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Table S1: List of all quantified protein(group)s obtained from the label-free inhibitor
experiment (+/- AKB-9778; immunoprecipitation with 4G10 anti-phosphotyrosine
antibody). Proteins had to be identified by at least 2 different peptides, 1 of which
being unique for the proteingroup (S-1). List of all non-redundant peptides identified in
this experiment (S-2)

Table S2: List of all sites, identified in the 4G10 anti-phosphotryrosine — mediated
immunoprecipitation experiment as being phosphorylated on S, T or Y residues (S-3).
List of all class-I p(STY)-sites (localization probability > 0.75; S-4); List of all class-I
pY-Sites (S-5); List of all Class-I pY-Sites, detected exclusively in AKB-9778-treated
samples (S-6)

Table S3: All protein(group)s identified and quantified with at least 2 peptides (1
unique) in the SILAC substrate trapping approach (S-7); List of all non-redundant

peptides identified in this experiment (S-8)



e Fig S1: Venn diagram demonstrating the overlap of VE-PTP target proteins from the
substrate trapping approach, the pY-peptide pulldown subsequent to treatment with
the VE-PTP inhibitor AKB-9778 and those proteins that were identified in a global

phosphoproteomics enrichment experiment upon exposure to AKB-9778.



