Supplementary Table 9. Primer sets used for Sanger sequencing

GENE REF ALT SAMPLE X20 FASTA PRIMER
KCNB2 -1 A GO5 GCCTCTCACTTGCAGATGAAGTTCCCAACCGACCTCCCAGGGACAGAAGAG || o pov o . CGCAGCACATCAGTACCATC 50.07
CTTAGAAGAAACCCCCTCCCAG CACCAAAGAGCTAGGGGCC RIGHT PRIMER ; AAGTCTTCGTCGTCACCAGT 56.97 (199bp)
KCNB2-1 C A G18 CCCCGTTTCTAACTCTATCCAGAGAGAAAGGACCTGCTGCCAGGGATGGCA : : P
KCNB2 -2 c T G14 AGGATTTGCTGACTTGGACTTTTCTCTTTTCCAGATCCTGGCCATCGTGTCTA | Lor bo o . TGATTTGCTGGECATCTTGE 59.47
TCATGCGCATCCTCAGGATCCTGAAACT( TCCTGTTCATTGTGCTT RIGHT PRIMER ; GTGAAACCCAGAGACTGCAG 58.48 (174bp)
KCNB2 -2 G T G16 TCCACCATTGCTTTGTCTCTCAATACGCTGCCGGAGCTGCAGGAAACGGACG : ' P
JAK3-1 A G Go3 GCTGACCCC GAAACAGACCAGAGAGGGTGGGTCACTTGCCCAAGGTCACACAGCAAGTTA oo oo . GCTATCCTTGACCTGCCAGT 50.46
GGGGTCAGC AAGGTACAAGCTGGGCTCT RIGHT PRIMER ; GTTGTTAACCTGCAGACCCC 58.76 (197bp)
JAK3-1 A G G13 GTGAGGCCTCCGCAGAATCTGTCCCTCGCCCCCACCATAATGTCACTCCTAC ' ' P
JAK3 2 c T o4 CTCCCGAGC GGCAGGAGACCAGGGTGCAAGTGTGGAAGGGAAGT TCATTGGAAGCT TGAG [LEFT PRIMER T CAATGTCTCTGCCCGGAAG 58.23
GCTCGGGAG CAAGGGCCTTGAATGCCAG RIGHT PRIMFR ' GGTGAGCACTGAGGGAATGA 59 28 (197hn)
JAK3-3 G | A G09 GCTCGCTGC GGAGTTCGAGACCAGCSiéCCAAﬁZggégg‘éCAgCCCGTCTCTACTAAAA LEFT PRIMER ; ACCTTCCCCAGTCATTCCTG 59.00
JAK3-3 G A G16 GCAGCLGAGC TGGTGGTGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAA | R ICHT PRIMER ; GGTGGGAAGAACAGCCTAGA 58.72 (16bp)
JAKI -1 G A G16 GAAGGCAGA CICIGACTGITATCICAGIGAGIGCTTATGCCTIGTIGAGGTAGGTACACCATT LEFT PRIMER ; AGCCTCAGACTGATGGATGT 556.1Z2
GTTACCATCTCCATTCACTGOTGAGGATCTTGAGGCATAAGAGGTCAAGTAA RIGHT PRIMER - ATTACCCAGGACAGAGTGCC 59 N9 (217hn)
JAK1 -2 C T G03 CTCACGGGC CACGAAGCCCAATGAGATACGTIGCCACTATTTAGCCACATICAGIGATGAG LEFT PRIMER ; TCACACAGATGAT TGGCAGC 58.54
GGAGCTGGAGCCAAGGGGCACCTGTGATGTGCCTAAGTCACACAGATGATT RIGHT PRIMFR ' CTGAGCTTGATGAATGGGCC KRR 97 (240hn)
C A G10 TGTACTCTGAGGCCGAGTAGTGTCCACTGAAGTGGACTGTCGTAAGGGGAT _
JAK1 -3 GTAGCTCAGTGTTTGGCA GAAGGAGAGGACCGTGCCACAGACCAGGTTCCAGACATGGCTATTTTTATG :;'IE(ELTP F;IRl\flaFéé(-:2g{?STAgcc;:TATGTGcTTTGCgTAGGcQ;C:C?ézgs (215bp)
T G G16 CCTACAGATATCATGGTGGAAGAGTTTGTGGAAGGGGGTCCTCTGGATCTCT : ' P
JAK] -4 C A G16 GAAACTCAG CIIGIGCAGAITAITAIAITTATICAGIGIGIAGATTATTICAAGCAIGAAALTIC LEFI PRIMER ; IGCAIGICIAGIGGAGCAGIGA b9.10

GTGTCTTCTCTGGAAAATCCCGACTTGAGTACTGTTACAAAGTCAAGACGAT

RIGHT PRIMFR - CCAAGGAAGAGAAAGCCAGC 58 83 (205hn)




	Sheet1

