Table S2: Table of primers/oligos

Function Primer name Primer sequence (5°-3°)
GeCKO V2adaptor_F AATGGACTATCATATGCTTACCGTAACTTGAA
AGTATTTCG
library
sequencing V2adaptor R TCTACTATTCTTTCCCCTGCACTGTtgtgggcgatgtg
cgctetg
FO1 AATGATACGGCGACCACCGAGATCTACACTC

TTTCCCTACACGACGCTCTTCCGATCTtAAGTA
GAGtcttgtggaaaggacgaaacaccyg

F02 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTatACAC
GATCtcttgtggaaaggacgaaacaccy

FO3 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTgatCGC
GCGGTtcttgtggaaaggacgaaacaccg

FO4 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTcgatCAT
GATCGtcttgtggaaaggacgaaacaccg

F05 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTtcgatCGT
TACCATtcttgtggaaaggacgaaacaccg

F06 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTatcgatTC
CTTGGTtcttgtggaaaggacgaaacaccg

FO7 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTgatcgatA
ACGCAT Ttcttgtggaaaggacgaaacaccg

FO8 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTcgatcgat
ACAGGTATtcttgtggaaaggacgaaacaccg

F09 AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTacgatcgat
AGGTAAGGtcttgtggaaaggacgaaacaccg




F10

AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTtAACAA
TGGtcttgtggaaaggacgaaacaccy

F11

AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTatACTG
TATCtcttgtggaaaggacgaaacaccg

F12

AATGATACGGCGACCACCGAGATCTACACTC
TTTCCCTACACGACGCTCTTCCGATCTgatAGG
TCGCAtcttgtggaaaggacgaaacaccg

R universal CAAGCAGAAGACGGCATACGAGATGTGACTG
GAGTTCAGACGTGTGCTCTTCCGATCTTCTAC
TATTCTTTCCCCTGCACTGT
sgRNA ITGB2(3) HGLIbA_23779 GCAGCTGATTTCCGGAAACC
targets ITGAD(2) HGLibA_23750 AGTCATACAGCCGTCCCGTC
ITGAD(3) HGLib_23751 TGTGTCTCCAGACTCGTGGT
ITGAD(4) HGLib_23752 GGACCTACCTGGCGTGGCGT
ITGAL(1) HGLibB_23723 TACTGACCTTGCAGGAGAGA
ITGAL(2) HGLibB_23724 GGATTCCTGCATCACTGTGA
ITGAL(3) HGLibB_23725 TCCCCACAGTTCTTCTCAAA
ITGAM(2) HGLibA_23761 TACCAGTGCGACTACAGCAC
ITGAM(3) HGLibB_23726 TGACCTTCCAAGAGAACGCA
ITGAM(4) HGLibB_23727 CCCATGCACCTGTTAACAGA
ITGAX(1) HGLibA_23766 GGAGCTGACAGCCTTCCGTG
ITGAX(2) HGLibB_23732 CAAACCCAGCGCTGTCCACA
ITGAX(3) HGLibB_23733 GCAGCACTCCTCCTGTTCAC
IDAA primers | ITGAD(1) [sequence ITGAD(2)&(3)] F GTA AAA CGA CGG CCAGTG AAG TGG CAA

ATG CCAGGAATTTCCC

ITGAD(1) [sequence ITGAD(2)&(3)] R

AAG CGG GGG CAC AGTTGG G

ITGAD(2) [sequence ITGAD(4)] F

GTA AAACGACGGCCATTC TGC CTC CAG
GCC TGT GG

ITGAD(2) [sequence ITGAD(4)] R

TTC TCTCCT AGC CACACTCGGC




ITGAL(3) [sequence ITGAL(2)] F

GTA AAA CGA CGG CCATGT CTA GGT TGC
CAG CAA ATC

ITGAL(3) [sequence ITGAL(2)] R

CCC CAT ATC CCT AAG GCC AAT

ITGAL(4) [sequence ITGAL(1)&(3)] F

GTA AAA CGA CGG CCA TGG GAG GTA AGA
GGG GAG AA

ITGAL(4) [sequence ITGAL(1)&(3)] R

CCA AGA GAG GGA AGT GGT GT

ITGAM(3) [sequence ITAM(2)] F

GTA AAA CGA CGG CCA ATC CGG GTATGG
GCC ccC

ITGAM(3) [sequence ITAM(2)] R

AAG GAA CAC AGA GGG GTT GCC

ITGAM(4) [sequence ITAM(4)] F

GTAAAACGACGGCCATCTTTGCTT TGG
TGGCTT CC

ITGAM(4) [sequence ITAM(4)] R

TGT GGT CAT TCATCC AGGCT

ITGAM(5) [sequence ITAM(3)] F

GTA AAACGACGGCCATGC TTGATCCTT
CCCCCATT

ITGAM(5) [sequence ITAM(3)] R

ATT TGT GAG GTC CCT CCT GG

ITGAX(1) [sequence ITGAX(3)] F

GTA AAACGACGGCCATTCTTCCTT CCC
CTG GCC ACC

ITGAX(1) [sequence ITGAX(3)] R

ATC TCAGACCCTATGTGCCTGC

ITGAX(2) [sequence ITGAX(1)&(2)] F

GTA AAA CGA CGG CCAATG AGT TGG GTG
TCC AGA AGA CC

ITGAX(2) [sequence ITGAX(1)&(2)] R

TAG CTG TGA GAC CGT GCC TGC

ITGB2(5) [sequence ITGB2(1)&(2)] F

GTA AAA CGA CGG CCA AGT AGG TCC TGA
GTCCTT TCT GC

ITGB2(5) [sequence ITGB2(1)&(2)] R

TTC TGG GCAGCCCTGACACC

ITGB2(6) [sequence ITGB2(3)] F

GTA AAA CGA CGG CCA CAC CCT GAT AAG
CTG CGA AA

ITGB2(6) [sequence ITGB2(3)] R

TTG GCC GCT CGC AAAATGTTT AGG




