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Table S1: List of strains used in this study.

Strains/ Plasmids Description Source
C. parapsilosis
ATCC 22019 Reference strain
SMI 416 Isolate from bloodstream infection 1
SMI 501 Isolate from bloodstream infection 1
SMI 630 Isolate from bloodstream infection 1
SMI 661 Isolate from bloodstream infection 1
SMI 681 Isolate from bloodstream infection 1
SMI 694 Isolate from bloodstream infection 1
SMI 706 Isolate from bloodstream infection 1
SMI 798 Isolate from bloodstream infection 1
SMI 828 Isolate from bloodstream infection 1
SMI 416 berlA BCR1 deletion in SMI 416 This study
ATCC 22019 bcrlA BCR1 deletion in ATCC 22019 This study
I:EI((::;: 122019 berlA + BCR1 complementation in ATCC 22019 bcrlA strain This study
Plasmids
pBCR1CpM2 pSFS4 containing left and right flanking region of BCR1 )
gene
PBCRICPMK1 Lgft flanking reg!on of .BCRl in pBCRlF:pMZ is replaced .
with BCR1 gene mcludlng upstream region
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Figure S1: Impact of different concentrations of the divalent cations cobalt (Co?*),
copper (Cu?*), iron (Fe3*), nickel (Ni?*) and zinc (Zn?*) as nitrate salts on the biofilm
forming ability of no (SMI 416), low (SMI 706) and high (SMI 828) biofilm formers of
C. parapsilosis after 48 h at 37 °C (A, B and C) and 30 °C (D, E and F). Biofilms
developed on a polystyrene surface in 96 well plates were stained with crystal violet and
the ODg,, was measured after dissolution in 30% acetic acid. Graphs represent the mean
values calculated from three independent experiments with three biological replicates
each. Error bars indicate the standard deviation.
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Figure S2: Impact of different concentrations of Mn2* on biofilm forming ability of no
(SMI 416 and ATCC 22019), low (SMI 706) and high (SMI 828) biofilm formers of C.
parapsilosis at 37 °C after 48 h. Biofilms were developed on a polystyrene surface in 96
well plates were stained with crystal violet and the ODg,, was measured after dissolution
in 30% acetic acid. Graphs represent the mean values calculated from three independent
experiments with biological replicates each and error bars indicate the standard deviation.
Statistical significance of the differences in biofilm formation in the presence of Mn?*
compared to 0 mM Mn?Z* was determined by one-way ANOVA (ns-not significant, *P <
0.05, **P < 0.01 and ***P < 0.001).
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Figure S3: Impact of Mn?* on the biofilm forming ability of C. parapsilosis ATCC
22019, SMI 501, SMI 630, SMI 661, SMI 681, SMI 694 and SMI 798 at 30°C after 48
h. Biofilms were developed on a polystyrene surface in 96 well plates were stained with
crystal violet and the ODg,, was measured after dissolution in 30% acetic acid. Data
points represent the mean values calculated from three independent experiments with
three biological replicates each and error bars indicate the standard deviation.
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Figure S4: Impact of Mn?* on the attachment of C. parapsilosis strains SMI 416 and
ATCC22019, and their derivates. Attachment of wild type (SMI 416 and ATCC
22019), their BCR1 mutants (SMI 416 bcrlA and ATCC 22019 bcrlA), and BCR1
complementation (ATCC 22019 bcrlA+pBCR1) at 30 °C after 3 h of incubation (A and
B). Relative attachment was calculated with attachment of the respective wild type at 0
mM Mn2* set as 100%. Cells were allowed to attach to a polystyrene surface in 96 well
plates and were subsequently stained with crystal violet. The ODg,, was measured after
dissolution of the crystal violet in 30% acetic acid. Graphs represent the mean values
calculated from three independent experiments with three biological replicates each
and error bars indicate the standard deviation. Statistical significance of the differences
in attachment in the presence of 2 mM Mn?* compared to 0 mM Mn?2* was calculated
by one-way ANOVA (ns-not significant).
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Figure S5: Cell viability in biofilms of C. parapsilosis SMI 416 wild type formed after 48
h at 30 °C in the presence of 2 mM Mn?*, (A) live cells; (B) dead cells; and (C) live/dead
cells. Cells were stained with the LIVE/DEAD™ BacLight™ Viability Kit according to

the manufacturer’s instructions.




Figure S6: Impact of different concentrations of Mn2* on the biofilm forming ability
of wild type (SMI 416 and ATCC 22019), their bcrlA mutants (SMI 416 bcrlA and
ATCC 22019 bcr1lA) and BCR1 complementation (ATCC 22019 bcr1lA+pBCR1) at 37
°C (A and B). Biofilms developed on a polystyrene surface in 96 well plates were
stained with crystal violet and the ODg,, was measured after dissolution in 30% acetic
acid. Graphs represent the mean values calculated from three independent experiments
with three biological replicates each and error bars indicate the standard deviation.
Statistical significance of the difference in biofilm formation (wild type SMI 416 and
SMI 416 bcrlA) in the presence of Mn?* compared to 0 mM Mn?* was calculated by
one-way ANOVA (ns-not significant, **P < 0.01, and ***P < 0.001).

A
0.2 -

* ko SMI 416
= SMI 416 berIA

ns ns
0.05 - {
:[ *k ok
0 T T T i_\
1 2 10

B Mn2* (mM)

o
-
(6]

Biofilm formation (ODg,)
o
H

o
N
)

Xk ATCC 22019
m ATCC 22019 bcrlA
m ATCC 22019 bcrlA + pBCR1

©

[EEN

a1
1

Biofilm formation (ODy,)
(@]
[E=Y




Figure S7: Pseudohyphae (A) and hyphae (B, C and D) stained with
Calcofluor white (CFW).




Figure S8: Multiple sequence alignment of Bcrl of C. viswanathii, C. tropicalis, C.
dubliniensis, C. albicans, L. elongisporus, C. parapsilosis and C. orthopsilosis.
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