Table S1 Mutant lines and measurement regime used in this study.

a) Number in
Loci affected Mutant Subdivision T-DNA identifier Mutant type Created/First described by supplement
al data
AT1G69690 tepls SALK_011491 et Alonso et al., 2003 20
function
AT3G47620 - AT1G69690 tepld tepls TCP15- SALK_011491 fllﬁfcstz; Kieffer et al., 2011 19
m m likes Loss-of-
AT1G58100 - AT1G69690 tep8 tepl5 SAIL_656_F11 - SALK_011491 P In house 6
AT1G58100 tcp8 SAIL-656-F11 fmss’.“‘ Aguilar-Martinez et al., 2013 10
unction
AT3G27010 - AT1G58100 1ep20 tep8 SALK_041906 - SAIL_656_F11 fl“ffhfn Danisman et al., 2013 3
TCP20- -of-
Class T AT2G45680 tep9 atsorsrdf SALK_035853 fllﬁfcst;i Danisman et al., 2012 2
TCP T = e mas Loss-of- .
AT2G45680 - AT3G27010 tep9 tep20 SALK_035853 - SALK_041906 function Danisman et al., 2012 1
AT3G27010 tep20 SALK_041906 é‘:‘s;‘fn Danisman et al., 2013 2
AT5G51910 - AT3G27010 tep19 tep20 SALK_024434 - SALK_041906 é‘f,i“fh Danisman et al., 2013 17
AT3G27010 - AT1G72010 tcp20 tep22 SALK_041906 - SALK_045755 fllﬁfcstz; In house 18
AT5G51910 - AT1G72010 tep19 tep22 SALK_024434 - SALK_045755 fl“ffhfn In house 16
AT5G51910 - AT3G27010 - SALK 024434 - SALK_041906 - Toss-of-
AT1G72010 tepl9 tep20 tep22 SALK 045755 function In house 15
AT5G60970 tep5 SM_3_29639 s Efroni et al., 2008 22
function
AT5G60970 - AT3G02150 - ) Loss-of- -
AT5G08070 teps tep13 tepl7 SM_3_29639 - SM_3_23151 - SALK_147288 function Efroni et al., 2008 11
AT5G60970 - AT3G02150 - miR-3TCP: .... - Toss-of- - -
AT5G08070 1ep519.17 Artificial miRNA overexpression function Efroni et al., 2008 5
AT5G60970 PATMLI1:TCP5 CIN Overexpression of TCP5 in epidermis Gam-'of- Van Es et al., 2018 13
function
AT3G02150 pATMLI:TCP13 Overexpression of TCP13 in epidermis Caiingi® In house 12
Class IT f““““’f“
TCP AT2G31070 tepl0 SALK_137205 IemEE Alonso et al., 2003 23
T function
ATAG18390 - AT1G53230 - - :
. . P Jjaw-D: likes . . Loss-of- .
AT3G15030 AT2G31070 - 1ep2-3-4.-10.-24 Overexpression of miR319 functi Palatnik et al., 2003 14
AT1G30210 Cp&y-0,%,- 10, unction
AT3G18550 brel/tepl8 SALK_091920 fl“ffhfn Aguilar-Martinez et al., 2007 21
AT1G68800 bre2/tepl2 SALK_023116 o Aguilar-Martinez et al., 2007 7
function
AT1G68800 - AT3G18550 brelbre2 SALK_091920 - SALK_023116 fl“ffhfn Aguilar-Martinez et al., 2007 4
Control Col0 "WUR" Wild type background for gain-of-function mutants pATMLI1:TCP5 and pATMLI1:TCP13 8
lines Col0 "NASC" Wild type background for loss-of-function mutants, T-DNA and artificial miRNA 9

b)

Growing and measurement scheme
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(a) Mutant and overexpression lines and wild type controls used in this study. Shown are the affected loci, mutant name,
devision in sub-groups for analyses, the T-DNA or construct identifier, the type of mutant, and reference to the paper in
which the lines were initially described. The number in the column on the right is a unique identifier, which is used as
reference in all graphs. (b) Shows how the measurements were scheduled during each 24 hr cycle in the rosette stage.
Day time is depicted in yellow and night time in grey. Measurements include near infrared reflectance (NIR) and pulse-
amplitude-modulation (PAM), as measure for ®PSII.




