SUPPLEMENTARY FIGURE LEGENDS
Supplementary Figures S1-S6: (n = 4/genotype for Serpinb3a-/- and Serpinb3a+/+Balb/c background
strain)

Fig. S1. Percentage confluence of Serpinb3a~ and Serpinb3a™* Balb/c background bone marrow cells.

Fig. S2. Numbers of cobblestone islands for Serpinb3a~~ and Serpinb3a** Balb/c background bone marrow

cells.

Fig. S3. Day 7 cell colony counts for Serpinb3a™~ and Serpinb3a** Balb/c background bone marrow cells.

-

Fig. S4. Day 14 cell colony counts for Serpinb3a”~ and Serpinb3a™" Balb/c background bone marrow cells.

Fig. S5. Increased 10 Gy radiation-induced mRNA for transcription factors in Serpinb3a~~ mouse cells.

Fig. S6. Panel A: Serpinb3a™~ mouse plasma proteins over 5 days after 8 Gy TBI. Panel B: Marrow stromal
cell line proteins over 24 h after 10 Gy irradiation.

SUPPLEMENTARY TABLES

Table S1. Weekly measurement of percentage confluence of adherent layer of Serpinb3a~~ mouse
LTBMCs.

Table S2. Weekly cobblestone islands in adherent layer of Serpinb3a”~ LTBMCs.

Table S3. Weekly production of nonadherent cells per flask of Serpinb3a” mouse LTBMCs.

Table S4. Weekly production of nonadherent cells per flask that contain day 7 colony-forming
hematopoietic progenitor cells.

Table S5. Weekly production of nonadherent cells per flask that contain day 14 colony-forming

hematopoietic progenitor cells.
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Supplementary Figure S2:

Cobblestone Islands per Flask
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Supplementary Figure S3:
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Supplementary Figure S4:
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Transcription Factors in Serpinb3a-/- Mouse Cells.
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Supplementary Figure S5: Increased 10 Gy Irradiation-Induced mRNA for
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Supplementary Figure S6: A) Serpinb3a-/- Mouse Plasma Proteins Over 5 Days Post-8 Gy TBI;

and B) Marrow Stromal Cell Line Proteins Over 24 Hours After 10 Gy Irradiation.
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Supplementary Figure S6B:
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Supplementary Tables S1 - 5:
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Supplementary Table S1: Weekly measurement of percent confluence of adherent layer

of Serpinb3a-/- mouse LTBMC:s.

group Week 1 Week 2 Week 3 Week 4 Week 5

Serpinb3a-/- 41.946.6 48.846.3 34.443.1 74.4+5.5 78.86.6
(n=4) (n=4) (n=4) (n=4) (n=4)

Serpinb3a+/+ 26.9+2.4 48.1+2.4 41.9+2.4 75.6+1.3 78.1+2.4
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)

p=0.0052 p=0.8588 p=0.0090 p=0.6872 p=0.8648

group Week 6 Week 7 Week 8 Week 9 Week 10

Serpinb3a-/- 88.1+4.3 93.8+1.4 95.0£0.0 95.0£0.0 95.0£0.0
(n=4) (n=4) (n=4) (n=4) (n=4)

Serpinb3a+/+ 86.9+3.8 94.4+1.2 95.040.0 95.040.0 95.040.0
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)

p=0.6754 p=0.5370 p=1.0000 p=1.0000 p=1.0000

group Week 11 Week 12 Week 13 Week14 Week 15

Serpinb3a-/- 95.0£0.0 95.0£0.0 95.0£0.0 95.0£0.0 95.0£0.0
(n=4) (n=4) (n=4) (n=4) (n=4)

Serpinb3a+/+ 95.040.0 95.040.0 95.040.0 95.040.0 95.040.0
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)

p=1.0000 p=1.0000 p=1.0000 p=1.0000 p=1.0000

group Week 16 Week 17 Week 18 Week 19 Week 20

Serpinb3a-/- 95.0£0.0 95.0£0.0 95.0£0.0 95.0£0.0 95.0£0.0
(n=4) (n=4) (n=4) (n=4) (n=4)

Serpinb3a+/+B 95.0£0.0 95.0£0.0 95.0£0.0 95.0£0.0 95.0£0.0
alb/c (n=4) (n=4) (n=4) (n=4) (n=4)

p=1.0000 p=1.0000 p=1.0000 p=1.0000 p=1.0000

Analysis of weekly percent confluence of adherent cells, where data are summarized as mean +
standard deviation, n is the number of mice used, and p is the p-value for comparison between
Serpinb3a-/- and Serpinb3a+/+ Balb/c background strain groups with the two-sided two sample

t-test. Significant p-values are shown in red color.
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Supplementary Table S2: Weekly cobblestone islands in adherent layer of

Serpinb3a-/- LTBMCs.

group Week 1 Week 2 Week 3 Week 4 Week 5
Serpinb3a-/- 99.6+41.4 354.3+106.4 121.9+64.2 110.5+45.4 85.1+26.6
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 13.045.0 140.0+46.3 106.5+18.5 258.5+39.2 257.5+89.6
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=0.0239 p=0.0102 p=0.6617 p=0.0026 p=0.0102
group Week 6 Week 7 Week 8 Week 9 Week 10
Serpinb3a-/- 97.8+44.6 332941264 | 621.54293.9 | 1107.64511.3 | 1222334255
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 223.0445.2 306.3%55.8 371.0+126.0 553.3+145.0 778.0+197.8
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=0.0076 p=0.7132 p=0.1682 p=0.0820 p=0.1071
group Week 11 Week 12 Week 13 Week14 Week 15
Serpinb3a-/- 1454.9+540.9 1637.5+735.0 1533.6+544.2 1452.8+428.4 1315.9+368.2
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 891.5+82.7 1100.0£224.6 985.0+193.7 884.5+272.6 857.5+256.5
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=0.1275 p=0.2114 p=0.1062 p=0.0665 p=0.0871
group Week 16 Week 17 Week 18 Week 19 Week 20
Serpinb3a-/- 962.0+364.6 1082.6+482.0 946.3+463.5 837.9+432.9 760.5+308.9
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 962.0+99.7 880.5+99.1 638.0+215.6 563.5+211.6 570.0+311.8
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=1.0000 p=0.4673 p=0.2732 p=0.2981 p=0.4187

Analysis of the numbers of cobblestone islands, where data are summarized as mean * standard

deviation, n is the number of mice used, and p is the p-value for comparison between

Serpinb3a-/- and Serpinb3a+/+ Balb/c background strain groups with the two-sided two sample

t-test. Significant p-values are shown in red color.




Supplementary Table S3: Weekly production of nonadherent cells per flask of

Serpinb3a-/- mouse LTBMCs.

group Week 1 Week 2 Week 3 Week 4 Week 5
Serpinb3a-/- 3.6+0.3 2.3+0.9 8.143.7 13.1#3.3 16.743.2
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 3.320.5 1.1+0.2 1.0£0.3 2.9+0.8 11.542.5
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=0.3401 p=0.0669 p=0.0295 p=0.0069 p=0.0466
group Week 6 Week 7 Week 8 Week 9 Week 10
Serpinb3a-/- 15.041.8 13.0+3.9 10.442.7 12.243.7 10.0£1.0
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 11.5+1.5 7.4%2.4 5.3+2.1 4.7+1.9 5.2+1.1
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=0.0255 p=0.0520 p=0.0260 p=0.0109 p=0.0006
group Week 11 Week 12 Week 13 Week14 Week 15
Serpinb3a-/- 8.7+2.3 9.242.2 7.141.2 52422 53422
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 5.7+1.2 7.0+1.1 4.241.7 3.742.3 3.6+1.7
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=0.0579 p=0.1199 p=0.0296 p=0.3884 p=0.2648
group Week 16 Week 17 Week 18 Week 19 Week 20
Serpinb3a-/- 3.6+1.8 4.241.1 3.3+1.1 2.240.2 2.440.2
(n=4) (n=4) (n=4) (n=4) (n=4)
Serpinb3a+/+ 3.2¢1.2 3.4+1.3 2.0£0.9 1.7¢1.0 2.0£0.9
Balb/c (n=4) (n=4) (n=4) (n=4) (n=4)
p=0.6837 p=0.4293 p=0.1120 p=0.3894 p=0.4531

Analysis of weekly non-adherent cell number (x1000000) data, where data are summarized as

mean = standard deviation, n is the number of mice used, and p is the p-value for comparison

between Serpinb3a-/- and Serpinb3a+/+ Balb/c background strain groups with the two-sided two

sample t-test. Significant p-values are shown in red color.




Supplementary Table S4: Weekly production of nonadherent cells per flask that contain

day 7 colony forming hematopoietic progenitor cells.

group Week 1 Week 2 Week 3 Week 4 Week 5

Serpinb3a-/- 13.042.6 111.3+13.6 84.7+7.4 16.043.5 14.3415
(n=3) (n=3) (n=3) (n=3) (n=3)

Serpinb3a+/+ 13.7+3.8 24.3+6.4 126.7+1.5 87.0£10.4 33.7+3.8
Balb/c (n=3) (n=3) (n=3) (n=3) (n=3)

p=0.8149 p=0.0006 p=0.0006 p=0.0004 p=0.0012

group Week 6 Week 7 Week 8 Week 9 Week 10

Serpinb3a-/- 8.743.8 6.7+0.6 8.042.6 12.0£2.0 11.742.5
(n=3) (n=3) (n=3) (n=3) (n=3)

Serpinb3a+/+ 12.7+0.6 9.742.3 7.0+1.7 7.742.9 7.742.1
Balb/c (n=3) (n=3) (n=3) (n=3) (n=3)

p=0.2065 p=0.0944 p=0.6130 p=0.0994 p=0.1012

group Week 11 Week 12 Week 13 Week14 Week 15

Serpinb3a-/- 8.343.2 6.3+0.6 9.3415 9.742.3 5.742.9
(n=3) (n=3) (n=3) (n=3) (n=3)

Serpinb3a+/+ 7.3¢1.2 3.0¢1.7 6.313.2 5.3+1.5 6.0¢1.7
Balb/c (n=3) (n=3) (n=3) (n=3) (n=3)

p=0.6388 p=0.0341 p=0.2181 p=0.0535 p=0.8722

group Week 16 Week 17 Week 18 Week 19 Week 20

Serpinb3a-/- 5.341.2 5.042.0 1.741.2 5.340.6 17.742.9
(n=3) (n=3) (n=3) (n=3) (n=3)

Serpinb3a+/+ 3.7¢1.2 3.741.2 3.0¢1.0 3.7¢1.2 5.7+¢1.5
Balb/c (n=3) (n=3) (n=3) (n=3) (n=3)

p=0.1518 p=0.3739 p=0.2051 p=0.0890 p=0.0031

Analysis of day 7 colony counts at each week, where data are summarized as mean + standard
deviation, n is the sample size, and p is the p-value for comparison between Serpinb3a-/- and
Serpinb3a+/+ Balb/c background strain groups with the two-sided two sample t-test. Significant

p-values are shown in red color.
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Supplementary Table S5: Weekly production of nonadherent cells per flask that contain

day 14 colony forming hematopoietic progenitor cells.

group Week 1 Week 2 Week 3 Week 4 Week 5
Serpinb3a-/- 23.0+4.4 130.748.0 93.0415.7 19.342.1 17.0£2.0
(n=3) (n=3) (n=3) (n=3) (n=3)
Serpinb3a+/+ 17.740.6 29.0£3.0 139.0+3.6 96.0+11.3 39.0+7.8
Balb/c (n=3) (n=3) p<0.0001 (n=3) (n=3) (n=3)
p=0.1661 p=0.0078 p=0.0003 p=0.0091
group Week 6 Week 7 Week 8 Week 9 Week 10
Serpinb3a-/- 12.743.8 7.7+¢1.2 9.042.0 13.7415 12.346.7
(n=3) (n=3) (n=3) (n=3) (n=3)
Serpinb3a+/+ 16.7+3.8 11.0+3.6 8.0+1.0 9.3+1.5 9.7+2.1
Balb/c (n=3) (n=3) (n=3) (n=3) (n=3)
p=0.2653 p=0.2020 p=0.4818 p=0.0255 p=0.5441
group Week 11 Week 12 Week 13 Week14 Week 15
Serpinb3a-/- 10.0+4.0 5.3+1.2 9.741.2 11.043.6 6.7+2.5
(n=3) (n=3) (n=3) (n=3) (n=3)
Serpinb3a+/+ 8.7+1.5 4.0+1.7 6.3+4.0 6.0+1.0 8.742.5
Balb/c (n=3) (n=3) (n=3) (n=3) (n=3)
p=0.6183 p=0.3295 p=0.2415 p=0.0816 p=0.3855
group Week 16 Week 17 Week 18 Week 19 Week 20
Serpinb3a-/- 6.7+0.6 6.7+2.3 2.0+1.7 7.341.5 21.744.7
(n=3) (n=3) (n=3) (n=3) (n=3)
Serpinb3a+/+ 5.0+1.0 3.3+0.6 4.0+1.0 4.3+0.6 7.0£0.0
Balb/c (n=3) (n=3) (n=3) (n=3) (n=3)
p=0.0668 p=0.0723 p=0.1583 p=0.0335 p=0.0329

Analysis of day 14 colony counts at each week, where data are summarized as mean + standard
deviation, n is the sample size, and p is the p-value for comparison between Serpinb3a-/- and
Serpinb3a+/+ Balb/c background strain groups with the two-sided two sample t-test. Significant

p-values are shown in red color.
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