Figure S1 (related to Figure 4)
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Figure S2 (compared with Figure 4)
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gure S3 (compared with Figure S1)

' 3 B : g x . D " : d F .
Proliferation Proliferation Proliferation Proliferation Survival Survival
L Rl 15 R=0.2283 1 ReQa2T4 &l R=0.1884 -2 Re03626 @ ' R=0.08040
§ fobm - g P=0.016 ? P=0.1828 % P=0.04TT % P05 & . P=0.4016
Sis L . . F g &1 ¢ =y 34 . . Fu2 Tyt .
IR = TX 2, : g S : °- U pdapat, fL.
% . - a ot .t . §ﬁ E‘ v LD . T g‘n " s 2
Em e 3 7 _‘- 5y N E *ee T B oed r.."l-"
] 85 » . H - - » H L
£s [ % =10 @ 5 ] .,
8 g E: g & i .
& g g . & & S
0+ 4 o ol 2 u gl } d gl
a 2 =] 1] 1 2 3 E] 4 ] 1 2 a3 -2 - o 1 2 -3 2 A ] 1 2 -3 2 - ] 1 2 -3 2 -4 ] 1 2
Exprassion of TRIMT1{Log2) Expression of TRIMT1(Log2) Expression of TRIMT1(Log2) Exprossion of TRIMT1(Log2) Exprossion of TRIMT1(Log2) Exprossion of TRIMT1(Log2)
G - H . s , - - (R : IR :
Survival Metastasis Lipid metabolism Lipid metabolism Lipid metabolism Lipid metabolism
1z Re-0.1028 R=0.1654 15 R=.0.04313 12 Re0.1124 15 R=0.03281 1 R=4.01623
? & . P28 g P=.0966+ E Pe0.6531 § " P=0.2400 g , Pomn "E'E P=0.8658
212 3 s . * = » . =4 ", * - 21
d g TSI . 8 S . £ . . 1 * £
g i § 2 2:'33_1;:—4:"' 210 ‘N‘ﬁ" L] : g 10 o q.: ‘..' . g . : et E b
-Un. : - .‘-’...- . 5 . il E . 2 ‘.l E E“
E . o M § 3 witet & £
o - - - k1 ™ - 1 o
Em. . E - £ E_ E Et
< g0 ! d 5l 4 g } ™.
a2 4 o 1 2 3 2 [ 1 2 a 2 A 0 1 2 4 2 4 o 1 H 4 @ A o i H 3 & 0 1 2z
Expression of TRIM71{Log2) pression of TRIMT1(Log2) Expression of TRIMT1(Log2) Expression of TRIMT1(Log2) Expression of TRIMT1(Log2) Exprossion of TRIMT1(Log2)
. . . o0 . Q R
Lipid metabolism Lipid metabolism Lipid metabolism Proteasome pathway Proteasome pathway Proteasome pathway
R=-0.07T808:
13 R=-3.168e-005 =10, = 10 ReD03461  _ 14 R=0.5812 _ 42 =12
= P=04152 L) o ™ R=0.002612 ™ R=0.1428
2 ?wn : g . .f,-‘. g, POTHE g i g pos7es  § Pl 1350
Sz = z o 0'\ 5 " . . . *
g a. o 5 i ] Ly = 12 - o8 g .t o . - 2 g 10 -
an é 3 oy, T 3 @ - ., . B L o B L% ., e
g _E 8, HC -."- * . 510 . 5 L “:. 5 g "":
g 9 8 F o et H 2 g ]
g & " 8 : 3 ¢
s ER XY . " y , a g gl = ; . . , @ gl g . . . , Y
3 2 1 0 1 2 -3 2 - ] 1 i a 2 A Q 1 2 2 - L] 1 2 a 2 1 ] 1 2 A 2 El (] 1 2
Expression of TRIMT1(Log2) Expression of TRIMT1{Log2) pression of TRIMT1(Log2) Expression of TRIMT1{Log2) Expression of TRIMT1(Log2) Expression of TRIMT1(Log2)
Proteasome pathway Oxidative stress Oxidative stress Oxidative stress Oxidative stress Oxidative stress
! Reatz 5] Reo28%4 g Re0.05601 ReQ0SG0S Panes. 3 Fo 1304
g Fd 2020 5 P=0.0052 ; P=0.5654 § = FeoEc ? %
5 . X . . By ] 10 121
g 1 o, 2 3 g s e 0: .o g ! He ] ; w . § 1 g §
a . - . k-1 . . B < ] o k-]
E . ! L .'. % 5 =l ; 5 F |'..' .. E s 5 _518-
§s i ] A £ i ;
8 - I | E L S
o — p , z 4 0 1 z a 2 a4 0 1 2 —_— 4 2 4 0 42 E; ; 1ofTR:m{L::ga &
B A 1 pression Expression of TRIMT1 -3 2 A ] 1 2 Expression of TRIMT1{Log2) eSS 0N
Expression of TRIMT1[Log2) E o T 008 . i L Expression of TRIMT1(Log2)

=<

Oxidative stress

-
3

= R=0.04194

? - oP=0.5621

=8 ® .

i L]

] .

g VR e

£ = !

i 2

In O T T T T 1
-3 2 1 o 1 2

Expression of TRIMT1(Log2)



Figure S4

A B TP53-exon sequencing of 11 ovarian cancer samples with missense mutations
Sample NO. Paosition MEtPa?%n Amino acids Flanking Sequences
g 127 R=-0.6162 : sy ;
g P=0.0435 on5 | CAT-GAT H179D GTGAGGCGCTGCCCCCAC(CICG )ATGAGCGCTGCTCAGATAG CGA
% - ” o 2 TP53Exang | CGT-CCT R273P ACGGAACAGCTTTGAGGTGC(G/IGCITGTTTGTGCCTGTCCTGGGA
® a 3 TP53Exon7 | CGG-TGG R243W CCTGCATGGGCGGCATGAACICICTIG GAGGCCCATCCTCACCATC
E it 4 TP53Exon7 | TCC-TTC S241F CAACTACATGTGTAACAGTT(C/TICTGCATGGGCGGCATGAACC
w“ 8 5 TP53Exong | CGT-TGT R273C GACGGAACAGCTTTGAGGTG(C/CT)GTGTTTGTGCCTGTCCTGGG
g % G & TP53Exon7 | GGC-AGC G2455 GTAACAGTTCCT GCAT GGGC(G/GA)GCATGAACCGGAGGCCCATC
2 6 . 7 TP53-Exon 6 TAT-TGT Y220C ACATAGTGTGGTGGTGCCCT(AAG)TGAGCCECCTGAGETCTGRT
E 8 TP53Exon7 | ATG-GTG M 246V ACAGTTCCTGCATGGGCGGC(A/GITGAACCGGAGGCCCATCCTC
i 4 ! i i . 9 TP53-Exon 6 TAT-TGT Y205C AGGAAATTTGCGTGTGGAGT(A/AG)TTT GGATGACAGAAACACTT
3 [ 9 12 15 10 TP53Exon5 | CAT-CAG H1790Q GTGAGGCGCTGCCCCCACCA(TITG)GAGCGCT GCTCAGATAGCGA
c Expression of TRIM71(Log2) 11 TP53-Exon 6 ATC-AAC [195M GGCCCCTCCTCAGCATCTTA(T/TA)CCGAGT GGAAGGAAATTTGC
No1 No.2 No.3

BTGAGGBECGE TECCCCCACCATG ABCGETEE TCAGATAGE GA ACG GAAMCAGE T TTE AGBTEGEGTGT TTGEGT GEETHTEETGG 6 A

CCTBCATOBG BCGGCATGAACTG GABGBCCCATCE TCACCATC

No 4 No5 No 6

EAACTACATG TETAACA G TTTETOHCATGGGEGGEATE AACC G ACOOAACAGCTT TOAGAGT GT AT ET TT AT ACCTATCET AN @ B TAACAGT TCECTGCATOG GCGOBEATG AACE GG AGBECCATE

No.7 No.8 No 9

ACATAGTOTOOTOEATOCEC TATOAGC CACETAAGABTCETAOT ACAGTTCC THCATGHG GCG BGCG TEAACCE GAGBCCCATECCTC ABEBAAAT TTBCBTOTOOAGTET TTOOATOACABAAAGAG TT

BTGABBCGC TGLCCCCCACCAGG ABEGE TECTCAGATABCGA BOCCCCTECTCABCATETTAACCOAGTADAAGBAAATTTOE

No.10 No.11




Figure S5 (related to Figure 5)
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Figure S6 (related to Figure 5)
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Figure S7
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Figure S8 (related to Figure7)
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