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Supplementary figures 

 

Figure S1. Survival curve of WT and rag1
+/-

 zebrafish infected with SVCV. 

 

 

 

 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Figure S2. GO enrichment analysis of exclusive coding RNAs differently expressed in WT 

and rag1
+/-

 zebrafish during SVCV infection. 

  

 

 
WT

rag1+/-


