRP1, and TBC1D10A-C localize to the plasma membrane in
unstimulated PAE cells. PAE cells stably expressing VEGFR2 and NRP1 were transiently trans-
fected with TBC1D10A (A), TBC1D10B (B), and TBC1D10C (C). Cells were fixed without stimula-
tion with VEGF-A165a and immunostained for VEGFR2 and NRP1. Scale bar: 10 ym.




TBC1D10A RAB13-Q67L VEGFR2

RAB13-Q67L VEGFR2

RAB13-Q67L VEGFR2
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TBCTD‘E.B‘mF RAB13-Q67L VEGFR2

TBC1D10C RAB13-Q67L VEGFR2

RAB13-Q67L VEGFR2

Coexpression of TBC1D10A/ B/ C with a constitutive active form of RAB13.

(A) Coexpression of RAB13-Q67L with TBC1D10A induces filopodia in unstimu-
lated cells that are positive for VEGFR2. (B) Thirty minutes after stimulation with
VEGF A165a. (C) Coexpression of TBC1D10B with RAB13-Q67L. Filopodia in
unstimulated cells are negative for VEGFR2. (D) Thirty minutes after stimulation
with VEGF A165a, filopodia contain VEGFR2. (E) Coexpression of TBC1D10C
with RAB13-Q67L. Filopodia in unstimulated cells are positive for VEGFR2. (F)
Thirty minutes after stimulation with VEGF A165a, filopodia contain VEGFR2.
Scale bar: 10 pym.




