Figure S1

TGATGACATTGTTACTTGTGAATAGAATCAGGAGTTAGAAACTCATTTTTAATTGAAGAAAAAAAAAGTATAT

miR-378a-5p binding site
CCTTAAAAAGAAAAAAAAAAAAACAAATGTATTTATGGCTCTGATTACTGTGCCTGGGATTAACGTACTGCTTCCTT
GATTGTTTAACTATGCACTGTCACGAGGTGTTTGCTACTGAGCTGCGCTGCTGCTTCCCTGGTCCATGT

miR-148a-3p binding site

AGTCCTGGAGATACTGGGTGGCTTCTAAGTCCCCAGGAAAGAGGGGCTTGCCGTCACAGGTGTGAAGAAGAGA
GAGGTGTCTAGGGATCTTCTACCAAGTCCTGGTGTCTTTTGAGTGAGTTCCACTCGAGCTGTAACGAGAATCCCTT
CCCCCTGTCTACCCACACTTGGAGGGCACCTGTTTTTAGTGCTCAGAACCTTGAGTGCCTGTAGGGAAGGTGGGG
TAAGCTATGTTAGACCCATTCCACGGGGAAAGAGGATATAGTGCCCTGAGAGGTGAACTGTGAAATGTGCTGCCC
AAGGTCTCACGGCAGAGCAGTGAGCCACCTCTAGCCTCCTGACTGCTGGCCCCAGCCTGCGGCAGTAGTTAGCCT
AAAGATGCAAAAGTCAGAGACTGGAGGAGTGGAATTAGCTAAATTGAGCAATAGGCTAGAAGCCTAATAGCTCA
CTTGAGAATTGGGCCACCAGTTGACTCACCAGCATTAAGGCAAATTCAAGTTTCAGCACAGACTCAGGTGTCCCT
GAGCTTCGATCCTCGGTGTCCTGCGACTTATCCTGCCTGTGGATACCCCTCAAGGTTCTGAGATCCCTGCAAGCGG
TGCACAGACTTCACCTAGGGGCTGTCCTTTGCGGGCAGGGAGGGCAACTAGCAGCCCATTCCGATATCCTACAGT
GTCCCTGCCTGCCCCTCCTCTGTAAAGTTAGAGTTGCCGAGTGAGGGGTTGTACAGGTTGGGGGTGTGGACAAG
GCACTCCCAAGGAGCATTCACAGTGAGCTCCTCTTGACCCCGTTCTTGACTACTGTCAAAGCCATATCCAGTGTGA
CATTCTCTGGGTCCCCAGGGGCCCTTCTCGAGGGAGAGCCGGCTCTATGGGCAGAGTATCAGCTCTAATGCTTCAT
ATAGATCAGTTCCTCCTTGGTCTTGTGACATTTTCTCTCTTTCTCCCCCTCTCCATCCATTCATTCATTGTTCTGCCAAA
TAAGAAAGTTTGATTAATCAGCTGCTAATGACAGGCTTATTCCTTTGATAATTGGTGGTTAATTTTTTTTTTTAAGAT
TATCAAGTACCTCAGTAGAGAAAGTGAGCCATGATCTTGTGCTTGGTGTTGGGAAAAGTCTTCACCTATAGATAAG
GAGGCTGGCTCTAGCAGAAATAGGGGAACAGAGAATCTGTGTGTGAGATAGATCCCTTGGCCTCCCTAAACCCCA
GGTTCCCTTTCTGTGAAATGGACTGAGGAGCAAATTAGACAGCAAGAAGTCTTAGCAGCTACTCAGGCAGTACAT
AGTCACGCCTCCCCCCACCCCCCCCCCATACACACACACATCCTTGGGATGCAAACATAGTTAATTGATCATAAACA
CTAATTTTTTTGAGCCTGGTCGTGCTCTTAGAATACACAGTGCTCTAGGCAGGCATTATTAATTGGTCGGTGTTTTA
ACTGATTTGACATCCTGTTCTAATCTTTGGAAGACTATCATTGTAGAGCCATATGCTGGCTGGTTTTTATGCTGGCCG
TTCCTGTCATAACCTGATCCATGC

Figure S1. Sequence of full-length PGC13-OT1 based on sequencing of PGC1-
OT1 plasmid. The resulting RNA was 1759 nt in length. The regions highlighted in
red are predicted miRNA binding sites.



