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Proteomics label-free vs RNA-Seq 
(n=92, g=383)  

Proteomics TMT vs RNA-Seq 
(n=92, g=439)  

Proteomics label-free vs Proteomics TMT 
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80.43% significant positive 
correlation 
(adj P<0.01) 

95.67% positive correlation 
80.95% significant positive 
correlation 
(adj P<0.01) 

98.95% positive correlation 
91.7% significant positive 
correlation 
(adj P<0.01) 

J L K 

RNA-Seq RNA-Seq Proteomics (Label Free) 

P
ro

te
om

ic
s 

(L
ab

el
 F

re
e)

 

P
ro

te
om

ic
s 

(T
M

T)
 

P
ro

te
om

ic
s 

(T
M

T)
 

M N O Spearman’s correlation Spearman’s correlation Spearman’s correlation 

H 

I 

Prospective Colon tumor (N=100) 

N
C

I-6
0 

ce
ll 

lin
es

 (N
=6

0)
  

G 
p < 2.2x10-16   
r = 0.69 

TMT Plex 

TMT Plex 


