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Supplementary Figure 1 

 
Supplementary Figure 1. TH1-derived TFH1-like cells express genes associated with TFH 

differentiation and function. (A-C) qRT-PCR analysis of the indicated genes in TH1 and TFH1-

like cells. For ‘C’, cells were stimulated for 2h with PMA and Ionomycin prior to harvest and 

analysis of gene expression. Samples were normalized to Rps18 and are represented relative to 

the TH1 sample (mean of n = 4-8 ± s.e.m.). *P < 0.05, **P < 0.01, ***P < 0.001; unpaired 

Student’s t-test). 
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Supplementary Figure 2 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure 2. TFH-associated genes are differentially expressed between TFH1- 

and TFH0-like cell populations. (A-C) qRT-PCR analysis of the indicated genes in TFH1-like and 

TFH0-like cells. Samples were normalized to Rps18 and are represented relative to the TFH1-like 

sample (mean of n = 4-8 ± s.e.m.). *P < 0.05, **P < 0.01, ***P < 0.001; unpaired Student’s t-

test). 
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Supplementary Figure 3 

 

 
 

Supplementary Figure 3. Icos expression in TFH1-like cells is dependent on IL-12 

signaling. (A) qRT-PCR analysis of indicated genes in TFH1-like cells cultured in the presence 

and absence of IL-12. Samples were normalized to Rps18 and are represented relative to the 

TFH1-like sample cultured with IL-12 (mean of n = 3 ± s.e.m.). (B) Flow cytometry analysis of Icos 

expression on TFH1-like cells cultured with or without IL-12. Shown are representative data from 

three independent experiments. Mean fluorescence intensity (MFI) is also shown (mean of n = 3 

± s.e.m.). **P < 0.01, ***P < 0.001; unpaired Student’s t-test. 

0

2000

4000

6000

8000

0.0

0.5

1.0

1.5

Cxcr5 Btla Sh2d1a Cd40l Icos 

E
xp

re
ss

io
n 

(r
el

at
iv

e)
  

*** 

Icos

%
 M

ax
im

um
 

w/ IL-12 

w/o IL-12 

Iso. 

Ic
os

 (g
eo

M
FI

)  

** 
w/ IL-12 
w/o IL-12 

NS 

NS 
NS 

NS 
w/ IL-12 
w/o IL-12 

A 

B 



Supplementary Figure 4 
 
 
 
 
 
 

 

 

 

 

 

Supplementary Figure 4. STAT3 activation and Bcl6 expression are independent of 

autocrine signals from IL-21 in TFH1-like cells. (A) Flow cytometry analysis of IL-21R cell 

surface expression on wildtype (WT) and IL-21R-/- TFH1-like cells (to confirm IL-21R deletion). 

Shown are representative data from three independent experiments. (B) Immunoblot analysis of 

STAT3 activation (pSTAT3 Y705) in WT and IL-21R-/- TFH1-like cells. STAT3 and β-actin are 

shown as controls for total STAT3 and equal protein loading, respectively. Image shown is 

representative of three independent experiments. (C) qRT-PCR analysis of Bcl6 transcript 

expression in WT and IL-21R-/- TFH1-like cells. Data were normalized to Rps18 and are 

presented relative to the WT sample (mean of n = 3 ± s.e.m.). 
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   Figure 1c 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure 5. Original and uncropped scans of immunoblots. 


