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Appendix Table S1.  Results of gene ontology (GO) term enrichment analysis of differentially 

expressed genes between diploid and tetraploid cells on PRE-SPO medium at 3 h. Background 

frequency represents the total number of genes annotated to each GO term in the C. albicans 

genome divided by the total number of genes in the genome. All included terms are significantly 

enriched (p<0.05). 
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Appendix Table S2.  Results of gene ontology (GO) term enrichment analysis of differentially 

expressed genes between diploid and tetraploid cells on PRE-SPO medium at 6 h. Background 

frequency represents the total number of genes annotated to each GO term in the C. albicans 
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genome divided by the total number of genes in the genome. All included terms are significantly 

enriched (p<0.05). 
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Appendix Table S3.  Results of gene ontology (GO) term enrichment analysis of differentially 

expressed genes between diploid and tetraploid cells on PRE-SPO medium at 12 h. Background 

frequency represents the total number of genes annotated to each GO term in the C. albicans 

genome divided by the total number of genes in the genome. All included terms are significantly 

enriched (p<0.05). 
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Appendix Table S4.  Results of gene ontology (GO) term enrichment analysis of differentially 

expressed genes between diploid and tetraploid cells on PRE-SPO medium at 24 h. Background 

frequency represents the total number of genes annotated to each GO term in the C. albicans 
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genome divided by the total number of genes in the genome. All included terms are significantly 

enriched (p<0.05). 
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Appendix Table S5.  Oligonucleotides used in this study. 

Oligo Number Oligo Name Oligo Sequence 

4564 Cap1-Neon long oligo for 
GCTAAATGTTCTGAAAAGGGAGTAGTGATA 
AATACTGCTGATGTGAATCAATTACTAGAGC 
GAAGTATAAAACATGGTGGTAGTGGTATGG 
TTTCTAAAG 

4565 Cap1-Neon long oligo rev 
CCAAATATAAATATAAATACAAAAAAATAAA 
GCCAAATAGATGTCAATTGAAATACCGTAAA 
ATAAATTAAACCCCCGCTCTAGAACTAGTGGAT 

5547 SOD1_TetOff_For 
TTAGTACACGACCTTAATTTGTCACATACATG 
CTTTACTTTCTCCGATCCAACGGGGATTCATT 
ATTATTATTTGCTTATGggaaacagctatgaccatg 

5548 SOD1_TetOff_Rev 
AGATTATAATTGTTTCTTTTTCTATTATTTTGC 
AACCATTAAGATACAATTGCATTGAATTACAT 
ACCAGCTTTAACCATcgactatttatatttgtatg 

4823 SOD2_TetOff_For 
GATAGCGCTACATATAGATTAATCACCAGTTT 
ATGATAGTAAACACATGAAAAAGTTACACAT 
AATAATTGCTTACAAATGggaaacagctatgaccatg 

4824 SOD2_TetOff_Rev 
GCAGCGGCGTTCAAAGTAGCACGGGTAGTTG 
CGGAAGAAGCCTTTAATAAAACACGAGATGA 
TGATCTGATAGAAAACATcgactatttatatttgtatg 

4702 SOD3_TetOff_For 
ATTCAATCACACATTTCCAGTATGCATTTCCCA 
GAGGAAAAAGCGTTCAAGTCGCTTGCTATAAT 
GAGTTGCGGAAATGggaaacagctatgaccatg 

4703 SOD3_TetOff_Rev 
GCTTTTATACCCAGAGAGTGCTGTGAGGTTAT 
GTATACTCCCTACGCAAAATTAAACTTTGTACT 
ATTGTGGTTATCCATcgactatttatatttgtatg 

4813 TRX1_TetOff_For 
AAAAGATAAGCAAGATAATTGATGATGATGA 
ATAATAAATGTTGATTTCTCAGCAACGATCTA 
CTGCCGCGGCGGCCAATGggaaacagctatgaccatg 

4814 TRX1_TetOff_Rev 
GCAAAAAAGTCAACAATAACTAAGTTGTTTTC 
CTTTAAAAGGGTTTGGAATTCGTTAACTTCAG 
TGACAACGTGAACCATcgactatttatatttgtatg 

4817 GCS1_TetOff_For 
GTTCAATTCGATTTAATTCAACTCACAACCAAA 
CGTATGTATACTTGTTGATTGAGTTGTGACAA 
AACTATTTGGCAGATGggaaacagctatgaccatg 

4818 GCS1_TetOff_Rev 
ATCCCATTGGTTCTAACATGATTATTATACTTTT 
TCGATTCATCCCAACTTAAAGGTGTACCAATA 
GATAAAAGACCCATcgactatttatatttgtatg 


