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SI Figure 1: Family level flower visitor networks of mango orchard sites in a) Mareeba, 
QLD and b) Bundaberg during flowering in 2016. Black boxes indicate orchard sites. 
Visitor group labels colour coded to indicate shared groups (blue), unique groups (black) 
and unidentified visitors grouped to order (grey). 
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SI Table 1. Genera of shared families present in avocado across regions. 

SI Table 2. Genera of shared families present in mango across regions. 

-  specimens not identified any further than family 

+  additional specimens present, not identified to genus 

-  specimens not identified any further than family 

+  additional specimens present, not identified to genus 

* feral Apis cerana present 

  



SI Figure 2: Avocado orchard site visitation networks across three years a) 2015; b) 2016; and c) 2017 (sites 4 and 7 were not surveyed in 2017). 
Black nodes represent orchard sites and blue text indicates species groups present across all three years. 
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Apis mellifera (observed species strength = 
2.93, p < 0.001) 

Coccinella morphosp. 1 (observed species 
strength = 1.36, p-value  = 0.015) 

Apis mellifera (observed species strength = 
4.24, p < 0.001) 

Apis mellifera (observed species strength = 
2.3, p < 0.001) 

Stomorhina discolor (observed species 
strength = 1.04, p = 0.046) 

SI Figure 3: Null model distributions for species strength values (x axis) in avocado visitation 
pollinator networks and significant observed species in: a) 2015; b) 2016; and c) 2017. 
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SI Figure 4: Visitation network and null distribution models for orchard site specialisation (d’). Red lines indicate observed orchard site 
specialisation (d’) values. Region, crop & year: Top pair) Bundaberg avocado, 2015 and Bottom pair) Sunraysia avocado, 2015.  



 

SI Figure 5: Visitation network and null distribution models for orchard site specialisation (d’). Red lines indicate observed orchard site 
specialisation (d’) values. Region, crop & year: Top pair) Bundaberg mango, 2016 and Bottom pair) Bundaberg macadamia, 2016. 



 

SI Figure 6: Visitation network and null distribution models for orchard site specialisation (d’). Red lines indicate observed orchard site 
specialisation (d’) values. Region, crop & year: Top pair) Bundaberg avocado, 2016; and Bottom pair) Mareeba mango, 2016. 



SI Figure 7: Visitation network and null distribution models for site level specialisation (d’). Red lines indicate observed site level 
specialisation (d’) values. Region, crop & year: Bundaberg avocado, 2017. 



 

SI Table 3: Minimum adequate GLM models describing the influence of landscape 
composition on orchard site specialisation (d’). 
  



SI Table 3: Continued. 



 

 

 

  

SI Figure 8: Map indicating study regions. 
  



 

SI Table 4. Pollinator-crop visitation survey details. 
  



 

 

 

SI Table 5: Pollinator groupings. 
  

SI Table 6: Mean SVD values for different visitors. Mean ± se (n samples). 
  



SI Figure 9: ALUM Classification Scheme (ABARES 2016, The Australian Land Use 
and Management Classification Version 8, Australian Bureau of Agricultural and 

Resource Economics and Sciences, Canberra. CC BY 3.0.). 
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