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Supplementary Figure 1. Partial ORF alignment of homologous plant NOXs from A. 
thaliana (At5g60010, At3g45810),  P. trichocarpa (PtB9HCK1, PtB9IGS8) and O. sativa
(OsA2WWR0, OsQ8S1T0). Arrows indicate the conserved domains used to design 
degenerated primers forward and reverse. 



Supplementary Figure 2. Genomic sequence of olive pollen OeRbohH with introns location (grey 
boxes). Location and length in bp (in brackets) are indicated.



Supplementary Figure 3. OeRbohH introns are conserved.  Amino acid alignment  of  Rbohs from A. 
thaliana, V. vinifera, M. truncatula, M. domestica, R. communis, and  P. trichocarpa. Introns location 
is conserved (red boxes).



Supplementary Figure 4. (A) SDS-PAGE of crude protein extracts of E.coli after induction of the 
expression. S: soluble fraction. P: precipitate; 1: negative control (pET51b); 2: expression construct 
(pET51b-OeRbohH). Arrows indicate the 3 bands which were later identified by  LC-ESI-MS as such 
OeRbohH. (B) Western-blot using an anti-HisTag antibody in the insoluble fraction of the extract. (C) 
Western–blot using the anti–OeRbohH antibody in olive pollen protein extracts subjected to native-
PAGE. The imuno-reactive band in the blot match the NADPH oxidase activity band in parallel in gel 
activity assays (D). MP, mature pollen; GP: germinated pollen. 



Supplementary Table 1. List of primers used in this study.



Supplementary Table 2. Identification  from samples 1, 2 and 3 and peptide summary obtained by 
LC-ESI-MS/MS. Taxonomy: Viridiplantae (Green Plants). 


